Supplementary table 3: Blast hits for PpnR1 (Top 15)
	Predicted function 
	Microorganism 
	% identity 
(no. of similar aaa/total no.)
	
Accession Number 

	N-acyl homoserine lactone transcriptional regulator
	Pandoraea pnomenusa 
	100% (233/233)
	AHN77102.1

	LuxR family transcriptional regulator 
	Pandoraea sp. RB-44
	99% (230/233)
	AHB74552.1 

	N-acyl homoserine lactone transcriptional regulator
	Pandoraea sp. RB-44
	99% (230/233)
	AHI58916.1 

	Hypothetical protein 
	Pandoraea pnomenusa
	100% (214/214)
	WP_029754787.1

	Hypothetical protein 
	Pandoraea pnomenusa
	99% (212/214)
	WP_041624256.1


	Hypothetical protein
	Pandoraea sp. RB-44
	99% (211/214)
	WP_036641605.1

	Hypothetical protein
	Pandoraea sp. E26
	98% (210/214)
	WP_036656019.1


	Hypothetical protein
	Pandoraea faecigallinarum
	76% (177/232)
	WP_047908289.1


	Hypothetical protein
	Pandoraea oxalativorans
	76% (176/232)
	WP_046293945.1

	Hypothetical protein
	Pandoraea vervacti
	76% (176/232)
	WP_044458339.1

	Hypothetical protein
	 Pandoraea sputorum
	69% (161/232)
	WP_039402529.1

	LuxR family transcriptional regulator
	Burkholderia pseudomallei

	48% (105/218)
	WP_038744072.1


	LuxR family transcriptional regulator
	Burkholderia pyrrocinia
	48% (105/218)
	WP_034180404.1


	LuxR family transcriptional regulator
	Burkholderia multivorans 
	47% (106/225)

	WP_006403200.1


	LuxR family transcriptional regulator
	Mumia flava
	48% 9104/218)
	WP_039344021.1
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