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[bookmark: _GoBack]Supplementary Figure 3. Phylogenetic tree of vertebrate selenoprotein P. A UPGMA tree is displayed. Support values shown are the UPGMA bootstrap values. The tree was configured using standard settings in MEGA Ver. 6.06 (Koichiro et al. 2013). Sequences were obtained as described in Supp. Fig. 3. Lottia gigantean was utilised as a non-vertebrate outgroup. 
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