Supplementary Table 3.  List of OTUs contributing most to the discrimination (Spearman Rank correlation >0.8). Sequence similarity information for each OTU as determined by BLAST is also noted.  Asterisks (*) indicate a sponge host.
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Vector ID OTU ID Accession No. % Similarity Description Taxonomic Assignment

OTU16175 JN825343  97

uncultured Alphaproteobacteria 

(alkaline lake in Mexico)

OTU4813 JF987820    

98

unculured bacterium (agricultural 

soil)

OTU2505 AF333538 

100

uncultured bacterium (Rhopaloides 

odorabile*)

OTU109 JX455729

100

uncultured bacterium 

(Carteriospongia foliascens*) 

OTU1868 KF805047 97

Azotobacter chroococcum (tomato 

rhizosphere soil)

OTU417 EU857859 97

uncultured bacterium (Ross Sea 

sediment)

OTU3300 HE985154  97

uncultured bacterium (Astrosclera 

willeyana*) 

OTU4400 HE985154  98

uncultured bacterium (Astrosclera 

willeyana*) 

OTU669

KF286166

100

uncultured Alphaproteobacteria 

(Aplysina cauliformis*)

OTU11943

KF286166

99

uncultured Alphaproteobacteria 

(Aplysina cauliformis*)

OTU6873 KF286020 95

uncultured bacterium (Aplysina 

cauliformis*)

OTU1736 KF286020 96

uncultured bacterium (Aplysina 

cauliformis*)

OTU2745 JX206636 95

uncultured bacterium (Ircinia 

oros*)

6

OTU123981 JX206665 99

uncultured bacterium (Ircinia 

oros*)

Gammaproteobacteria

Alphaproteobacteria 4

Unidentified 

Proteobacteria

5

1 Alphaproteobacteria

2 Bacteroidetes

Gammaproteobacteria 3


