[bookmark: _GoBack]Supplementary Table S4 | Support for Modulibacteria (KSB3) monophyly and affiliation with potential sister phyla based on phylogenetic inferences with varying taxon configurations, inference methods and marker gene sets.
	Tree
	Taxon-configuration
	Treeing method
	No. marker genes
	Bootstrap value supporting monophyly of Modulibacteria  %
	Sister phyla with KSB3 clade
	Bootstrap value supporting monophyly of KSB3 and sister phylum %

	1
	Config 1
	RAxML (JTT+G)
	38
	100
	Nitrospinae
	58

	2
	Config 1
	FastTree (JTT+CAT)
	38
	100
	Acidobacteria
	19

	3
	Config 2
	RAxML (JTT+G)
	83
	100
	Nitrospinae
	70

	4
	Config 2
	FastTree (JTT+CAT)
	83
	100
	Acidobacteria
	65

	5
	Config 3
	RAxML (JTT+G)
	38
	100
	Nitrospinae
	41

	6
	Config 3
	FastTree (JTT+CAT)
	38
	100
	NC10
	28

	7
	Config 4
	RAxML (JTT+G)
	83
	100
	Nitrospinae
	35

	8
	Config 4
	FastTree (JTT+CAT)
	83
	100
	NC10
	10
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