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Western Blot analysis
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GT1 cells stained with DE10 without Guanidium

GT1 cells stained with DE10 with Guanidium

GT1 cells stained with DC2 without Guanidium




GT1 cells stained with DC2 with Guanidium

GT1 cells stained with EF2 without Guanidium

GT1 cells stained with EF2 with Guanidium




GT1 cells stained with EB8 without Guanidium

GT1 cells stained with EB8 with Guanidium

ScGT1 cells stained with DE10 without Guanidium




ScGT1 cells stained with DE10 with Guanidium

ScGT1 cells stained with DC2 without Guanidium

ScGT1 cells stained with DC2 withGuanidium




ScGT1 cells stained with EF2 without Guanidium

ScGT1 cells stained with EF2 with Guanidium

ScGT1 cells stained with EB8 without Guanidium




ScGT1 cells stained with EB8 with Guanidium




Total ERK blot in GT1 and ScGT1 treated with DE10




Total ERK blot in GT1 and ScGT1 treated with DC2

Phospho-ERK blot in GT1 and ScGT1 treated with DC2




Total ERK blot in GT1 and ScGT1 treated with EF2




Total ERK blot in GT1 and ScGT1 treated with EB8




SPR data
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MTT data

DC2 GT1 | NC DC2 ScGT1 NC
0.386 0.012 0.13 0.003
0.437 0.014 0.14 0
0.482 0.017 0.168 0.003
0.452 0.013 0.116 0.002
0.419 0.013 0.142 0.005
EF2 GT1 NC EF2 ScGT1 NC
0.388 0.013 0.126 0.001
0.42 0.015 0.147 0.002
0.431 0.012 0.141 0.003
0.469 0.015 0.141 0
0.446 0.015 0.112 0
DE10 GT1 | NC DE10 ScGT1 | NC
0.469 0.014 0.12 0
0.447 0.014 0.153 0
0.438 0.014 0.187 0.003
0.471 0.016 0.138 0.001
0.451 0.013 0.151 0.004
EB8 GT1 | NC EB8 ScGT1 NC
0.437 0.014 0.113 0.003
0.404 0.013 0.128 0
0.402 0.012 0.108 0
0.432 0.013 0.157 0.002
0.354 0.011 0.126 0.006
GT1 NC ScGT1 NC
0.373 0.012 0.139 0.002
0.443 0.014 0.153 0.007
0.385 0.013 0.147 0.004
0.397 0.014 0.147 0.008
0.407 0.013 0.118 0.004




Blot replicates

ScGT1 cells treated with EF2

L

ScGT1 cells treated with DE10




ScGT1 cells treated with EB8
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ScGT1 cells treated with DC2
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