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	sex
	PDK4
	Chr5 SNP 
	combined genotype freq
	Predicted number of individuals
	Phenotype

	sex
	freq
	genotype
	freq
	genotype
	freq
	
	
	

	female
	0.5
	Wt Wt
	0.72
	TT
	0.74
	0.2664
	48.4848
	Healthy

	female
	0.5
	Wt Wt
	0.72
	TC
	0.24
	0.0864
	15.7248
	Healthy

	female
	0.5
	Wt Wt
	0.72
	CC
	0.02
	0.0072
	1.3104
	DCM

	female
	0.5
	Wt del
	0.26
	TT
	0.74
	0.0962
	17.5084
	Healthy

	female
	0.5
	Wt del
	0.26
	TC
	0.24
	0.0312
	5.6784
	DCM

	female
	0.5
	Wt del
	0.26
	CC
	0.02
	0.0026
	0.4732
	DCM

	female
	0.5
	Del del
	0.02
	TT
	0.74
	0.0074
	1.3468
	Healthy

	female
	0.5
	Del del
	0.02
	TC
	0.24
	0.0024
	0.4368
	DCM

	female
	0.5
	Del del
	0.02
	CC
	0.02
	0.0002
	0.0364
	DCM

	male
	0.5
	Wt Wt
	0.72
	TT
	0.74
	0.2664
	48.4848
	Healthy

	male
	0.5
	Wt Wt
	0.72
	TC
	0.24
	0.0864
	15.7248
	DCM

	male
	0.5
	Wt Wt
	0.72
	CC
	0.02
	0.0072
	1.3104
	DCM

	male
	0.5
	Wt del
	0.26
	TT
	0.74
	0.0962
	17.5084
	DCM

	male
	0.5
	Wt del
	0.26
	TC
	0.24
	0.0312
	5.6784
	DCM

	male
	0.5
	Wt del
	0.26
	CC
	0.02
	0.0026
	0.4732
	DCM

	male
	0.5
	Del del
	0.02
	TT
	0.74
	0.0074
	1.3468
	DCM

	male
	0.5
	Del del
	0.02
	TC
	0.24
	0.0024
	0.4368
	DCM

	male
	0.5
	Del del
	0.02
	CC
	0.02
	0.0002
	0.0364
	DCM



