Table S3. Ranking of the candidate reference genes according to the stability value using geNorm, NormFinder and BestKeeper analyses
	
	Brown seed
	Black seed

	
	Gene
	G
	N
	B
	Gene
	G
	N
	B

	Total
	β-TUB
	1
	2
	1
	ACTIN
	1
	6
	1

	
	GAPDH
	1
	6
	2
	β-TUB
	1
	1
	2

	
	UBQ
	2
	1
	4
	GAPDH
	2
	5
	3

	
	ACTIN
	3
	3
	3
	UBQ
	3
	2
	4

	
	18S
	4
	5
	5
	18S
	4
	4
	6

	
	28S
	5
	4
	6
	28S
	5
	3
	5

	Developmental stage
	β-TUB
	1
	1
	1
	β-TUB
	1
	2
	1

	
	GAPDH
	1
	2
	2
	GAPDH
	1
	1
	3

	
	UBQ
	2
	3
	4
	ACTIN
	2
	5
	2

	
	18S
	3
	4
	5
	UBQ
	3
	3
	4

	
	28S
	4
	6
	6
	18S
	4
	4
	5

	
	ACTIN
	5
	5
	3
	28S
	5
	6
	6

	Salt concentration
	β-TUB
	1
	1
	1
	β-TUB
	1
	5
	3

	
	GAPDH
	1
	2
	2
	GAPDH
	1
	2
	2

	
	18S
	2
	5
	5
	ACTIN
	2
	1
	1

	
	28S
	3
	4
	3
	18S
	3
	4
	5

	
	ACTIN
	4
	3
	4
	28S
	4
	3
	4

	
	UBQ
	5
	6
	6
	UBQ
	5
	6
	6

	Tissue
	β-TUB
	1
	1
	1
	β-TUB
	1
	2
	3

	
	GAPDH
	1
	2
	2
	GAPDH
	1
	1
	2

	
	UBQ
	2
	4
	3
	UBQ
	2
	3
	1

	
	28S
	3
	5
	5
	ACTIN
	3
	6
	6

	
	18S
	4
	3
	4
	18S
	4
	4
	4

	
	ACTIN
	5
	6
	6
	28S
	5
	5
	5

	[bookmark: _GoBack]Germination time point
	ACTIN
	1
	1
	2
	β-TUB
	1
	5
	4

	
	GAPDH
	1
	2
	1
	GAPDH
	1
	1
	2

	
	UBQ
	2
	4
	3
	UBQ
	2
	2
	1

	
	β-TUB
	3
	6
	4
	ACTIN
	3
	3
	3

	
	18S
	4
	3
	5
	18S
	4
	4
	5

	
	28S
	5
	5
	6
	28S
	5
	6
	6

	Abiotic stress

	ACTIN
	1
	2
	2
	ACTIN
	1
	2
	1

	
	GAPDH
	1
	3
	1
	β-TUB
	1
	1
	3

	
	β-TUB
	2
	1
	3
	GAPDH
	2
	3
	2

	
	UBQ
	3
	4
	4
	UBQ
	3
	4
	4

	
	18S
	4
	5
	5
	18S
	4
	5
	5

	
	28S
	5
	6
	6
	28S
	5
	6
	6



[bookmark: OLE_LINK142]Notes: 1 represents the most stable gene and 6 represents the least stable gene; G: geNorm, N: NormFinder, B: Bestkeeper.


