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Supplement-fig. S3-1:
Median-Joining network based on
the amplified part of the rbcL gene
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Supplement-fig. S3-2:
Median-Joining network based on
3' matK coding region
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Supplement-fig. S3-3:
Median-Joining network based on
3' trnK intron
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Supplement-fig. S3-4:
Median-Joining network based on
the combined matK/trnK strands

ERTY
’
a2f SR WLY
[ e =
H_:_l__qj— e
f
= irdp

‘ Member of Gr. Cerris

O Western Eurasian members of Gr. llex
. East Asian members of Gr. llex

. Cycle-cup oaks (Gr. Cyclobalanopsis)
O Eurasian castanoids

@ North American castanoids

O Golden-cup oaks (Gr. Protobalanus)
@ QuercusSubsect. Virentes

‘ Other white oaks (Gr. Quercus)

‘ Red oaks (Gr. Lobatae)

Red numbers at branches: site of mutation
(corresponds with number in provided single-
gene matrices)

H_1,H_2, ...: haplotype
(corresponds to information in File S2)


Blabla
Schreibmaschinentext
Supplement-fig. S3-4:
Median-Joining network based on
the combined matK/trnK strands


Supplement-fig. S3-5:
Median-Joining network based on

trnH-psbH spacer (gaps excluded; same

basic graph as shown in text-fig. 2)
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Supplement-fig. S3-5:
Median-Joining network based on
trnH-psbH spacer (gaps excluded; same
basic graph as shown in text-fig. 2)
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