
SUPPLEMENTAL FIGURE 3 

 
Supplemental Figure 3.  Whole genome alignment of 13-626 assemblies to a close reference 
sequence indicates collinearity of genomes. The A. radiobacter K84 genome sequence (top) 
and assemblies of 13-626 generated using SPAdes v. 3.7.0 (middle; 47 scaffolds) and Velvet 
(bottom; 527 scaffolds) were aligned using Mauve. Shared locally collinear blocks (LCBs) 
between the reference and the two assemblies are color-coded and connected by color-coded 
lines.  Scaffold and replicon ends are depicted as vertical red lines. 
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