Supplemental Figures:
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Figure S1: Consecutive UV and blue light illumination reversibly switches the trans/cis
isomer equilibrium of ABDM bound to the F; double cysteine mutant cA380C/pV409C
A absorption spectra of ABDM-aA380C/pV409C before illumination (black) and after
sequential illumination at 365nm (red) 450nm (green) 365nm (blue) 450nm (cyan)
365nm (magenta) 450nm (yellow) and 356nm light (dark yellow). B 350nm absorption of
the samples shown at panel A.
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Figure S2: Additional illumination with 365nm and 450nm does not change the cis/trans
isomer equilibrium of ABDM conjugated F4 aA380C/gV409C. Absorption spectra of
ABDM-0A380C/BV409C after sequential illumination with 3W LEDs for 10sec at 365nm
(dark) for another 10 seconds at 365nm (green) for 10sec at 450nm (red) and another
10sec at 450nm (green).



Supplemental Data:
Primer for site-directed Mutagenesis:

aS338C
forward: caggcgggtgacgtttGtgegttcgttccgacce
reverse: ggtcggaacgaacgcaCaaacgtcacccgcctg

pQ324C
forward: gtggtactgagccgtTGCatcgcgtctetgggt
reverse: acccagagacgcgatGCAacggctcagtaccac

aN369C
forward: attcgtcctgcggttTGeecgggtatttcegta
reverse: tacggaaatacccgggCAaaccgcaggacgaat

pS327C
forward: agccgtcagatcgegtGtetgggtatctacceg
reverse: cgggtagatacccagaCacgcgatctgacggct

aG379C
forward: gtatcccgtgttggtTgtgcagcacagaccaag
reverse: cttggtctgtgctgcacAaccaacacgggatac

pG412C
forward: gcagaagtattcaccTgttctccgggtaaatac
reverse: gtatttacccggagaacAggtgaatacttctgc

aA380C
forward: tcccgtgttggtggttgcgcacagaccaagatc
reverse: gatcttggtctgtgcgcaaccaccaacacggga

pV409C
forward: ttcttcgtggcagaatgcttcaccggttctccg
reverse: cggagaaccggtgaagcattctgccacgaagaa



