Supplemental table S2. Description of primers used in the study

Size range Number of

Primer Sequence (bp) amplified alleles

Number of
specific alleles

F:CACCTT GTC CACGGT TCT G

PUlOl® B ACC AGG TCA GAG AGC TCA AC 161-176 15 3
o FISSCAICTOTONONSS o s G
o EACSOISUCMTINS i
Total 92 8
Primer Sequence Number of Number of

amplified bands

specific bands

1SJ 4 5> GTC GGC GGA CAG GTA AGT 3° 27
I1ISJ5 5> CAG GGT CCCACCTGCA¥® 23
1SJ 11 5> TGC AGG TCA AACGTCG 3 25
Total 75

*Szczecinska et al. (2013)



