Figure S1 PCR amplification and sequencing of Rf4 with F1/R1 in C48-2 and A619. (A) Electrophoresis analysis of F1/R1
PCR amplification. (B) Comparison of the genome sequence of Rf4 between A619 and C48-2. The red letters indicated the
sequence of primers F2/R2. The underlined regions are the amplifying fragment by primers F2/R2.
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48-2 [CTACACTACACACACATATACATCCCCAACCCAACCCCACCTTTCTCAATCCTCCATCACCCTCTACCACTACAATTCTCACTCTCTCCCCTCTATCCCA
AB19 [CTACACTACACACACATATACATCCCCAACCCAACCCCACCTTTCTCAATCCTCCATCACCCTCTACCACTACAATTCTCACTCTCTCCCCTCTATCCCA
Consensuct acact acacacacat at acat gggcaacgcaaggccacct t t ct gaat cct gcat gagegt gt accact agaat t gt cagt gt gt gcggt gt at ggca

48-2 [CCTTTTTCCTTCCCCAACTCCCCCCCTCCCCCCACCAATCTCACTAACAAACCCCTCTTCTCAAAACCTCACCCATCCCCCCTCCCECTCCCCTCATCTCY
AB19 [CCTTTTTCCTTCCCCAACTCCCCCCCTCCCCCCACCAATCTCACTAACAAACCCCTCTTCTCAAAACCTCACCCATCCCCCCTCCCCTCCCCTCATCTCY
Consensuggt t t tt ggt t cggcaagt ggggecct ccggggaggaat ct cagt aacaaaccgct ct t ct gaaaaggt cagccat cccecggt ccggt ccggt gat gt cg

[o%: BB T CCCTCTCCGCTCTGCTAGCTTCCTGCCCATCel8CCCCC@CI@CCCTTCTTCTCTCTACCCCTCCCTCCACCTCATAAATACTTAGTTTAATAACCTTC]
AB19 [TCCCTGTCGCTCTGCTAGCTTCCTGCCCATCAAJACCCCYQYCCCTTCTTCTCTCTACCCCTCCCTCCACCTCATAAATACTTAGTTTAATAACCTTC]

Consensut cgct gt cget ct gect agett gct geccgat cc ¢ cccce ¢ cecttcttct ctctaccect cect ccacct cataaatacttagtttaataaccttge

48-2 ACTCCCCCACTACCCCTTAACTCCTCCTRRMATCTATCTCTTTTCTCAACCAAAAAAAACCTTTCATACTCCTCTARCTACGCTACTCCTCGCATCCCCC
A619 ACTCCCCCACTACCCCTTAACTCCTCCTIIPAIATCTATCTCT TTTCTCAACCAAAAAAAACCTTTCATACTCCTCTACCTACCTACTCCTCGCATCCCCC

Consensuact gccgeagt agccct t aact get get atctatctcttttct gaaggaaaaaaaaggt tt gat act cct cta ctagct agt cct gcat gccget

48-2 C€CCTCTTCCCTCTTTATTTCTTCTTAATAACCCCTCCCTATCTATTATATTTTCCACCTCTTTTCCTCTCTTCTTCCTAACTACCTTAATTCCT
A619 [CCTCTTCCCTCTTTATTTCTTCTTAATAACCCCTCCCTATCTATTATATTTTCCACCTCTTTTCCTCTCTTCTTCCTAACTACCTTAATTCCT
Consensuaatgt cgtcttgectgtttatttgttcttaat aagggct gectatctattatattttgecacctgttttget gt gttcttggtaactagettaattcectt

48-2 [CCCTACAATCCTCAAATCCCCCCCATCATCACTCACATCAACTTTTCATCCAATTCAACTTCTTCTTCTAATTCCCCCCCACCACCCCCCATCCATCTG
AB19 @CCCTACAATCCTCAAATCCCCCCCATCATCACTCACATCAACTTTTCATCCAATTCAACTTCTTCTTCTAATTCCCCCCCACCACCCCCCATCCATCT(
Consensusgcct acaat cgt caaat cccccecat cat cagt cagat gaact tt t gat cgaatt gaagt t gtt ct t ct aat t cggccccagecagegeccat geat ct g

48-2 CTTTTATTTCCTTTCTCTTCCCTATAATATCCAACACCTTTTCTTCCTACCCCAACCCTCCAACCACATCCCTCTACTCAACTCATCATCTAACTCATCY
A619 CTTTTATTTCCTTTCTCTTCCCTATAATATCCAACACCTTTTCTTCCTACCCCAACCCTCCAACCACATCCCTCTACTCAACTCATCATCTAACTCATCY
Consensugt tttatttgctttctgttgggt at aat at gcaagacct t tt gt t gct agggcaaggct gcaaccacat gegt gt act gaact cat gat gt aact cat cc

(@7 S B T T TTTCTTTCCTCACACAATCACTACTCTACTCCACTTCCTTTTCATCCCATCCCCAATCTTTTTTTTCTTTTACATCCTTTACTTTTCTCTCTTTCTT(
A619 [TTTTTCTTTCCTCACACAATCACTACTCTACTCCACTTCCTTTTCATCCCATCCCCAATCTTTTTTTTCTTTTACATCCTTTACTTTTCTCTCTTTCTTG

Consensutttttgtttgct cacagaat cactactctact gcacttccttttcatccgatccgecaatcttttttttcttttacatgetttagttttctctetttettg

48-2 ATTACAAACATCATTACTCCAACTTTCTTACCCTCCCTTCCCCTTCCTTCCATCTCCTTTACTTTTCTTTTTICCCCTACCCCCCCCCCCTTATTTCAC
A619 ATTACAAACATCATTACTCCAACTTTCTTACCCTCCCTTCCCCTTCCTTCCATCTCCTTTACTTTTCTTTTT€CCCCTACCCCCCCCCCCTTATTTCAC

Consensuat t acaaacat gat t act ggaacttt cttaggct gccttccecttecttggatctgetttagttttcttttt ggget accgegegeggcet tatt t gagt

48-2 [TTATCACTTCCTCCATATACATAATATATATATACATCCATCCCATCCCCTTCATCTTACTCAACTACACATCTCTTTCTCTTCCTCTCTTTCACTTCAG
A619 [TTATCACTTCCTCCATATACATAATATATATATACATCCATCCCATCCCCTTCATCTTACTCAACTACACATCTCTTTCTCTTCCTCTCTTTCACTTCAQG
Consensut t at cact t gct gcat at acat aat at at at at acat gcat gcgat ggcgt t cat gt t act caact acagat ct gtttctgttcgt gt gtttcagt t cag

48-2 [CCCCCACTTAACCATACCACCACCACCACCACCATCTATCACCCCCACTCCCACCTCCTCACCATCCECCCACCAAACCCCCCACCTCCACCCCLCCCALd

AB19 [CCCCCACTTAACCATACCACCACCACCACCACCATCTATCACCCCCACTCCCACCTCCTCACCATCCCCCACCAAACCCCCCACCTCCACCCCCCCCAC

Q)nsensucgcgcagtt aagcat agcaggacgaccacgacgat gt at cacccgeagt gcgagct cct gacgat ggcgcacgaaacgccggacct ggacgccggecage
F25' -OGCACCTAACCGTCTOC-3'

48-2 [CCCACCTAACCCTCTCCCCCCTCCCCACCATCCCCCCACACCTCACCTTCCACCTCCTCCACTCCCTCCACCCCCCCCCCCCCCTCAATCCCETCACEC

AB19 [CCCACCTAACCCTCTCCCCCCTCCCCACCATCCCCCCACACCTCACCTTCCACCTCCTCCACTCCCTCCACCCCCCCCCCCCCETCAATCCCETCACCC

Consensticgcacct aaccgt ct ccggegt cgecageat cccggeagagcet gaget t ccacct get geact cget cgacgecgeggeggeggt caat ceegt cacgge

48-2 [CCCCCCCCACTCCACCATCCACTACTTCCTCCCCCCCCCCCATCCCCACCACCACCCCATCCACTACCACCCCELCTCECCCCCCCCCCELCCCCCCCCACCAd
AB19 [CCCCCCCCACTCCACCATCCACTACTTCCTCCCCCCCCCCCATCCCCACCACCACCCCATCCACTACCACCCCLCTCECCCCCCCCCECCCCCCCECCACCAG
Consensugccgecgeagt ccaccat cgact act t cCt cggeggegecgat ccccaccageaggecat gecagt acgagecget geegeeccgecgegggeggecaccac

48-2 [CACTACACCATCCACATCTTCCCCCACTACTCCCACCCOEACTACCCCACCCCCCACCCCTACATCCCCCCCACAATCACTCCACCCCTCCTETTCCCCY
AB19 [CACTACACCATCCACATCTTCCCCCACTACTCCCACCCURACTACCCCACCCCCCACCCCTACATCCCCCCCACAATCACTCCACCCCTCCETETTCCCCY
Consensucagt acaccat ggacat gt t ccgcgact act gcgacgge act accccaccgecgagecgt acat ccgegggacaat gact ggagecct cgt gt t cgggg

48-2 [CCACCCACCACCACCACTCCCCCCCTCCCTACATCCCCCCCCECCCACTTTCACACCTCCCCCCCCCCCECCACCCCECCACCCCCCCCCCCACCAACCECEEY
AB19 [CCACCCACCACCACCACTCCCCCCCTCCCTACATCCCCCCCCECCCACTTTCACACCTCCCCCCCCCCECCACCCCECCACCCCCCCCCCCACCAACCEEEY
Consensuccaccgacgacgacgact cggccgcet gect acat gcccggggggceact t t gagacct ccccgecgecgecacgegecaccggecgeggcaggaagcgggg

48-2 [CACCCCCCTCCCCCCCCCCTTCCATCCTCTCCTCCCCAACCCCCTCCACAACAACCACAACCACCCCCCCCTCCCCCTCACCCACAACTTTACCECCCT

A619 [CACCCCCCTCCCCCCCCCCTTCCATCCTCTCCTCCCCAACCCCCTCCACAACAACCACAACCACCCCCCCCTCCCCCTCACCCACAACTTTACECCCT

Consensucagggcgct gggcggegget t ccat get gt get ggccaacggegt cgagaagaaggagaagcagegecgget gegget caccgagaagt t t acggecct ¢

(oL SV TCCACCTCATACCCAACCTTACCAACCTCCT ACK [CAAATCCTCCTCTTATCTTCORS

P X I A T CCACCTCATACCCAACCTTACCAACCTCCTACECEqYIa ) (€EEE €8 CAAATCCTCCTCTTATCTTCIEETCCATCCTCTCAAATTAATTCAG

ConsensuW caaatcctcctcttatgttcg — tccatcgtctcaaatt aattcac
R23' -CATGOOGCATGAACGCG-5'

48-2 CCTTCTTCTTCTTCTTTATTTTTTCCCCACTCCACACTCATACCCCCACCCTCATCTCCCACCCCATCCACTACATCCACCACCTCCCCACCACCETCCA
A619 CCTTCTTCTTCTTCTTTATTTTTTCCCCACTCCACACTCATACCCCCACCCTCATCTCCCACCCCATCCACTACATCCACCACCTCCCCACCACCCTCCA
Consensuggttcttgttgttgtttattttttgcgcact gcagact gat agggcgacggt gat ct cggacgcgat cgagt acat ccaggaget ggggaggacggt gga

48-2 [CCACCTCACCCTCCTCCTCCACAACAACCCCCCCCCCACCCACCTCCACCCCCACCTCCTCCACCCCECECCCCCCECTCCECETCCTTCECTCCCCCCCCTCAG
AB19 [CCACCTCACCCTCCTCCTCCACAACAACCCCCCCCCCACCCACCTCCACCCCCACCTCCTCCACCCCCCCCCCCCTCCCCTCCTTCCTCCCCCCCCTCAG
Consensuggagct gacget get ggt ggagaagaagcggegecggagggagcet gcagggggacgt cgt ggacgcggegecgget geggt ggt t get gccgeeggt gag

7220l C CCCACACCTCCCACCCCCACGCETCEECTCCTCCECCECCCECCCETCCCECCECACCCCATCCHEACCACCTACATCCACCCECCEACCAACCACACETCC
A619 [CCCCACACCTCCCACCCCCACGCTCECTCCTCCCCCCCCECCCETCCCCCCECACCCCATCCESACCACCTACATCCACCCECCCACCAACCACACETCCY

Consensugcggagagct cggagggcgaggt ggct cct ccgecgecggecgt gccgeggeagecgat ccg agcacgt acat ccagcggcggagcaaggacacgt ccg

(%1 BB T CCACCT CCCCAT@CT CCAGGACGCACCT CAACATCAACCTCACCAAGCGCCCECCCCACCGCCTCCCTCCCAGCCGCETCCCGCCCCCT CCAIIGACCTCCG
AB19 [TGCACCTCCCCATYICT CCGACCAGCACCT CAACATCAACGCT CACCAAGCGCCCCCCCCACGEET CCCTCCCAGCCCCCTCCCGCCCCCTCCASCGACCTCCG
Consensut ggacgt gcggat gt ggaggaggacgt gaacat caagct caccaagcgccggcgcgacgggt gcct cgcagccgegt cgcgegegcet gga gacct ccg

48-2 [CCTTCACCTCCTCCACCTCTCCCCCCCCAACATCCCTCACTCTCAAATCTACATCTTCAACACCAACCTACATACCAATACCAT, CEEE!CCATTCATC
AB19 [CCTTCACCTCCTCCACCTCTCCCCCCCCAACATCCCTCACTCTCAAATCTACATCTTCAACACCAACCTACATACCAATACCATA A
Consensucct t gacct cgt ccacct ct ccggcggcaagat cggt gact gt caaat ct acat gt t caacaccaaggt acat acgaat acgat a gt a ccatt gat cg

48-2 ATCTCTAATTCTCTACCCT CACCAT T CCCACCT T TCT G GTCCTAAAAAATGCATCTTTTTTTI.E
A619 Alaiaryaniaiqricee (e ey g TCATCCATTACTTT CCGAGGTTTCTGTCCTATACTACCTAATCTA¢GTCCTAAAAAATGCATCTTTTTTTICE
Consensuat ct gt aat t ct gt agcct gacgat t ccgaggtttctg gt gct aaaaaatgcatctttttttc t

48-2 [CACATCACAATCCTTTCTCTCTTTCTTCACCCCACATTCACAACCCCTCTTCACTCTTTCCCACTCCACTCCCCCCTACCCTCATCCAACTCCTCCACCA
A619 [CACATCACAATCCTTTCTCTCTTTCTTCACCCCACATTCACAACCCCTCTTCACGTCTTTCCCACTCCACTCCCCCCTACCCTCATCCAACTCCTCCACCA
Consensucagat gacaat gct tt ct gt ctt t gt t caccgcagat t cacaaggggt ct t cagt gt t t gcgagt gcagt ggccggt aggct gat ggaagt ggt ggacga

(@72 B Bl C TACT ACCCTACCATCCACTTCAATTTCTACCTACCTCTARMICCTACCCCCCTCCTATCAATCTACCTATACCCTTTCTTCCATCAAACAC
A619 CTACTACCCTACCATCCACTTCAATTTCTACCTACCTCTA®ECCTACCCCCCTCCTATCAATCTACCTATACCCTTTCTTCCATCAAACAC

Consensugt act aggct accat gcactt gaat t t ctagct agct cta  cgt accgegct get at gaat ct aget at agegt t t ct t ggat gaaagact
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