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Result

Your BlastKOALA job
Query dataset: 1284 entries
Taxonomy group: Prokaryotes,Bacteria,Gammaproteobacteria (Taxonomy ID: 59195)
KEGG database searched: family_eukaryotes.pep,genus_prokaryotes.pep
Job submitted: Wed Oct 26 04:37:53 JST 2016
Job completed: Wed Oct 26 05:27:10 JST 2016

Annotation data View | Download

Summary 865 entries (67.4%) annotated
Functional .| Genetic Information Processing
category .| Environmental Information Processing

| Unclassified

| Amino acid metabolism

.| Cellular Processes

[l Carbohydrate metabolism

| Metabolism of cofactors and vitamins
B Energy metabolism

B Nucleotide metabolism

| Human Diseases

I Glycan biosynthesis and metabolism

See color codes

KEGG Mapper Reconstruct Pathway
Reconstruct Brite
Reconstruct Module

[ BlastKOALA | KEGG | Kanehisa Labs ]

Help


http://blastkoala//
http://www.kegg.jp/kegg-bin/blastkoala_result_list?id=a551c4e119854581e310b7528b837966482a1c5a&passwd=xzxKiG&type=blastkoala&code=user
http://www.kegg.jp/kegg-bin/download?file=/tmp/a551c4e119854581e310b7528b837966482a1c5a/user_ko.txt
http://www.kegg.jp/kegg/kegg1c.html#functional
http://www.kegg.jp/kegg-bin/find_pathway_object?query_pathwayfile=a551c4e119854581e310b7528b837966482a1c5a/user_ko.txt
http://www.kegg.jp/kegg-bin/find_brite_object?query_pathwayfile=a551c4e119854581e310b7528b837966482a1c5a/user_ko.txt
http://www.kegg.jp/kegg-bin/find_module_object?query_pathwayfile=a551c4e119854581e310b7528b837966482a1c5a/user_ko.txt&mode=complete+ng1+ng2
http://www.kegg.jp/blastkoala/
http://www.kegg.jp/
http://www.kanehisa.jp/

