Table S1 Off-target analysis
	
Site name
	
Gene name
	
Sequence
	Indel mutation frequency
(Mutant/Total)
	
Coordinate
	
Detection Method

	Target Ndufs4
	Ndufs4
	TATAACAGTTGATGAGAAACTAA
	/
	chr13: 114351447
	Sanger sequencing

	OT1 Ndufs4
	Helt
	TCTATCACTTTATGAGAAACCGG
	None
	[bookmark: _GoBack]chr8: 46293561
	Sanger sequencing

	OT2 Ndufs4
	Cd33
	TCTAACAGTTAATGATAAACAGG
	None
	chr7: 43531564
	Sanger sequencing

	OT3 Ndufs4
	Gm37188
	GATAGCATTTGATGAGAATCAGG
	None
	chr9: 104303778
	Sanger sequencing

	OT4 Ndufs4
	Gm2950
	CGTAACAGTTGATGAGAAATTGG
	None
	chr9: 99220393
	Sanger sequencing

	OT5 Ndufs4
	Cldn7
	TCTAACCGTTGATGGGAAATAGG
	None
	chr11: 69965252
	Sanger sequencing


OT, off-target; /, not tested. The other 14 predicted sites located in the noncoding sequences.

