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Barcode adapters, restriction enzyme EcoR1: 5- G’AATT’C -3
	Name
	Barcode
	BCN
	Sequence 5‘ –> 3‘

	BC-18-EcoR1
	taggaa
	6
	AATTttcctaAGATCGGAAGAGCGTCGTGTAGGGAAAGAGTGT

	
	
	
	

	BC-20-EcoR1
	cttgctt
	7
	AATTaagcaagAGATCGGAAGAGCGTCGTGTAGGGAAAGAGTGT

	
	
	
	

	BC-24-EcoR1
	tagcatgc
	8
	AATTgcatgctaAGATCGGAAGAGCGTCGTGTAGGGAAAGAGTGT

	
	
	
	

	BC-25-EcoR1
	tgcaagga
	8
	AATTtccttgcaAGATCGGAAGAGCGTCGTGTAGGGAAAGAGTGT

	
	
	
	

	BC-26-EcoR1
	aaccgag
	7
	AATTctcggttAGATCGGAAGAGCGTCGTGTAGGGAAAGAGTGT

	
	
	
	

	BC-JJ1-EcoR1
	ttgcga
	6
	AATTtcgcaaAGATCGGAAGAGCGTCGTGTAGGGAAAGAGTGT

	
	
	
	





Common adapters 5‘ –> 3‘
	Common top
Com-Top- EcoR1
	AATTAGATCGGAAGAGCACACGTCTGAACTCCAGTCA

	Common bottom
Com-Bottom
	TGACTGGAGTTCAGACGTGTGCTCTTCCGATCT





PCR primers with Index ID barcodes (underlined = Barcode (1) & common bottom (2) sequences)
	Primer
	Sequence 5’ –> 3’

	PCR Primer 1 GBS P1 univ
	
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCT

	
	

	PCR Primer 2
	

	TS08 (acttga)
	CAAGCAGAAGACGGCATACGAGATtcaagtGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC

	TS13 (agtcaa)
	CAAGCAGAAGACGGCATACGAGATttgactGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC

	TS14 (agttcc)
	CAAGCAGAAGACGGCATACGAGATggaactGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC

	TS15 (atgtca)
	CAAGCAGAAGACGGCATACGAGATtgacatGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC

	TS16 (ccgtcc)
	CAAGCAGAAGACGGCATACGAGATggacggGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC



