Supplementary data for :

The salivary gland salivation stimulating peptide from Locusta migratoria

(Lom-SG-SASP) is not a neuropeptide

by Jan A. Veenstra

Salivary Gland Salivation
Stimulating Peptide

i

RT-PCR Salivary gland

Page 2-3 : cDNA and protein sequences of Locusta PC1 and PC2
Page 4 : Picture of the complete gels used in figure 2 and 3 of the main manuscript

Page 5-12 : Electropherograms of the sequencing reactions of the PCR products



>l ocusta migratoria PC1l cDNA
CGCAGGCGCCCACCGCAGCTGTTGTCTTCTGCCGCCGCTCCGCCGCCCTGCTGCCACGGAAGACGAGACCGCAGATGTCG
CTGTGGGCGCAGCTACTGGTGGCGCTGCTGGCGGGCGCCGGGCGCGCGCACGACGGCGCGCAGAACGCGLTGCACTTCAG
CAACGAGTGGGTGGTGCGGCTGGAGGGCGGACCACTGGCGGCGGCCGCGCTGGCCCGCGAGCTGGGATACCTGCTGLTGG
GCGAGGTGCCGGGCTTTCCAGACACGTACCGCATGCTGCGCTATGACCACCCGACAACGCAGAAGAGGGCGTCGCACATG
GTCACTCAGCGGCTGGCGGCCGACGCGAGGGTGCTGTGGGCAGAACAGCAGTTCTCCAAGAGCCGAGTGAAGAGGGAGGA
CCTGCCGGTGCCCAAGCAGACGCAGCTGCTCTTCAACGACGAGCTCTGGGACCAGGAGTGGTACCTGAGGGACACCCGCA
CGCGGCCGGACCTGCCGAAACTGGACCTGCACGTGCTGCCCGTGTACGCGGCGGGCATCACCGGCAAGGGLGTLLGLGTC
GTCGTGCTGGACGACGGTATCGAGAGGACGCACGAGGACCTGCGCGACAACTATGACCCGGCCATCAGCTTCGACGCCAA
CGACGACGACCCCGACCCGACGCCGCGCTACGACTTGGCGGGCTCCAACGCGCACGGCACGCGLCTGCGLLGGLGAGATCG
CCATGGCCGCCAACAACGGCAAGTGCGGCGTCGGCGTCGCCTTCAACGCCCGCATCGGAGGGGTGCGCCTGCTGGATGGT
GACGTCAACGACCGCGTGGAGGGCGTGTCGCTGGGATGGGCGCACGAGCTGGTGGACATCTACAGCGTCTCCTGGGGGCLC
CAACGACGACGGTCGCACCGTCGAGGGCCCGGGACGGCTCGCCACCGAGGCCATCGAGAGGGGCATCCGAGAGGGLLGLG
GCGGCAAGGGCGCCATCTACGTGTGGGCGTCGGGCAACGGCGGCAGCCGCGGCGACAACTGCAACTGCGACGGCTACATC
AACAGCGTGTACACGCTGTCCATCGGCTCGGCCTCGCAGCACGGCCAGTTCCCGTGGTACGGCGAGCGCTGCGCCGCCAC
CTTCGCCACCGCCTACTCCAGCGGCGCCTACTCCGACCAGATGATCGCGACGACGGACCTGCGCAACTCGTGCACCATCC
GGCACACGGGCACCTCCGCGGCGGCGCCTCTGGCCGCCGGCATCATCGCGCTCGCCCTGGAGGCCAACCCGGLGLTGACG
TGGCGCGACGTGCAGCACCTGGTGGCGTGGACGGCGGAGTGGGCGCCGCTGAGCGACAACCTCGGCTGGGCGCGCAACGC
GGCCGGCTTCCGCGTCAACACGCGCTTCGGCTTCGGCCTGATGAACGCCGCCGCGCTCGTCGCCGCCGCCGCCAACTGGA
CCACCGTGCCGCCCAAGGCCGTCTGCTCCACGCCCGTGGCGCCCACGGCCAACACGTCGATAAAGCCAGGCGTGLCTGACG
GTGGCGCACTTCCACACGGACGGCTGCGCCGGCACCGAGCGAGAAGTCAACTTCCTGGAGCACGTGGAGCTGCAGGTGAA
CCTGCGCTACTCGCTGCGGGGCGCCCTCGAGATACACCTCACGTCTGCTGCAGGAACGAAGGTGGAGTTGCTGAGTCCAA
GGAAGCTGGATAAATCCAGTGAAGGTTTCAAAGACTGGAAATTCATGTCAGTTCTAACGTGGGGAGAGAGACCAGCTGGC
ATTTGGACAGTAGAAATCATCGACAGGCAAGGAGGCTCCACGAACCGCACCGGGGAGCTGGTGTCGGCGTCGCTGATCCT
GCACGGCACCAAGGAGGCGCCGCACCACCTGAGGAGCGGGCCCAGGGCCTACGACGACGACTACAACCACGTGCACAAGA
AGATGGCGAACGCTGAGCCCATGGAGAAGCGGCTACCGCTGGATGTTTTGCAAGAGACGGACGCTGCGCTGGACTGGGLG
GACATCATCGGTATCCCACTATCGTTAAGGAGCCAGCCTGATTTCAGGAGTATGCTGCTGAAGCTGTGGCTTAGTCGCAT
TCAAGAAAAGCAGGCAACATAACAACCTCAAGCCTGCAACACACTGGAGGAACAGACTGTACAGTACAATAAGCGACACT
GTTTGCCATATAGTTGTATTACTGAAAGCATAAATAAATAATAGGTAATAAAGTGCTATTTTAATAAAAAA

>Locusta migratoria PCl protein
MSLWAQLLVALLAGAGRAHDGAQNALHFSNEWVVRLEGGPLAAAALARELGYLLLGEVPGFPDTYRMLRYDHPTTQKRAS
HMVTQRLAADARVLWAEQQFSKSRVKREDLPVPKQTQLLFNDELWDQEWYLRDTRTRPDLPKLDLHVLPVYAAGITGKGV
RVVVLDDGIERTHEDLRDNYDPAISFDANDDDPDPTPRYDLAGSNAHGTRCAGEIAMAANNGKCGVGVAFNARIGGVRLL
DGDVNDRVEGVSLGWAHELVDIYSVSWGPNDDGRTVEGPGRLATEAIERGIREGRGGKGAIYVWASGNGGSRGDNCNCDG
YINSVYTLSIGSASQHGQFPWYGERCAATFATAYSSGAYSDQMIATTDLRNSCTIRHTGTSAAAPLAAGITALALEANPA
LTWRDVQHLVAWTAEWAPLSDNLGWARNAAGFRVNTRFGFGLMNAAALVAAAANWTTVPPKAVCSTPVAPTANTSIKPGY
LTVAHFHTDGCAGTEREVNFLEHVELQVNLRYSLRGALEIHLTSAAGTKVELLSPRKLDKSSEGFKDWKFMSVLTWGERP
AGIWTVEIIDRQGGSTNRTGELVSASLILHGTKEAPHHLRSGPRAYDDDYNHVHKKMANAEPMEKRLPLDVLQETDAALD
WADIIGIPLSLRSQPDFRSMLLKLWLSRIQEKQAT -

>Locusta migratoria PC2 cDNA (incomplete)
CTGGGGGCGGCGAGCGCACTGCACCTGGTCCTCGCCCTGGGGCTGGCCGCCGCCGLLGLLGLLGLLGLLALCLGLLGLaaL
CGGCAGGCCTCGCGAGGTCTTCACCAACTCGTTCCTGGTGCGGCTGCGGGGCGCGCCCGGCGCCGCCGTCGCAGACCAGG
TGGCCGCGCGCACCGGCTTCCTCAACCTGGGACCGGTGCTGGGCTCGGACCGCGAGTTCCACTTCGTGCACCGLGLGLTG
CCGCACGCCCGCAGCAAGCGCAGCATCCCGCACATGCGGCGCCTCAAGGTGGACCCGCTGGTGGAGGCGGCGGTGCAGCA
GACGGGCTTCAGACGGGTGAAGCGCGGCTACAAGCCGCTGCGCGTCGAGAACCTGGTGAAGAACATGCGGCCGCAGLGLG
ACCCCGCAGACCCCTACTTCCCGTTCCAGTGGTACCTCAAGAACACCGGCCAGAACGGCGGCAAGGCCAAGCTCGACCTC
AACGTCGAGGCCGCCTGGGCGCAGGGCGTCACCGGCAAGAACGTCACCACCGCCATCATGGACGACGGTGTGGACTACAT
GCACCCAGATCTCAAACATAATTATAACGCGCGCGCCAGCTACGACTTCAGCAGCAACGACCCGTACCCCTACCCGCGCT
ACACCGACGACTGGTTCAACAGCCACGGGACGCGGTGCGCCGGAGAGGTGGCAGCCGCCCGGGACAACGGLCGTGTGLGGC
GTGGGCGTCGCCTACGACTCCAAGATAGCAGGCATCCGCATGCTGGATCAGCCGTACATGACGGACCTGATCGAGGCCAA
CTCGATGGGCCACGAGCCCAACCTTATCGACATCTACAGCGCCTCCTGGGGGCCCACCGACGACGGCAAGACGGTGGACG
GGCCGCGCAACGCCACCATGCGCGCCATCGTCCGCGGCGTCAACGAGGGCAGGAACGGGCTGGGCAACATCTACGTGTGG
GCGAGCGGCGACGGCGGCGAGGACGACGACTGCAACTGCGACGGCTACGCGGCCAGCATGTGGACCGTGTCCATCAACAG
CGCCATCAACGACGGCCAGAACGCGCACTACGACGAGAGCTGCTCCTCCACGCTCGCCTCCACCTTCAGCAALCGGLGCCA
AGGACCCCAACACCGGAGTCGCGACGACGGACCTGTACGGCAAGTGCACCACCACGCACTCGGGLACGTCGGLCGCCGLT
CCGGAGGCGGCGGGAGTCTTCGCGCTGGCGCTGGAGGCCAACCCGCAGCTGACGTGGCGCGACATCCAGCACCTGACGGT
GCTCACGTCGAAGCGCAACTCGCTGTTCGACGCGAAGCGGCGCTTCCACTGGACGATGAACGGCGTGGGGCTGGAGTTCA
ACCACCTGTTCGGCTTCGGCGTGCTGGACGCGGGCGCCATGGTGGCGCTGGCCAAGCAGTGGCGCACCGTGCCCGLCAGG
TTCCACTGCGAGGGCGGCTCCCTCAACGAACCGCATGAGATCCCGTCGCGCGGGCCGCTGGTGCTGAAGATCTCGACGGA
CGCGTGCCGCGGCCTGGACACGCAGGTGGACTACCTGGAACACGTGCAGGCCGTCATCACGCTCAACGCGACGCGACGTG
GTGACCTCGAGCTCTTCCTCACCTCGCCCATGGGGACCAGATCGATGATCTTGAGCAGACGTGTTAACGATGATGATCAC
CGTGATGGCTTCACCAAATGGCCATTCATGACAACTCACACCTGGGGAGAATATCCACAGGGTACATGGACACTGGAGGT
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TGGCTTCAATTCACCAATACCACAATCAGGCTTCTTAAAGGAATGGACTCTAATGTTGCATGGCACACGGGACCCACCAT
ATAGTGAGCTACCTGTCACAGACCCACACTCCAAGTTAGCCATCGTGAAGAAGGCCCATGAGGAGCGCAGCAAGTTGTAG
GACATCCAAAAGCTGTGACCTTATATTGTAATAGCTGTTAGACATGGTATGCCACTTTGATTCATTGGCTAAACCCACTA
ACCTACAGTTTTTCAGTAACACAATCAACTCATTCTGAGTTTTTTGTAGTAGCTTCCCTACTTTGGTACAATTATTTTAA
TTAGTAAGTATCATATCCTGTTTTGTCCTTTATGACATACCACCAAGTTTCAAAGGTCTTACCATGTCTAGGACCCTCAT
AGAGCAGATTCCTGGAAATACTTATAAAACTTCTTCATCCATAATTTCCTTCTGAGCTCTGCTGTGTTGGTATCAATATT
ATTTGAGTGATTCAGGTGTTCAACAATAGATGAACCTTTTACTTAATGTTCAGTATTGTGCAGGTTTTAAAATAAAAGCA
ACACAGCAGCTGTAACTCTTTTTCTAAAAGCAAAGAAGAAAAGCTTCTTTCATACAGCAACCTTCCATGTAGAGAGAACA
AATTTGAGGTAGAGAGTGCAAACCAATATGAAAGTTAATATATTTCTGTATAATACTACAAACTAAAGATCTGCATCAAA
ATTATTGGTATTGGATGTATAACAAAGTAATGCCGAGATAAAATTACTTATTATATTCTGTTAATAGCTGTATGAACAAA
ATGAATGGGGAAAAGGGTG

>l ocusta migratoria PC2 protein (incomplete N-terminal)

. . LGAASALHLVLALGLAAAAAAAATAAAGRPREVFTNSFLVRLRGAPGAAVADQVAARTGFLNLGPVLGSDREFHFV
HRALPHARSKRSIPHMRRLKVDPLVEAAVQQTGFRRVKRGYKPLRVENLVKNMRPQRDPADPYFPFQWYLKNTGQNGGKA
KLDLNVEAAWAQGVTGKNVTTAIMDDGVYDYMHPDLKHNYNARASYDFSSNDPYPYPRYTDDWFNSHGTRCAGEVAAARDN
GVCGVGVAYDSKIAGIRMLDQPYMTDLIEANSMGHEPNLIDIYSASWGPTDDGKTVDGPRNATMRAIVRGVNEGRNGLGN
IYVWASGDGGEDDDCNCDGYAASMWTVSINSAINDGQNAHYDESCSSTLASTFSNGAKDPNTGVYATTDLYGKCTTTHSGT
SAAAPEAAGVFALALEANPQLTWRDIQHLTVLTSKRNSLFDAKRRFHWTMNGVGLEFNHLFGFGVLDAGAMVALAKQWRT
VPARFHCEGGSLNEPHEIPSRGPLVLKISTDACRGLDTQVDYLEHVQAVITLNATRRGDLELFLTSPMGTRSMILSRRVN
DDDHRDGFTKWPFMTTHTWGEYPQGTWTLEVGFNSPIPQSGFLKEWTLMLHGTRDPPYSELPVTDPHSKLAIVKKAHEER
SKL-

Homo PC7

0.99 Locusta PC1
2% _l—Homo _PC1

Homo_Furin
0.95
0.66 _l_— Homo PC4
1 — Locusta PC2

0.89 L _Homo PC2
1 Homo_PC5/6
Homo PACE4
ﬁl Homo_ SKI-1/S1P
Homo_ PCSK9

0.9

Phylogenetic tree of two Locusta convertases and the human members and the of the kex-like protease family,
illustrating that the latter are orthologs of vertebrate PC1 and PC2.
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Pictures of the gel cropped in figs 2 and 3.

|

i

s g
- L
- -
- -
= ~
- -
R s
o—
- -
-

Fig. 2. SG-SAGP Fig. 2 actin

Fig. 3. PC1 Fig. 3. PC2 Fig. 3. actin

All gels 1.5% TAE, first lane markers (0.1, 0.2, 0.3, 0.4, 0.5, 0.6, 0.7, 0.8, 0.9, 1.0, 1.2, 1.5, 2.0, 3.0, 4.0, 5.0, 6.0, 8.0
and 10.0 kilo base pairs). Expected sizes of the PCR products for SG-SASP, PC1, PC2 and actin cDNAs respectively
298, 181, 195 and 189 base pairs.
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PCR product of SG-SASP forward primer

Applied KB 1.4.1.8 KB.bcp
Biosystems 28418543 KB_3730_POP7_BDTv3.mob
Signal: G:1204 A:1843 T:1989 C:2507 AvgSig: 1885  C#:78 W:D19 Plate Name:AA1000045334 TS:45 CRL:237 QV20+:242
. o amelEes .. e an DR RN N UaRa 0 Ra RNRR RN NN R RN RN R RRRRRRRNRE]
NN NRGNNNN NN SNC 7T CT CG GCT(CG GT CCCCAA CAGGCGGTCAACG GAT GAAT CAACT GC T GAT TCCA GCAGT GCCACG
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80
1500 —
1000
500 —
: “ A t‘u LA‘ 'l ‘ x‘ i i}
==X AN }AA M A/ AAN ANVAN AW hl-u_, AAA‘ )\ LJA»_.A hx‘
100 200 300 400 500 600 700 800 900
TR R RN T R  E R R R R I R I T e TR T TN T T I I T I L L
GT TACCACT TCTGCCAACAACGCCACCAGCGATGCCGATACCAT TAG TAGCAATGACACT TCCTCCGATGACAT TTT CGGCC
85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160
1500 —|
1000
500 —|
7 ‘ A
|||||||||||||||||||||||||||II|||||||||I|||||||||||||||||||||||||||||||||| ||||||||||||||||||||||||
1100 1200 1300 1400 1500 1600 1700 1800 1900
ERRRR R R RN RN RN RN RN R RN RN NN e RN N RN RN RN NN R RN RN NN e RN RRRR RN RN NN RRRRnnni
AAAT T GGAGAAAAGGT GGAAGGAT TCTTTGGT CATCTAT TCGGTAAGC GTGACATAGAAAT T CCAT CCGATGT GT TCACCAAG
165 170 175 180 185 190 195 200 205 210 215 220 225 230 235 240
1500 —
1000
500 |
: A“ “‘“N “” H“
__ A A AAA A A LA AN AR A (MAAALAL LA AA AL AAAAAAAAY) ‘A A AL AAAAAAAN AAA A |
2100 2200 2300 2400 2500 2600 2700 2800 2900
TN NN RN N LR R N T T
CT GTACCAAGAGT GGG CAAAAGGTAA NC
250 255 260 265 270
1500 —
1000
500 —|
3100 3200 3300 120
Inst ModeI/Name:3730xI/Daisy-1 523-007 Pure Base QVs: _

1016 Page 5
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PCR product of SG-SASP reverse primer

Applied KB 1.4.1.8 KB.bcp
Biosystems 28426124 KB_3730_POP7_BDTv3.mob
Signal: G:4259 A:6026 T:7357 C:8853 AvgSig: 6623 ~ C#:80 W:B19 Plate Name:AA1000045305 TS:48 CRL:242 QV20+:229
i = _ - owo—on - .ann B0 a0 Rana i alanl o __DRRRRaRRRRRaalRRRRRNNNNREN]
(C (T G C TCG GATGG ATGTCTATGTCACGC T TACCGAATAGAT GACCAAAGAATCCTTCCACCTTTTCTCCAATT
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75
2500
2000
1500 —
1000
. SNl | /
2 NN NN I LI
i AN LA\sA. ) L_A U “‘ ,‘JA,J AN ANAAL AJ ML) L AR N
200 300 400 500 600 700 800 900
Blann no walne o w ORDRRRRRRRRRRRRRRRuRan R RRRRRRRRRRRRRRRRRRRRRRRRRRRERRRRERTTEET]
TCGCCGAAAAT GT CAT TG GAGGAAGTGTCATTGCTACTAATGGTATCGGCATCGCTGGTGGCGT TGTTGGCAGAAGT GGTA
80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155
2500
2000
1500 —
1000 —
500 ’ | ‘ ‘
_IIIIIIIII|IIIIIIIII|IIIIIIIII|IIIIIIIII|IIIIIIIII|IIIIIIIII|IIIIIIIII|IIIIIIIII|IIIIIIIII|IIIIIIIII
1100 1200 1300 1400 1500 1600 1700 1800 1900
ERR R RN R RN R R R R RN RN R R R R R e R e i leecww 0 RRR RN EE nn wuanDRRRNEND
ACCGTGGCACTGCTGGAATCAGCAGTTGATTCAT CCGT TGACCGCCTGT TGGGGGCCGGAGC CGGAGAAGCGCAGGT CAGCT
160 165 170 175 180 185 190 195 200 205 210 215 220 225 230 235
2500
2000
1500 —
1000
500 ‘
UL A A A
2100 2200 2300 2400 2500 2600 2700 2800 2900
pennnnnnnnnnnnntol. o naB0D_.____
GAGC GAGGCAGACGACTAG CCAGGAAGGCTCA
245 250 255 260 265 270
2500
2000
1500 —
1000
500 —
_IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII T
3100 3200 3300 120
Inst Model/Name:3730xl/Colonia-28124-002 Pure Base QVs: _
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PCR product of PC1 forward primer

Applied KB 1.4.1.8 KB.bcp
Biosystems 29392100 KB_3730_POP7_BDTv3.mob
Signal: G:6188 A:5951 T:6719 C:8813 AvgSig: 6917 C#:94 W:C23 Plate Name:AA1000048285 TS:37 CRL:124 QV20+:130

_anwnennn DD DD n o aB R0 000 alnennnniinnnuinunnennlinnninniiingl
NNNNN N N NNTGG NN AGCGGCTACCGCTGGATCTTTT GCAAGAGACGGACGCTGCGCTGGACTGGGCGGACATCAT

5 10 15 20 25 30 35 40 45 50 55 60 65 70

200 300 400 500 600 700 800 900

100
snn 00 mnanmndnn ol BnnnndnniinonninninnwaaniniinnnnnnninnnenniiiNNNROR R _
CGGTATCCCACTATCGTTAAGGAGCCAGCCTGATTTCAGGAGTATGCTGCTGAAGCTGTGGCTTAGTCGCAT TCAA
80 85 90 95 100 105 110 115 120 125 130 135 140 145 150
2500
2000
1500 —
1000
A ““‘ ‘ ‘AA‘““ _u‘ _4.-,‘ ‘,Au;“ AL AAAA XA AN AL M /A
1100 1200 1300 1400 1500 1600 1700 1800 1900
1820
Inst ModeI/Name:3730xI/Lucy-18127-012 Pure Base QVs: _
1016 Page 7
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Applied

Biosystems

Signal: G:3794 A:2655 T:4435 C:6608 AvgSig: 4373

PCR product of PC1 reverse primer

KB 1.4.1.8 KB.bcp
KB_3730_POP7_BDTv3.mob
TS:40 CRL:132 QV20+:138

29397629
C#:17 W:P5 Plate Name:AA1000048249

T T T N L T L L L I L T L N IR T R LI
CNNNNAMN NC NGN A NCA GGCTGGCTCCT TAACGATAGTG GGATACCGATGAT GTCCGCCCAGTCCAGCGCAGCG T CCGT
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75
900
800
700 ﬁ
600 —
500 —
400
300
A
100_‘ & A }“A‘ LA‘_LLLA&, L)AL‘)A_LL“LL& AU AL VA MAAIUALL L
100 200 300 400 500 600 700 800 900
ERR RN R RN R n RN NN R R RN RN NN RN NN hnnnne o
CTCTTGCAAAACAT CCAGCGGTAGCCGCT TCTCCATGGGCTCAGCGTTCGCCATCTTCTTGTGCACGT GGTT GTHA
80 8 90 95 100 105 110 115 120 125 130 135 140 145 150 155
900 —|
800 —|
700
600 —| H
500 —
400
300
200
100 J‘L L\
A AA MA A DAL AN U AL MM AL L A i A s AU | YSO
1100 1200 1300 1400 1500 1600 1700 1800 1900
Inst Model/Name:3730xI/Daisy-1523-007 Pure Base QVs: ib
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Signal: G:2133 A:2819 T:2739 C:3935 AvgSig: 2906

KB 1.4.1.8 KB.bcp
KB_3730_POP7_BDTv3.mob
TS:51 CRL:140 QV20+:147

Applied PCR product of PC2 forward primer
Biosystems

29397692
C#:40 W:J11 Plate Name:AA1000048249

14003
1300
1200
11003
1000
9003
8003
7003
600
5003
4003
3003
2003
100

coomm comnB g a0 B 0n e RRRRRDDRuulRRODO0uEnl
ACGCGACGTGGTGACCTCGAGCTCTTCCTCACCTCGCCCAT

20 25 30 35 40 45 50 55

|
|
il
WAL UL

IlnnaaiiRDRORRNNIN
GGGGACCAGATCGATGAT

60 65 70 75

ATCG C TCA CG CG
5 10 15

LI I I B I I L O O B
100 200 300 400 500 600 700 800 900
fnannnnnnEnnnnnnnnnennnin en NN einnnnnnnnnnnniiinns

innnnn
CTTGAGC

AGACGTGT TAACGATGATGATCACCG TGATGGCTTCACCAAATGGCCATTCATGACAACTCACACCTGGGGAGA

80 85 90 95 100

1003

105 110 115 120 125

Nl

130 150

1l

135 140 145

155

LI
1100
milnmenil_

ATAT CCACAA
160 165

1200

14003
1300
1200
11003
1000
9003
8003
7003
600
5003
4003
3003
2003
100

2100

Inst Model/Name:3730xI/Daisy-1523-007

Sequence Scanner Software 2 v2.0

1300

1400

1500 1600

120

Pure Base Qvs: I I

1016

Mixed Base QVs: [ INEG_—_—_———

1700

1800 1900
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PCR product of PC2 reverse primer

Applied KB 1.4.1.8 KB.bcp
Biosystems 29397749 KB_3730_POP7_BDTv3.mob
Signal: G:3507 A:3315 T:4442 C:5806 AvgSig: 4267  C#79 W:B17 Plate Name:AA1000048249 TS:41 CRL:137 QV20+:146
- R e I A RN I TR I AR N RN NI R AR R R PRI IR RN
GGNN NN NI NFATTTGGTGAGCCAT CACGG TG AT CAT CATCG TTAACAC GTCTGCTCAAGATCATCGATCTGGTC
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75
900
800 —
700
600 —|
500
400
300
=LA L U
— 2 \
7 ,,A‘\A\l'A\ A A“’( ‘.Uhl JJA““‘“A A A“u’;‘l LA LA XA A MARAAXAALA A
100 200 300 400 500 600 700 800 900
ERRR NN N R RN RN R RN R R R RN nnnn R n e Rn R RN RN RN AR R R i nn i 1
CCCATGGG CGAGGT GAGGAAGAGCTCGAGGT CACCACGT CGCGTCGCGTTGAGCGT GAT GACGGCCTGCACGTGTT CCAG
80 85 ) 95 100 105 110 115 120 125 130 135 140 145 150 155
900
800 —
700
600 —
500
400
300
= A
100
. A XA lJ A JANAAAALA AA AANAANMAAANAAAAL A X AMANANMNM ANMA A ANAAAAA VA
1100 1200 1300 1400 1500 1600 1700 1800 1900
filnnlnis
GTAGTCCACCA
160 165
900
800 —
700 m
600 —
500 —
400
300
200 \
100
2100

Inst Model/Name:3730xI/Daisy-1523-007

Sequence Scanner Software 2 v2.0

120

Pure Base Qvs: I I

1016

Mixed Base QVs: [ INEG_—_—_———
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PCR product of actin forward primer

Applied KB 1.4.1.8 KB.bcp
Biosystems 29397890 KB_3730_POP7_BDTv3.mob
Signal: G:2792 A:2843 T:3121 C:2588 AvgSig: 2836 C#:31 W:B5 Plate Name:AA1000048248 TS:51 CRL:135 QV20+:138
e T N L L M OO
GC G 1ICTA G CATC(AG G TGTGAT GGT GGGAT GGGAC,AAAA GATA GCTAT GT T GGT GAC/GAA GCACA GT CAAA GAGAGGT A
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75
900
800 —
700
600 —|
500
400
300
200
100
R T P T A [ e e P R R A e et
100 200 300 400 500 600 700 800 900
CERR RN E e R R RRRRRR RN R R RN RN R RN RN RN RN R RN R R R R R RN R RN RN nnnn . __
TT CT TACTCTGAAGTAT CCAAT T GA GCAT GGAAT T GT TACAAACT GGGACGACAT GGAAAAAAT CT GGCACCACACCTTC
85 9 95 100 105 110 115 120 125 130 135 140 145 150 155 160
900
800 —
700
600 —
500
400
300
200
AR e e e e s R
1100 1200 1300 1400 1500 1600 1700 1800 1900
Inst Model/Name:3730xI/Merlin-1521-038 Pure Base QVs: ib
Sequence Scanner Software 2 v2.0 Mixed Base QVS:M_ Page 11



PCR product of actin reverse primer

Applied KB 1.4.1.8 KB.bcp
Biosystems 29397827 KB_3730_POP7_BDTv3.mob
Signal: G:2787 A:4291 T:6526 C:6623 AvgSig: 5056  C#92 W:F23 Plate Name:AA1000048249 TS:41 CRL:126 QV20+:133
- - - _moa | I T | - - D ne-dnDDmpnnn RO innibnnnnignenfinnninnninl
NRNNTN NONN T GTACA TTCCATGCTCATT G GATACT TCAGAGTAAGAATACCTCTCTTTGACTGTGCT TCGTCACCA

5 10 15 20 25 30 35 40 45 50 55 60 65 70 75

900
800 —
700
600 —|

ly

100 200 300 400 500 700 800 900
T R T I T T N T e ™
ACATAGCTATCTTTTTGTCCCATTCCCACCAT CACACCCTGATGCCTTGGACGACCAACAAT TGAGGGAAAAACAGCCCTA
80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155
900 —|
800 —|
700
600 —|
500 —
400
300
100 /
AN A‘.JAAVAA-‘A‘-LA‘A A AN NAAAAN IMANNA A NALA AN AA L AN A A’A..'L!.&“_A
1100 1200 1300 1400 1500 1600 1700 1800 1900
Inst Model/Name:3730xI/Daisy-1523-007 Pure Base QVs: ib
1016 Page 12

Sequence Scanner Software 2 v2.0 Mixed Base Qvs: I



