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Number of OTUs

Figure S1. Rarefaction analyses of Apis mellifera samples in control colonies (EFBO). The list of
samples is provided in Table S1.
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Figure S2. Rarefaction analyses of Apis mellifera samples in colonies without symptoms
of EFB (EFB1). The list of samples is provided in Table S1.
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Figure S3. Rarefaction analyses of Apis mellifera samples in colonies with clinical
symptoms of EFB (EFB2). The list of samples is provided in Table S1.
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Figure S4. Krona projection of the microbiomes in honeybee worker samples. Mean Krona projections were constructed
from subsamples for different situations according to EFB occurrence. Coding for the sample types: EFBO — control
outside the EFB zone without signs of EFB; (i) EFB1 — bees from an EFB apiary but from colonies without clinical

symptoms; and (iii) EFB2 — bees from colonies with clinical symptoms of EFB.
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Figure S5. Comparison of the number of Melissococcus plutonius sequences in honeybee
worker samples.
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Figure S6. (on next page) Heatmap (A) and heatmap in logarithmic scale (B) describing the distribution of samples

and OTUs in the Apis mellifera bacterial community.

Legend: green - EFBO; yellow - EFB1; orange - EFB2.

For the legend of samples, see Table S1 and Table 2.
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