Studies evaluating host transcriptomic responses to A (H1N1) pdm09 influenza virus in animal models

	Reference
	Animal model
	A (H1N1) pmd09 virus strain
	A (H1N1) pdm09 virus dose
	Transcriptomic analysis
	Tissue
	Time points (dpi)
	Scope

	(Rowe et al., 2010)
	Ferret
	A/California/07/2009
	106  EID50
	Microarrays
	Lungs
	1, 3, 5, 7 and 14 
	Understand A (H1N1) pmd09 induced pathogenesis and the evolution of host immune responses

	(Ma et al., 2011)
	Swine
	A/CA/04/2009 (human), A/swine/Alberta/25/2009 
	106 TCID50
	Microarrays
	Lungs
	3 and 5 
	Compare the pathogenesis of two A (H1N1) pmd09 viruses with that of the 1918-like classical swine influenza virus

	(Camp et al., 2012)
	Ferret
	A/California/07/2009
	104 TCID50/ml
	RNA Sequencing
	Lung, heart, bone marrow from the femur, lymph node, spleen and blood.
	3 and 6
	Enable de novo identification of transcriptionally active ferret genes in response to infection

	(Ljungberg et al., 2012)
	Ferret
	A/California/07/2009, A/Mexico/4482/2009
	106 TCID50/ml 
	Microarrays
	Blood
	1, 2, 3, 5 and 7 
	Identify different host gene responses based on both strain (A (H1N1) pmd09 and seasonal H1N1 influenza virus) and severity of disease.

	(Josset et al., 2012b)
	Macaque
	A/California/04/2009 
	7 x 106 TCID50 
	Microarrays
	BAL fluid cells 
	0,4,7,10 and 14
	Characterize the impact of age on the host response to A (H1N1) pmd09 infection in the absence of pre-existing immunity

	(Josset et al., 2012a)
	Mouse
	A/California/04/2009, mouse-adapted MA1-A/ California/04/2009 and  A/Mexico/4482/2009 
	106 PFU
	Microarrays
	Lungs
	1,3 and 5
	Characterize the differences in the host response to prototypic  A (H1N1) pmd09 strain and a corresponding mouse-adapted variant

	(Go et al., 2012)
	Mouse, swine and macaque
	A/California/04/2009 
	106 PFU
	Microarrays
	Lungs
	1,3 and 5 dpi
	Characterize host responses to A (H1N1) pmd09 virus during acute infection across multiple model systems

	(León et al., 2013)
	Ferret
	A/California/07/2009
	106 EID50
	Microarrays and RNA sequencing 
	Lungs and lymph nodes
	0,3,5,7 and 14
	Characterize the infectome during A (H1N1) pmd09 infection in experimentally infected ferrets

	(Tchitchek et al., 2013)
	Mouse
	Recombinant A/California/04/2009
	102, 103, 104, 105 or 106 PFU 
	Microarrays
	Lungs
	1,2,4 and 7
	Studying molecular dynamics of the host response and the complex interplay between virus-encoded determinants, host regulatory factors, H5N1 pathogenesis and severe lung disease

	(Zou et al., 2013)
	Mouse
	Swine (Jia6/10) and human (LN/09)A H1N1/2009 viruses. 
	103 TCID50 
	RNA Sequencing
	Lungs
	3 and 5 
	Investigate the different pathogenesis and the mechanism involving in the interaction between host and swine- and human-origin A (H1N1) pmd09 viruses

	(Morrison et al., 2014)
	Mouse
	A/Mexico/4482/2007
	105 PFU 
	microarrays
	Lungs
	1,3 and 5
	Characterize the host transcriptomic response to emerging H7N9 influenza virus and compare it with the responses to H7N7, H5N1, and A (H1N1) pmd09.

	(Lin et al., 2015)
	Swine
	A/swine/Hubei/101/2009
	107 EID50
	microarrays
	Lungs
	3 and 7
	Explore global host response induced by A (H1N1) pmd09 swine influenza virus in pigs

	(Shoemaker et al., 2015)
	Mouse
	A/California/04/2009 A/Kawasaki/UTK-4/2009 
	105 PFU 
	microarrays
	Lungs
	1, 3, 5 and 7
	Create mathematical models of the host inflammatory response induced by virulent influenza strains

	(Peng et al., 2014)
	Ferret
	A/California/04/2009 
	106 PFU
	RNA Sequencing
	Lungs
	1, 3 and 8
	Characterize the ferret host response to two H1N1 influenza viruses [A (H1N1) pmd09 and 1918 pandemic influenza viruses) by RNA-seq

	(Manchanda et al., 2016)
	Mouse
	once mouse lung-passaged variant mpJena/5258 
	106 TCID50 
	microarrays
	Lungs
	1, 2, 3, 4, 5, 6, 7, 9, and 12
	Studying the dynamics of intra-host evolution of A (H1N1) pmd09 virus
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