
Landoltia_punctata strain_ZH0202:1-34202

Alignment 1
Spirodela_polyrhiza
strain_7498 (+)
40-33831
Criteria: 70%, 100 bp
Regions: 57

Alignment 2
Lemna_minor
strain_9532 (+)
8-33091
Criteria: 70%, 100 bp
Regions: 63

Alignment 3
Wolffiela_lingulata
strain_7289 (+)
1-33478
Criteria: 70%, 100 bp
Regions: 77

Alignment 4
Wolffia_australiana
strain_7317 (+)
1-32797
Criteria: 70%, 100 bp
Regions: 74

X-axis: Landoltia_punctata
Resolution: 12
Window size: 100 bp
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Landoltia_punctata strain_ZH0202:34203-68404

Alignment 1
Spirodela_polyrhiza
strain_7498 (+)
33832-66930
Criteria: 70%, 100 bp
Regions: 75

Alignment 2
Lemna_minor
strain_9532 (+)
33092-65384
Criteria: 70%, 100 bp
Regions: 74

Alignment 3
Wolffiela_lingulata
strain_7289 (+)
33479-68034
Criteria: 70%, 100 bp
Regions: 80

Alignment 4
Wolffia_australiana
strain_7317 (+)
32798-66439
Criteria: 70%, 100 bp
Regions: 80

X-axis: Landoltia_punctata
Resolution: 12
Window size: 100 bp
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Landoltia_punctata strain_ZH0202:68405-102606

Alignment 1
Spirodela_polyrhiza
strain_7498 (+)
66931-100933
Criteria: 70%, 100 bp
Regions: 88

Alignment 2
Lemna_minor
strain_9532 (+)
65385-99156
Criteria: 70%, 100 bp
Regions: 89

Alignment 3
Wolffiela_lingulata
strain_7289 (+)
68035-101854
Criteria: 70%, 100 bp
Regions: 92

Alignment 4
Wolffia_australiana
strain_7317 (+)
66440-100711
Criteria: 70%, 100 bp
Regions: 90

X-axis: Landoltia_punctata
Resolution: 12
Window size: 100 bp
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Landoltia_punctata strain_ZH0202:102607-136808

Alignment 1
Spirodela_polyrhiza
strain_7498 (+)
100934-134731
Criteria: 70%, 100 bp
Regions: 69

Alignment 2
Lemna_minor
strain_9532 (+)
99157-132338
Criteria: 70%, 100 bp
Regions: 72

Alignment 3
Wolffiela_lingulata
strain_7289 (+)
101855-135403
Criteria: 70%, 100 bp
Regions: 75

Alignment 4
Wolffia_australiana
strain_7317 (+)
100712-133994
Criteria: 70%, 100 bp
Regions: 73

X-axis: Landoltia_punctata
Resolution: 12
Window size: 100 bp
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Landoltia_punctata strain_ZH0202:136809-171013

Alignment 1
Spirodela_polyrhiza
strain_7498 (+)
134732-168788
Criteria: 70%, 100 bp
Regions: 62

Alignment 2
Lemna_minor
strain_9532 (+)
132339-165775
Criteria: 70%, 100 bp
Regions: 61

Alignment 3
Wolffiela_lingulata
strain_7289 (+)
135404-169337
Criteria: 70%, 100 bp
Regions: 64

Alignment 4
Wolffia_australiana
strain_7317 (+)
133995-168270
Criteria: 70%, 100 bp
Regions: 63

X-axis: Landoltia_punctata
Resolution: 12
Window size: 100 bp
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