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multiple sequence alignment

CGTGACCCGCTCCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
CGTGACCCGCTGCTGATGGCGCTTGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTTCTGATGGCGCTTGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGCCCaCCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAC
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGCCCACCTACAAT
GTGACCTCGCTCTTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGATCTTCACT
GTGACCTCGCTGCTGATGGCACTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAC
GTGACCTCGCTGCTGATGGCGCTTGGCATGGATGGCGAAGAAATCCTGTCGACCTTCTAC
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAC
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAC
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GTGACCTCGCTGCTGATGGCGCTCGGCATGGACGGCGAAGAAATCCTGTCGACCTTCTAT
GGTATCGCGCTGCTGATGGCGCTTGGAATGGATGGCGAAGACATTCTGTCGACCTTCTAT
GGTATCTCGCTGCTGATGGCGCTCGGGATGGACGGCGAAGACATTCTGTCGACCTTCTAT

* Kk kK KhkKkKkhkhkKk kk kk Khkkkk Kkhkkkkkkk K*kk kkk Kk Kk Kkk Xk

ACCAAGGCTACCTACGAGCGCGCCGGTGACGGCTGGCGTATCCCGTTCCAGCCTGACGCG
ACGAAGTCGTCCTATCAGCGCGACGGCGATGGCTGGCGGATTCCGTTCCAGCCGGAAACT
ACGAAGTCGTCCTACCAGCGCGACGGCGAAGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTACCAGCGCGACGGCGAAGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGACGGCTCCCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTACCAGCGCGACGGCGAAGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGAAGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGACGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGACGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGACGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGAAGGCTGCCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGACGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGACGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGACGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGACGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGACGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTACCAGCGCGACGGCGAAGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTACCGGCGCGACGGCGAAGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTATCAGCGCGACGGCGAAGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTACCAGCGCGACGGCGAAGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTACCAGCGCGACGGCGAAGGCTGGCGGATTCCGTTCCAGCCGGAAACC
ACGAAGTCGTCCTACCAGCGCGACGGCGAAGGCTGGCGGATTCCGTTCCAGCCGGAAACC
TCGAAGTCCAACTACGAGCGCGATGGCGACGGCTGGCGGATTCCGTTCCAGCCGGAGACC
TCCAAGTCCAACTACGAGCGCGATGGCGATGGCTGGCGGATTCCGTTCCAGCCGGAAACC
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CTGAAGAATGCCAAGGTCATCACCGACATGATCGACGCCGACACCGGCGAAGTTGTTGTC
CTGAAGGGTGCCAAGACCCTTTCCGACATGATTGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCAAAAACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCAAAAACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAAGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAAGGTGCGAAGACCCTTTCCGATATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAAGGTGCGAAGACCCTTTCCGATATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAAGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAAGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
CTGAAGGGTGCGAAGACCCTTTCCGACATGATCGACGCCGATACCGGCGAAGTGGTTGTC
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TTGAAGGGCGCCAAGACTCTTTCAGACATGATCGACGCCGACACCGGCGAAGTGGTGGTC
CTCAAGGGTGCCAAGACCCTTTCCGACATGATCGACGCCGACACCGGCGAAGTGGTCGTC
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GAGGGTGGCAAGAAGCTGACCCCGCGCCTTATCCGCCAGCTCGTCGACAAGGGCCTGAAG
GAATCCGGCAAAAAGCTCACGCCGCGCCTTCTCCGTCAGCTGACGGACAAGGGCCTGAAG
GAATCCGGCAAGAAGCTCACCCCGCGTCTTCTCCGTCAGCTGACGGACAAGGGCCTCAAG
GAATCCGGCAAGAAGCTCACCCCGCGTCTTCTCCGTCAGCTGACGGACAAGGGCCTCAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCTGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGCCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAATCCGGCAAGAAGCTCAACCCGCGTCTTCTCCGTCAGCTGACGGAGAAGGGCTTGAAG
GAGTCCGGCAAGAAGCTGACCCCGCGTCTGCTCCGGCAGCTGTCCGAGAAGGGCCTCAAG
GAGTCGGGCAAGAAGCTGACCCCACGTCTGCTTCGGCAGCTGTCGGACAAGGGCCTCAAG
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GCGCTTAAGGCGACTGACGAAGACCTCTACGGAAACTTCCTGGCCGAAGACATCGTCAAC
GCGTTGAAGGCAACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCCCTGAAGGCCACCAATGACGACATCTACGGTAACTATCTTGCCGAAGACATCGTCAAC
GCCCTGAAGGCCACCAATGACGACATCTACGGTAACTATCTTGCCGAAGACATCGTCAAC
GCGTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCGTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCGTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTTAAC
GCGTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCGTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCGTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCGTTGAAGGCAACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCCTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCCTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCCTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCCTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCCTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCCTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCCTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCGTTGAAGGCAACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCCTTGAAGGCGACCAATGACGACATCTACGGCAATTATCTTGCCGAAGACATCGTCAAC
GCCTTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCCCTGAAGGCGACCAATGACGACATCTACGGCAACTATCTTGCCGAAGACATCGTCAAC
GCACTCAAGGCAACCAACGACGATCTCTACGGCAACTATCTCGCCGAAGATGTCGTCAAC
GCGCTCAAGGCAACCAATGACGATCTCTACGGCAACTATCTCGCCGAAGACATCGTCAAC
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TACGAGACGGGTGAAATCTATCTCGAAGCTGGCGACGAAATCGACGAGAAGACGCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAGATCGACGAAAAGACCCT
GCGGCGACCGGCGAAATCTACCTCGAAGCCGGCGACGAGATCGACGAAAAGACCCT
GCGGCGACCGGCGAAATCTACCTCGAAGCCGGCGACGAGATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGAAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTATCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTATCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTATCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAAATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT
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T6 25 GCGGCAACCGGCGAGATCTACCTCGAAGCCGGCGACGAAATCGACGAAAAGACCCT 356
N.alkalisoli ACGGAAACCGGTGAGATTTATCTCGAGGCCGGCGACGAGATCGACGAGAAGACCCT 356
N.huautlense ATGGAAACCGGTGAGATTTATCTCGAAGCCGGCGACGAGATCGACGAGAAGACCCT 356
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