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Database: All non-redundant GenBank CDS
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152,513,734 sequences; 55,875,586,980 total letters
Query= CA078565.1 tetracycline resistance protein [Clostridioides
difficile]

Length=639

Score E
Sequences producing significant alignments:
(Bits) Value

WP_063856423.1 MULTISPECIES: tetracycline resistance ribosoma...
&gig75873625.1 TetM/TetW/Tet0/TetS family tetracycline resist...
&§i387322425.1 TetM/TetW/Tet0/TetS family tetracycline resist...
i5;22199?i® tetracycline resistance protein Tet(W) [uncultured...
&gfg43178§?5.1 TetM/TetW/Tet0/TetS family tetracycline resist...
&gfgSSIZgQQS.l MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...
&gfg7893gé23.1 TetM/TetW/Tet0/TetS family tetracycline resist...
&§?363852A?8.1 tetracycline resistance ribosomal protection p...
&3?88719gig@.1 TetM/TetW/Tet0/TetS family tetracycline resist...
§§§§3274§é§8.1 TetM/TetW/Tet0/TetS family tetracycline resist...



WP_063856417.1 tetracycline resistance ribosomal protection p...

1301 0.0

WP_005876003.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1301 0.0

WP_033523205.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1301 0.0

DAB17102.1 TPA: tetracycline resistance ribosomal protection ...

1300 0.0

WP_066647691.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1300 0.0

WP_005924790.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1299 0.0

WP_063856414.1 tetracycline resistance ribosomal protection p...

1298 0.0

AP035064.1 ferrous iron transport protein B [uncultured bacte...

1298 0.0
AMP53489.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1298 0.0
AMP51295.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1298 0.0

WP_035010862.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1298 0.0

CBL36335.1 small GTP-binding protein domain [butyrate-produci...

1298 0.0
AMP47980.1 TetM-TetW-TetO-TetS [uncultured bacterium]
1297 0.0

WP_013702080.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1297 0.0

WP_033493020.1 MULTISPECIES: tetracycline resistance ribosoma...

1297 0.0

AP028712.1 ferrous iron transport protein B [uncultured bacte...

1297 0.0
AMJ37860.1 TetM-TetW-TetO-TetS [uncultured bacterium]
1297 0.0

WP_013411012.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1297 0.0

AP030252.1 Ferrous iron transport protein B [uncultured bacte...

1296 0.0

WP_090548148.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1296 0.0

WP_000691721.1 MULTISPECIES: tetracycline resistance ribosoma...

1296 0.0

AP034064.1 ferrous iron transport protein B [uncultured bacte...

1296 0.0

AP032472.1 ferrous iron transport protein B [uncultured bacte...

1296 0.0

SCJ49094.1 Tetracycline resistance protein tetM from transpos...

1296 0.0

WP_058985878.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1296 0.0

WP_058966934.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1296 0.0

WP_033163194.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1295 0.0



WP_002586627.1 MULTISPECIES: tetracycline resistance ribosoma...

1295 0.0

WP_039689012.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1295 0.0

CCA30603.1 tetracycline resistance protein [Clostridioides di...

1295 0.0

WP_087988639.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1295 0.0

WP_075576245.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1295 0.0

SCI66756.1 Tetracycline resistance protein tetM from transpos...

1295 0.0

SCH27787.1 Tetracycline resistance protein tetM from transpos...

1295 0.0
AMP49021.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
1295 0.0

WP_060941960.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1295 0.0

CUN67961.1 Tetracycline resistance protein tetM from transpos...

1295 0.0

WP_039199418.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1295 0.0

WP_063856424.1 tetracycline resistance ribosomal protection p...

1294 0.0

AP030266.1 Ferrous iron transport protein B [uncultured bacte...

1294 0.0

WP_070570683.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1294 0.0
AMP52575.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1294 0.0
AMP49255.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1294 0.0

WP_060812403.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1294 0.0

WP_056994958.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1294 0.0

WP_013136942.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1294 0.0

WP_008863485.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1294 0.0

ABF72129.1 TetW [Trueperella pyogenes]

1294 0.0

WP_102343532.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1294 0.0

WP_097800170.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1294 0.0

WP_087248211.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1294 0.0

WP_078931819.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1294 0.0

AP029840.1 Ferrous iron transport protein B [uncultured bacte...

1294 0.0

WP_070739220.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

1294 0.0



AMP47119.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1294 0.0

WP_014078528.1 MULTISPECIES: tetracycline resistance ribosoma...
1294 0.0

AIW80467.1 TetM-TetW-TetO-TetS [uncultured bacterium]
1294 0.0

ACT97610.1 TetW [uncultured organism]

1294 0.0

WP_097782597.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_074754411.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_071129837.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_061870345.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...
1293 0.0

AMP57701.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1293 0.0

AMJ35140.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1293 0.0

WP_052792087.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_052829461.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_034502607.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_021612625.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_098924880.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_070363278.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_066860834.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_033507052.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_009305318.1 MULTISPECIES: tetracycline resistance ribosoma...
1293 0.0
WP_087376933.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_090529887.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0
WP_090152943.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1293 0.0

AMP57752.1 TetM-TetW-TetO-TetS [uncultured bacterium]

1293 0.0

AMP53595.1 TetM-TetW-TetO-TetS [uncultured bacterium]

1293 0.0

AMP48954.1 TetM-TetW-TetO-TetS [uncultured bacterium]

1293 0.0

AHH55322.1 tetracycline resistance protein [Streptococcus suis]
1293 0.0

ASQ15577.1 TetW [Bifidobacterium longum subsp. longum]

1292 0.0



WP_087253332.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1292 0.0

WP_087384078.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1292 0.0
AMP49401.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1292 0.0

WP_025299865.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1292 0.0

WP_063856416.1 tetracycline resistance ribosomal protection p...

1292 0.0

AP030931.1 ferrous iron transport protein B [uncultured bacte...

1292 0.0

WP_066661399.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1292 0.0

WP_022542861.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1292 0.0

AP028864.1 Ferrous iron transport protein B [uncultured bacte...

1291 0.0

WP_072574872.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1291 0.0
AMP56620.1 TetM-TetW-TetO-TetS [uncultured bacterium]
1291 0.0

WP_024729649.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1291 0.0

WP_087236340.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1291 0.0

WP_086131634.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1291 0.0

WP_091695423.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1291 0.0
AMP49509.1 TetM-TetW-TetO-TetS [uncultured bacterium]
1291 0.0

WP_003672618.1 tetracycline resistance ribosomal protection p...

1291 0.0

WP_003819032.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1291 0.0

WP_105305034.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1291 0.0

WP_099570919.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1291 0.0

WP_063856425.1 tetracycline resistance ribosomal protection p...

1291 0.0

AP035541.1 ferrous iron transport protein B [uncultured bacte...

1291 0.0
AMP56769.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1291 0.0
AMP56061.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1291 0.0
AMP51613.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1291 0.0

WP_004217777.1 tetracycline resistance ribosomal protection p...

1290 0.0

WP_085380940.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1290 0.0



AMP55046.1 TetM-TetW-TetO-TetS [uncultured bacterium]
1290 0.0

WP_098045504.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1290 0.0

WP_098036734.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1290 0.0

WP_087236767.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1290 0.0

WP_087363777.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1290 0.0
AMJ37421.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1290 0.0

WP_080907810.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1289 0.0

WP_071573697.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1289 0.0

WP_069988272.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

1289 0.0

SCI17595.1 Tetracycline resistance protein tetM from transpos...

1289 0.0

ACT97618.1 tetracycline resistance protein tetW [uncultured o...

1289 0.0

ACT97617.1 tetracycline resistance protein tetW [uncultured o...

1289 0.0

AP028173.1 ferrous iron transport protein B [uncultured bacte...

1289 0.0

WP_072369412.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1289 0.0

WP_063164311.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1289 0.0
AMP53586.1 TetM-TetW-TetO-TetS [uncultured bacterium]
1289 0.0

CUR43792.1 Tetracycline resistance protein TetW [Lactobacillu...

1289 0.0

WP_087284258.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1288 0.0

ACA23181.1 TetW [Bifidobacterium longum]

1288 0.0

WP_070691289.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1288 0.0
AMP58041.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1288 0.0
AMP55465.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1288 0.0

WP_046921744.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1288 0.0

WP_098045951.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1288 0.0
AMP54790.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1288 0.0
AMP53110.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1288 0.0
AMP52280.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1288 0.0



WP_014566327.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1288 0.0

WP_107208979.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1288 0.0

WP_101693181.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1288 0.0

WP_098047066.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1288 0.0

WP_087713428.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

1288 0.0

WP_087190428.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1288 0.0
AMP54855.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1288 0.0

WP_098035490.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

1287 0.0

WP_086118050.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1287 0.0
AMP52265.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1287 0.0

WP_105303201.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1287 0.0

WP_006500706.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1287 0.0

WP_013642473.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1287 0.0

WP_098039738.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1286 0.0

WP_095183509.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1286 0.0

WP_089145870.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1286 0.0

WP_089150173.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1286 0.0

WP_052543100.1 tetracycline resistance ribosomal protection p...

1286 0.0

WP_065991006.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1286 0.0

WP_063856415.1 tetracycline resistance ribosomal protection p...

1285 0.0

WP_016497304.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1285 0.0

WP_090265483.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1285 0.0
AMP50237.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1285 0.0

WP_086143532.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1285 0.0

WP_003695455.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1285 0.0

WP_089150426.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1284 0.0

WP_086120764.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1284 0.0



WP_090862004.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1284 0.0

WP_070628949.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1284 0.0

WP_086132636.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1284 0.0

ABF72138.1 TetW [Trueperella pyogenes]

1284 0.0

WP_089147928.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1283 0.0

WP_065436612.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1283 0.0

WP_089143419.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1283 0.0

WP_086141728.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1283 0.0

WP_086141437.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1283 0.0

AP034595.1 ferrous iron transport protein B Edit: TetW [uncul...

1283 0.0

WP_033524005.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1283 0.0

AP033185.1 ferrous iron transport protein B [uncultured bacte...

1283 0.0

WP_033510437.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1282 0.0

WP_031474227.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1282 0.0

WP_049342005.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1282 0.0
AMP58106.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1281 0.0
AMP55886.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1281 0.0

WP_050618045.1 MULTISPECIES: tetracycline resistance ribosoma...

1281 0.0

WP_086143304.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1281 0.0

WP_004010384.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1281 0.0

WP_024532698.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1280 0.0

WP_049362095.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1279 0.0

SCI53441.1 Tetracycline resistance protein tetM from transpos...

1278 0.0
AMP54005.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
1278 0.0

WP_055251078.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1278 0.0

WP_070648983.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1278 0.0

WP_070593944.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1277 0.0



WP_049353247.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1277 0.0

WP_070643840.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1276 0.0

WP_019541681.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1276 0.0
AMP54009.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
1275 0.0

WP_070824660.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

1274 0.0

WP_066305045.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1274 0.0

WP_042433210.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1274 0.0

WP_070738148.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1273 0.0

WP_075843486.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1272 0.0

AMP42228.1 tetracycline resistance protein Tet(W) [uncultured...

1272 0.0

WP_009141881.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1272 0.0

WP_075279296.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1271 0.0

WP_070633855.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1271 0.0

WP_099432720.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1270 0.0

WP_068539726.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1270 0.0

WP_005987406.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1270 0.0

AP033657.1 ferrous iron transport protein B [uncultured bacte...

1269 0.0

WP_102240720.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1269 0.0

AP035550.1 ferrous iron transport protein B [uncultured bacte...

1269 0.0

WP_063856422.1 MULTISPECIES: tetracycline resistance ribosoma...

1268 0.0
AMP49825.1 TetM-TetW-Tet0O-TetS [uncultured bacterium]
1268 0.0

WP_029731081.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1267 0.0

WP_073324048.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1266 0.0

AP033653.1 ferrous iron transport protein B [uncultured bacte...

1262 0.0

AAR29969.1 mosaic tetracycline-resistance protein [Megasphaer...

1261 0.0

WP_066743970.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1259 0.0
AMP53584.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
1248 0.0



CAP09895.1 mosaic tetracycline resistance protein [Bifidobact...

1247 0.0

CAP09892.1 mosaic tetracycline resistance protein [Bifidobact...

1246 0.0

AMP42147.1 tetracycline resistance protein Tet(W/N/W) [uncult...

1242 0.0
AMP51298.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1242 0.0

CAPQ9894.1 mosaic tetracycline resistance protein [Bifidobact...

1242 0.0

ALE37170.1 tetracycline resistance protein TetW [Bifidobacter...

1241 0.0

CAPQ9896.1 mosaic tetracycline resistance protein [Bifidobact...

1241 0.0
AMP55635.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1239 0.0

WP_080908661.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1239 0.0

WP_102815896.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1238 0.0

WP_052822407.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1237 0.0

WP_075704061.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1237 0.0

WP_055244167.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1237 0.0

WP_070637913.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1235 0.0

CAP09893.1 mosaic tetracycline resistance protein [Bifidobact...

1234 0.0

WP_101549584.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1229 0.0

WP_026385517.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1222 0.0

KFI80889.1 tetracycline resistance protein [Bifidobacterium p...

1219 0.0

WP_055161581.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

1217 0.0

WP_077597359.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1216 0.0

WP_054336482.1 tetracycline resistance ribosomal protection p...

1215 0.0

PKU93883.1 tetracycline resistance protein [Bifidobacterium p...

1210 0.0

WP_063856421.1 tetracycline resistance ribosomal protection p...

1207 0.0

PKU99030.1 tetracycline resistance protein [Bifidobacterium p...

1206 0.0

KOP61953.1 tetracycline resistance protein [Bifidobacterium 1...

1206 0.0

WP_086129278.1 TetM/TetW/Tet0/TetS family tetracycline resist...

1197 0.0

WP_024963478.1 tetracycline resistance ribosomal protection p...

1189 0.0



AA042741.1 tetracycline resistance protein [Megasphaera elsde...
&gf316238ég7.1 TetM/TetW/Tet0/TetS family tetracycline resist...
&;2331582é?8.1 TetM/TetW/Tet0/TetS family tetracycline resist...
¢;2550622ég9.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...
¢;2811522é21.1 MULTISPECIES: tetracycline resistance ribosoma...
&éig7083gég7.1 TetM/TetW/Tet0/TetS family tetracycline resist...
&;3896928é?9.1 TetM/TetW/Tet0/TetS family tetracycline resist...
ié§§1625?i® tetracycline resistance protein [Streptococcus suis]
ééﬁ§6@64?i® small GTP-binding protein domain [ [[Eubacterium]
i;g§322®?i® TetM-TetW-Tet0-TetS [uncultured bacterium]

1142 0.0

EQI16708.1 tetracycline resistance protein tetM [Clostridioid...
éi;é7383?i® mosaic tetracycline resistance protein [Bifidobact...
1;8375@6?i® EF-G: translation elongation factor [uncultured ba...
¢;53638524?9.1 tetracycline resistance ribosomal protection p...
1122 0.0

KFI171207.1 TetW [Bifidobacterium merycicum]
1120 0.0

WP_063856420.1 tetracycline resistance ribosomal protection p...
¢;i344672422.1 TetM/TetW/Tet0/TetS family tetracycline resist...
ié}28544?i® tetracycline resistance protein [Trueperella pyoge...
¢;i$05132é81.1 TetM/TetW/Tet0/TetS family tetracycline resist...
iéi32797?é29.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...
i;%29516?i® Tetracycline resistance protein tetW [Bifidobacter...
&;i52917gég7.1 TetM/TetW/Tet0/TetS family tetracycline resist...
&;i538813é29.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...
¢;i529173ég9.1 TetM/TetW/Tet0/TetS family tetracycline resist...
&éii@SZ@?éQG.l TetM/TetW/Tet0/TetS family tetracycline resist...
&éii@72@gég3.1 TetM/TetW/Tet0/TetS family tetracycline resist...
§§;§244@§é§8.1 TetM/TetW/Tet0/TetS family tetracycline resist...



WP_013646121.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...
1108 0.0
ATD53312.1 ribosomal protection tetracycline resistance prote...
1108 0.0
WP_105160480.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1107 0.0
WP_105126631.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1107 0.0
WP_105211840.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1106 0.0
ABN79416.1 mosaic tetracycline resistance protein [uncultured...
1106 0.0
WP_052777607.1 TetM/TetW/Tet0/TetS family tetracycline resist...
1105 0.0

AMP53218.1 TetM-TetW-TetO-TetS [uncultured bacterium]
1091 0.0

AMP53219.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1082 0.0

AMP49819.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1077 0.0

KXB53642.1 elongation factor Tu GTP binding domain protein [C...
1065 0.0
WP_035300359.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...
1061 0.0
ERI78723.1 putative translation elongation factor G [Clostrid...
1060 0.0
AP034062.1 ferrous iron transport protein B [uncultured bacte...
1058 0.0
ALB05595.1 tetracycline resistance protein W [Bifidobacterium...
1055 0.0

ACX71626.1 tetracycline resistance protein [Streptococcus suis]
1034 0.0

AMP50917.1 TetM-TetW-Tet0-TetS [uncultured bacterium]

1025 0.0

KFI74536.1 tetracycline resistance protein tetW [Bifidobacter...
1023 0.0

AMP56474.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
1013 0.0

WP_070087585.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...
972 0.0
AP027487.1 ferrous iron transport protein B [uncultured bacte...
971 0.0

AMP50126.1 TetM-TetW-TetO-TetS [uncultured bacterium]
971 0.0

WP_009266810.1 TetM/TetW/Tet0/TetS family tetracycline resist...
966 0.0
AP027459.1 EF-G: translation elongation factor [uncultured ba...
964 0.0
WP_059430671.1 TetM/TetW/Tet0/TetS family tetracycline resist...
963 0.0
AP028175.1 ferrous iron transport protein B [uncultured bacte...
959 0.0
SCJ12353.1 Tetracycline resistance protein tetM from transpos...
945 0.0



AMP50067.1 TetM-TetW-TetO-TetS [uncultured bacterium]
942 0.0

WP_074390203.1 TetM/TetW/Tet0/TetS family tetracycline resist...

941 0.0

WP_055195147.1 TetM/TetW/Tet0/TetS family tetracycline resist...

941 0.0

WP_107435213.1 TetM/TetW/Tet0/TetS family tetracycline resist...

940 0.0

AP027580.1 ferrous iron transport protein B [uncultured bacte...

939 0.0

WP_053865959.1 TetM/TetW/Tet0/TetS family tetracycline resist...

939 0.0

WP_074924842.1 TetM/TetW/Tet0/TetS family tetracycline resist...

938 0.0

WP_105310307.1 TetM/TetW/Tet0/TetS family tetracycline resist...

937 0.0

WP_078768811.1 TetM/TetW/Tet0/TetS family tetracycline resist...

937 0.0

AP028015.1 ferrous iron transport protein B [uncultured bacte...

936 0.0

WP_002602099.1 MULTISPECIES: tetracycline resistance ribosoma...

936 0.0

WP_044761229.1 TetM/TetW/Tet0/TetS family tetracycline resist...

935 0.0

WP_055065785.1 TetM/TetW/Tet0/TetS family tetracycline resist...

934 0.0

WP_002584856.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

933 0.0

WP_073282779.1 TetM/TetW/Tet0/TetS family tetracycline resist...

932 0.0

WP_063725249.1 TetM/TetW/Tet0/TetS family tetracycline resist...

932 0.0
AMP47017.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
932 0.0

WP_002605705.1 TetM/TetW/Tet0/TetS family tetracycline resist...

932 0.0

WP_055257520.1 TetM/TetW/Tet0/TetS family tetracycline resist...

932 0.0

WP_105105938.1 TetM/TetW/Tet0/TetS family tetracycline resist...

932 0.0
AMP50690.1 TetM-TetW-TetO-TetS [uncultured bacterium]
932 0.0

WP_003505402.1 MULTISPECIES: tetracycline resistance ribosoma...

932 0.0

WP_105153139.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_075759481.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

AP032499.1 feoB: ferrous iron transport protein [uncultured b...

931 0.0

WP_070432258.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_055159350.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

931 0.0



WP_044774256.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_044770894.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_044677300.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_024377848.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_024397217.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0
CDD17739.1 small GTP-binding protein domain [Clostridium sp.
931 0.0

WP_000691759.1 MULTISPECIES: tetracycline resistance ribosoma...

931 0.0

SCI83194.1 Tetracycline resistance protein tetM from transpos...

931 0.0

WP_044991838.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_006858004.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_002935081.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_009440328.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_014636938.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_014636291.1 MULTISPECIES: tetracycline resistance ribosoma...

931 0.0

AP028702.1 ferrous iron transport protein B [uncultured bacte...

931 0.0
AMP50099.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
931 0.0
AMP49403.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
931 0.0

WP_055182589.1 TetM/TetW/Tet0/TetS family tetracycline resist...

931 0.0

WP_105157116.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0

WP_105145235.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0

AUS90925.1 tetracycline resistance protein TetO [Streptococcu...

930 0.0

SCJ84798.1 Tetracycline resistance protein tetM from transpos...

930 0.0
AMP57970.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
930 0.0
AMP51260.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
930 0.0

WP_055284540.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0

WP_044776625.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0

WP_008399617.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

930 0.0



WP_105158873.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0

WP_087378658.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

930 0.0

WP_076773831.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0
AMP55043.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
930 0.0

WP_063856401.1 tetracycline resistance ribosomal protection p...

930 0.0

WP_044772610.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0

WP_044769057.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0

WP_044762341.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0

WP_024413659.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0

WP_024402538.1 TetM/TetW/Tet0/TetS family tetracycline resist...

930 0.0

WP_105135974.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

WP_099778982.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

WP_074413645.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0
AMP50505.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
929 0.0

WP_006427719.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

929 0.0

WP_057485305.1 tetracycline resistance protein tetM [Streptoc...

929 0.0

WP_055160143.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

WP_029943221.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

WP_014638231.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

AUS91022.1 tetracycline resistance protein tetM [Streptococcu...

929 0.0

WP_099779911.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

AFK31665.1 tetracycline resistance protein 0/32/0 [Streptococ...

929 0.0

ALAQ7062.1 tetracycline resistance protein TetO [Streptococcu...

929 0.0
AMP55640.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
929 0.0

WP_049496346.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

WP_028086456.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

929 0.0

WP_002594219.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0



WP_105146473.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

WP_105124962.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

WP_105115755.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

AP027460.1 ferrous iron transport protein B [uncultured bacte...

929 0.0
AMP50086.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
929 0.0

WP_044977943.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

WP_044681968.1 TetM/TetW/Tet0/TetS family tetracycline resist...

929 0.0

WP_031912846.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

929 0.0

WP_009300547.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

929 0.0

WP_100664818.1 TetM/TetW/Tet0/TetS family tetracycline resist...

928 0.0

WP_074392924.1 TetM/TetW/Tet0/TetS family tetracycline resist...

928 0.0

WP_074392551.1 TetM/TetW/Tet0/TetS family tetracycline resist...

928 0.0
AMP52239.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
928 0.0

WP_029180377.1 TetM/TetW/Tet0/TetS family tetracycline resist...

928 0.0

WP_024418038.1 TetM/TetW/Tet0/TetS family tetracycline resist...
928 0.0

ACT76129.1 TetO [Streptococcus suis]

928 0.0

ACT76128.1 Tet0 [Streptococcus suis]

928 0.0

WP_055169801.1 TetM/TetW/Tet0/TetS family tetracycline resist...

928 0.0

WP_054705475.1 TetM/TetW/Tet0/TetS family tetracycline resist...

928 0.0

WP_015573056.1 tetracycline resistance ribosomal protection p...

928 0.0

WP_105123813.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_105122866.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_086301235.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_073930560.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_073689108.1 tetracycline resistance ribosomal protection p...

927 0.0

SCJ39489.1 Tetracycline resistance protein tetM from transpos...

927 0.0

WP_024415696.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0



WP_105141148.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_105130533.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_105095358.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_095122938.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_063856404.1 tetracycline resistance ribosomal protection p...

927 0.0
AMP46920.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
927 0.0

WP_047205445.1 tetracycline resistance ribosomal protection p...

927 0.0

WP_024395804.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_017144211.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_009321211.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_012775603.1 tetracycline resistance ribosomal protection p...

927 0.0

WP_009015508.1 TetM/TetW/Tet0/TetS family tetracycline resist...

927 0.0

WP_000691746.1 MULTISPECIES: tetracycline resistance ribosoma...

927 0.0
AMP54850.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
926 0.0

EFM82549.1 putative translation elongation factor G [Enteroco...

926 0.0
ACT76131.1 TetO0 [Streptococcus suis]
926 0.0

WP_105155653.1 TetM/TetW/Tet0/TetS family tetracycline resist...

926 0.0
P23835.1 RecName: Full=Tetracycline resistance protein TetO;
926 0.0

WP_105129783.1 TetM/TetW/Tet0/TetS family tetracycline resist...

926 0.0

WP_105108102.1 TetM/TetW/Tet0/TetS family tetracycline resist...

926 0.0

WP_099806636.1 TetM/TetW/Tet0/TetS family tetracycline resist...

926 0.0
AMP54781.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
926 0.0

WP_044666383.1 MULTISPECIES: tetracycline resistance ribosoma...

926 0.0

WP_028254891.1 TetM/TetW/Tet0/TetS family tetracycline resist...

926 0.0

CCY07492.1 small GTP-binding protein domain protein [Coprobac...

926 0.0

WP_014636626.1 TetM/TetW/Tet0/TetS family tetracycline resist...

926 0.0
ACT76126.1 TetO [Streptococcus suis]
926 0.0



WP_063856395.1 tetracycline resistance ribosomal protection p...

926 0.0

WP_075680358.1 TetM/TetW/Tet0/TetS family tetracycline resist...

925 0.0

AP027493.1 ferrous iron transport protein B [uncultured bacte...

925 0.0

WP_065736305.1 tetracycline resistance ribosomal protection p...

925 0.0

WP_029173152.1 TetM/TetW/Tet0/TetS family tetracycline resist...

925 0.0

WP_024415386.1 TetM/TetW/Tet0/TetS family tetracycline resist...

925 0.0

WP_002846154.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

925 0.0

AVY51757.1 tetracycline resistance ribosomal protection prote...

925 0.0

WP_098923458.1 TetM/TetW/Tet0/TetS family tetracycline resist...

925 0.0

WP_087367883.1 tetracycline resistance ribosomal protection p...

925 0.0

WP_065736257.1 tetracycline resistance ribosomal protection p...

925 0.0
AMP52947.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
925 0.0

CUP58281.1 Tetracycline resistance protein tetM from transpos...

925 0.0

WP_029998948.1 TetM/TetW/Tet0/TetS family tetracycline resist...
925 0.0

ACT76127.1 Tet0 [Streptococcus suis]

925 0.0

AP027484.1 ferrous iron transport protein B [uncultured bacte...

924 0.0

WP_069168329.1 MULTISPECIES: tetracycline resistance ribosoma...

924 0.0

SCI82746.1 Tetracycline resistance protein tetM from transpos...

924 0.0

WP_049523834.1 TetM/TetW/Tet0/TetS family tetracycline resist...

924 0.0

WP_052782741.1 TetM/TetW/Tet0/TetS family tetracycline resist...

924 0.0

WP_032510825.1 TetM/TetW/Tet0/TetS family tetracycline resist...

924 0.0

WP_057036446.1 TetM/TetW/Tet0/TetS family tetracycline resist...

924 0.0

WP_055940423.1 TetM/TetW/Tet0/TetS family tetracycline resist...

924 0.0

WP_052659138.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

924 0.0

CDL74663.1 conjugative transposon tetracycline resistance pro...

924 0.0

WP_102743419.1 TetM/TetW/Tet0/TetS family tetracycline resist...

924 0.0

AP028170.1 ferrous iron transport protein B [uncultured bacte...

924 0.0



AMP48943.1 TetM-TetW-TetO-TetS [uncultured bacterium]
924 0.0

WP_063668083.1 TetM/TetW/Tet0/TetS family tetracycline resist...

924 0.0

WP_024478494.1 tetracycline resistance ribosomal protection p...

924 0.0

WP_015521635.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

924 0.0

WP_017766893.1 TetM/TetW/Tet0/TetS family tetracycline resist...

924 0.0

WP_105309243.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_084588712.1 tetracycline resistance ribosomal protection p...

923 0.0

AP034055.1 ferrous iron transport protein B [uncultured bacte...

923 0.0

WP_065465655.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_059429510.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_052855148.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

923 0.0

WP_052805581.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_052785290.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_050117422.1 tetracycline resistance ribosomal protection p...

923 0.0

WP_029171436.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_024376808.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0
AHZ86999.1 Tet(M) [Streptococcus mitis]
923 0.0

WP_002576223.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_002904444.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_002823161.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

923 0.0

WP_005825846.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_094130791.1 tetracycline resistance ribosomal protection p...

923 0.0

WP_094141197.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_087203225.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_075478885.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_072447158.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

923 0.0

WP_074664471.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0



WP_070043520.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_061825287.1 tetracycline resistance ribosomal protection p...

923 0.0

WP_059434794.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_057827665.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

KPA68082.1 tetracycline resistance protein tetM [Streptococcu...

923 0.0

WP_029172349.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_031794799.1 tetracycline resistance ribosomal protection p...

923 0.0

WP_035401840.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_006191702.1 tetracycline resistance ribosomal protection p...

923 0.0

WP_002812495.1 TetM/TetW/Tet0/TetS family tetracycline resist...

923 0.0

WP_010729924.1 MULTISPECIES: tetracycline resistance ribosoma...

923 0.0

WP_101479534.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0

WP_100881386.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0
prf||1408188A tetracycline resistance gene tetO
922 0.0

WP_000691747.1 tetracycline resistance ribosomal protection p...

922 0.0

WP_075721707.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0
AMP53111.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
922 0.0

KXB43475.1 hypothetical protein HMPREF3188_01537 [Tissierelli...

922 0.0

WP_002596250.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

922 0.0

WP_002843300.1 MULTISPECIES: tetracycline resistance ribosoma...

922 0.0

EEN74261.1 putative translation elongation factor G [Enteroco...

922 0.0

WP_005357924.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

922 0.0

ABF36201.1 Tetracycline resistance protein tetM [Streptococcu...

922 0.0

WP_095761997.1 tetracycline resistance ribosomal protection p...

922 0.0

WP_088868051.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0

WP_000691758.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

922 0.0

KXB72354.1 putative translation elongation factor G [Peptostr...

922 0.0



WP_057498847.1 tetracycline resistance ribosomal protection p...

922 0.0

WP_024406177.1 MULTISPECIES: tetracycline resistance ribosoma...

922 0.0

WP_032593159.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0

WP_016398734.1 tetracycline resistance ribosomal protection p...

922 0.0

WP_000691731.1 tetracycline resistance ribosomal protection p...

922 0.0

WP_002569200.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0

WP_104846472.1 tetracycline resistance ribosomal protection p...

922 0.0

WP_101248398.1 tetracycline resistance ribosomal protection p...

922 0.0

WP_095761390.1 tetracycline resistance ribosomal protection p...

922 0.0

AP027488.1 ferrous iron transport protein B [uncultured bacte...

922 0.0

WP_073053263.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

922 0.0

WP_011187228.1 tetracycline resistance ribosomal protection p...

922 0.0
AMP50063.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
922 0.0

WP_043029018.1 tetracycline resistance ribosomal protection p...

922 0.0

WP_058652115.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0

WP_060473528.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

922 0.0

WP_052802401.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0

WP_052782483.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0

WP_044773055.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0

WP_043035760.1 TetM/TetW/Tet0/TetS family tetracycline resist...

922 0.0

WP_033655463.1 tetracycline resistance ribosomal protection p...

a§3029182i26.1 TetM/TetW/Tet0/TetS family tetracycline resist...
E§§45798?i® putative translation elongation factor G [Gardnere...
35300897gé?5.1 TetM/TetW/Tet0/TetS family tetracycline resist...
23%7613@?i@ Tet0 [Streptococcus suis]

922 0.0

ACS92754.1 tetracycline resistance determinant [Streptococcus...

922 0.0

AP027574.1 ferrous iron transport protein B [uncultured bacte...

921 0.0



WP_072510068.1 TetM/TetW/Tet0/TetS family tetracycline resist...

921 0.0

WP_070811548.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

921 0.0

WP_070310173.1 TetM/TetW/Tet0/TetS family tetracycline resist...

921 0.0
AMJ37901.1 TetM-TetW-TetO-TetS [uncultured bacterium]
921 0.0

WP_063856405.1 tetracycline resistance ribosomal protection p...

921 0.0

WP_057096870.1 TetM/TetW/Tet0/TetS family tetracycline resist...

3§i@57@42534.1 TetM/TetW/Tet0/TetS family tetracycline resist...
agi@4954g%28.1 tetracycline resistance ribosomal protection p...
agi@4952?é24.1 tetracycline resistance ribosomal protection p...
§§;@52792i§4.1 TetM/TetW/Tet0/TetS family tetracycline resist...

WP_052780628.1 TetM/TetW/Tet0/TetS family tetracycline resist...

921 0.0

WP_044681400.1 TetM/TetW/Tet0/TetS family tetracycline resist...

921 0.0

WP_032812904.1 MULTISPECIES: tetracycline resistance ribosoma...

921 0.0

WP_019107244.1 MULTISPECIES: tetracycline resistance ribosoma...

921 0.0

EJX98572.1 putative translation elongation factor G [Enteroco...

921 0.0

WP_010248735.1 tetracycline resistance ribosomal protection p...

921 0.0

WP_002896813.1 TetM/TetW/Tet0/TetS family tetracycline resist...

921 0.0

WP_002371500.1 MULTISPECIES: tetracycline resistance ribosoma...

921 0.0

WP_101636627.1 tetracycline resistance ribosomal protection p...

921 0.0

WP_086228892.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

921 0.0

WP_081123660.1 TetM/TetW/Tet0/TetS family tetracycline resist...

921 0.0

AP026810.1 ferrous iron transport protein B [uncultured bacte...

921 0.0

WP_074470838.1 TetM/TetW/Tet0/TetS family tetracycline resist...

921 0.0

WP_070315526.1 TetM/TetW/Tet0/TetS family tetracycline resist...

921 0.0
AMP50395.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
921 0.0

WP_052790168.1 tetracycline resistance protein tetM [Campylob...

921 0.0

WP_047207765.1 tetracycline resistance ribosomal protection p...

921 0.0



WP_039931034.1 MULTISPECIES: tetracycline resistance ribosoma...

921 0.0

WP_002860782.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

921 0.0

EFX39748.1 putative translation elongation factor G [Streptoc...

921 0.0

WP_041972879.1 MULTISPECIES: tetracycline resistance ribosoma...

921 0.0

WP_003125887.1 MULTISPECIES: tetracycline resistance ribosoma...

921 0.0

ACS92759.1 tetracycline resistance determinant [Streptococcus...

921 0.0

WP_002909882.1 MULTISPECIES: tetracycline resistance ribosoma...

921 0.0

WP_063856113.1 tetracycline resistance ribosomal protection p...

921 0.0

WP_063856111.1 tetracycline resistance ribosomal protection p...

921 0.0

WP_105209091.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_086251283.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_081201664.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_072237618.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

2&2581@9?i@ TetM-TetW-Tet0-TetS [uncultured bacterium]
2&256778?i@ TetM-TetW-Tet0-TetS [uncultured bacterium]
2&249313?i@ TetM-TetW-Tet0-TetS [uncultured bacterium]
§§§470072iz TetM-TetW-Tet0-TetS [uncultured bacterium]

WP_061329395.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_012669445.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_057993037.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_044685046.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0
CD019407.1 tetM protein [Streptococcus pneumoniae]
920 0.0

WP_031912030.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_022864100.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_001668880.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_000691749.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_000691744.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0



EFQ13124.1 putative translation elongation factor G [Enteroco...

920 0.0

EFM26596.1 putative translation elongation factor G [Streptoc...

920 0.0

EEI87258.1 putative translation elongation factor G [Anaeroco...

920 0.0

WP_003454408.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_050824634.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_050232631.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_105135456.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_104774283.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_096013982.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_086233925.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_078755722.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_072230499.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_072215556.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

920 0.0

WP_069159276.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_002779752.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0
AMP52275.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
920 0.0
AMP49243.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
920 0.0

WP_061461548.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_057032384.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_057043153.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_049552042.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_050224152.1 tetracycline resistance ribosomal protection p...

920 0.0

AK048464.1 tetracycline resistance protein tetM [[Haemophilus...

920 0.0

WP_044979124.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_000691739.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_024052575.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_000691736.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0



WP_023890664.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

920 0.0

WP_021414738.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_019117172.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_016456422.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_000691725.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_002808760.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

920 0.0

WP_004007597.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

920 0.0

WP_063856112.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_100425802.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_002989474.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_086290661.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

920 0.0

WP_070654311.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_070579738.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_000691727.1 MULTISPECIES: tetracycline resistance ribosoma...

920 0.0

WP_061853025.1 tetracycline resistance ribosomal protection p...

920 0.0
AMJ38195.1 TetM-TetW-TetO-TetS [uncultured bacterium]
920 0.0
AMJ34666.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
920 0.0

CWI49647.1 tetracycline resistance protein TetM [Streptococcu...

920 0.0

WP_057980547.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_049098680.1 tetracycline resistance ribosomal protection p...

920 0.0

CTP13009.1 putative conjugative element protein [Streptococcu...

920 0.0

WP_055348549.1 tetracycline resistance protein tetM [Streptoc...

920 0.0

WP_044601084.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_002403674.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_031919647.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_019213884.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_002818118.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0



WP_003831706.1 TetM/TetW/Tet0/TetS family tetracycline resist...

920 0.0

WP_004137776.1 tetracycline resistance ribosomal protection p...

920 0.0

WP_010790859.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

920 0.0

EFM24959.1 putative translation elongation factor G [Peptonip...

920 0.0

EFH06235.1 putative translation elongation factor G [Clostrid...

920 0.0

EEI57513.1 putative translation elongation factor G [Enteroco...

920 0.0

WP_061364406.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_061815145.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_096421997.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_088666504.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_071315221.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_075227092.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_070301896.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

AMP42232.1 tetracycline resistance protein Tet(0) [uncultured...

919 0.0

KXA54623.1 putative translation elongation factor G [Streptoc...

919 0.0

WP_052817824.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_052793287.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_052783935.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_050971349.1 tetracycline resistance ribosomal protection p...

919 0.0

CT084842.1 putative conjugative element protein [Streptococcu...

919 0.0

CT036092.1 putative conjugative element protein [Streptococcu...

919 0.0

WP_063856109.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_050272947.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_050247506.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_050234184.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_041981115.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_038851197.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0



CDL74246.1 conjugative transposon tetracycline resistance pro...

919 0.0

WP_024477701.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_020998529.1 MULTISPECIES: tetracycline resistance ribosoma...

919 0.0

WP_016397077.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_003711229.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_000691745.1 MULTISPECIES: tetracycline resistance ribosoma...

919 0.0

WP_063855884.1 tetracycline resistance ribosomal protection p...

919 0.0

ADH21996.1 Tn916, tetracycline resistance protein [synthetic ...

919 0.0

WP_015646599.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_107974002.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_061841616.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_100004275.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_086268246.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_086234301.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

919 0.0

WP_086232400.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_085613781.1 tetracycline resistance ribosomal protection p...

919 0.0
AMP55627.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
919 0.0

WP_057980088.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_057036876.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_052802847.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_052799797.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_050313386.1 tetracycline resistance ribosomal protection p...

919 0.0

KLS39627.1 tetracycline resistance protein tetM [Neisseria go...

919 0.0

WP_047339182.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_047241744.1 tetracycline resistance ribosomal protection p...

919 0.0
AIW80587.1 TetM-TetW-TetO-TetS [uncultured bacterium]
919 0.0

WP_050091355.1 tetracycline resistance ribosomal protection p...

919 0.0



WP_047922456.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_050242154.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_039975152.1 tetracycline resistance ribosomal protection p...
919 0.0

WP_039095955.1 TetM/TetW/Tet0/TetS family tetracycline resist...
919 0.0

ADF36620.1 TetM [Neisseria gonorrhoeael

919 0.0

WP_002834238.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

EFX53501.1 putative translation elongation factor G [Streptoc...

919 0.0

WP_000691742.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_063856397.1 MULTISPECIES: tetracycline resistance ribosoma...

919 0.0

WP_061654034.1 MULTISPECIES: tetracycline resistance ribosoma...

919 0.0

WP_104722935.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_101882586.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_086252249.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_076995854.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_075213493.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_072236497.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_071705138.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

BAV93039.1 tetracycline resistance protein TetM [Haemophilus ...

919 0.0

WP_070852878.1 tetracycline resistance ribosomal protection p...

919 0.0

A0V@9463.1 tetracycline resistance protein [Campylobacter jej...

919 0.0

WP_070299010.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_061457615.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_060812114.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_060472723.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

CTF67619.1 putative conjugative element protein [Streptococcu...

919 0.0

WP_050142810.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_050274428.1 tetracycline resistance ribosomal protection p...

919 0.0



AK045297.1 tetracycline resistance protein tetM [[Haemophilus...

919 0.0

WP_055347831.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_044766725.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_041974943.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_044908248.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_047511001.1 tetracycline resistance ribosomal protection p...

919 0.0

AID58520.1 tet(M) [Haemophilus parainfluenzael

919 0.0

ADE19326.1 tetM [Tri-shuttle cloning vector pmycYACTn]
919 0.0

WP_063856406.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_016441094.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_001614674.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_002807700.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

919 0.0

WP_007392011.1 TetM/TetW/Tet0/TetS family tetracycline resist...

919 0.0

WP_004026801.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_063856398.1 tetracycline resistance ribosomal protection p...

919 0.0

WP_105249165.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_105211910.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_104885338.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_104835953.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_063856391.1 tetracycline resistance ribosomal protection p...

018 0.0

WP_063856392.1 tetracycline resistance ribosomal protection p...

018 0.0

WP_095256818.1 TetM/TetW/Tet0/TetS family tetracycline resist...

918 0.0

WP_002857791.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

918 0.0

WP_086239295.1 TetM/TetW/Tet0/TetS family tetracycline resist...

918 0.0

WP_072234042.1 TetM/TetW/Tet0/TetS family tetracycline resist...

918 0.0

WP_070663994.1 tetracycline resistance ribosomal protection p...

918 0.0
AMP58099.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
918 0.0



WP_061824231.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_000691743.1 MULTISPECIES: tetracycline resistance ribosoma...

918 0.0

WP_057991785.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

918 0.0

WP_052943236.1 TetM/TetW/Tet0/TetS family tetracycline resist...

918 0.0

WP_050308251.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_050131553.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_063856107.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_063856115.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_060458520.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_032587445.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

918 0.0

WP_031904673.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_031774827.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_037612731.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_023916197.1 MULTISPECIES: tetracycline resistance ribosoma...

918 0.0

WP_017647393.1 MULTISPECIES: tetracycline resistance ribosoma...

918 0.0

WP_002804228.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

918 0.0

WP_002785822.1 TetM/TetW/Tet0/TetS family tetracycline resist...

918 0.0

WP_000691728.1 tetracycline resistance ribosomal protection p...

918 0.0

ADI70435.1 putative translation elongation factor G [Streptoc...

918 0.0

WP_061748924.1 tetracycline resistance ribosomal protection p...

018 0.0

WP_061367944.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_061847427.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_100608496.1 TetM/TetW/Tet0/TetS family tetracycline resist...

918 0.0

WP_105577399.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_006155610.1 MULTISPECIES: tetracycline resistance ribosoma...

918 0.0

WP_083977868.1 tetracycline resistance ribosomal protection p...

918 0.0

AP027237.1 ferrous iron transport protein B [uncultured bacte...

918 0.0



WP_072661552.1 tetracycline resistance ribosomal protection p...

918 0.0
AMP51392.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
918 0.0

WP_060811023.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_063674638.1 TetM/TetW/Tet0/TetS family tetracycline resist...

918 0.0

WP_058692378.1 tetracycline resistance ribosomal protection p...

918 0.0

ALT05248.1 tetracycline resistance protein [Staphylococcus au...

918 0.0

WP_053794614.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_049532577.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_052793722.1 TetM/TetW/Tet0/TetS family tetracycline resist...

918 0.0

WP_050216613.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_050305062.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_055348096.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_050093829.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_024721683.1 TetM/TetW/Tet0/TetS family tetracycline resist...

918 0.0

ADB66722.1 ribosomal protection protein [Streptococcus agalac...

918 0.0

ACH85962.1 tetracycline resistance protein [Staphylococcus au...

918 0.0

WP_021382096.1 MULTISPECIES: tetracycline resistance ribosoma...

918 0.0

WP_000691729.1 MULTISPECIES: tetracycline resistance ribosoma...

918 0.0

3J25_A Chain A, Structural Basis For Tetm-Mediated Tetracycli...

018 0.0

WP_002836924.1 TetM/TetW/Tet0/TetS family tetracycline resist...

918 0.0

WP_000691735.1 tetracycline resistance ribosomal protection p...

918 0.0

CBW39416.1 conjugative transposon tetracycline resistance pro...

918 0.0

EFX36382.1 putative translation elongation factor G [Streptoc...

918 0.0

EFUQ9414.1 putative translation elongation factor G [Enteroco...

918 0.0

WP_063856393.1 tetracycline resistance ribosomal protection p...

918 0.0

WP_102170272.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_099875793.1 tetracycline resistance ribosomal protection p...

917 0.0



WP_088849421.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_088792637.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_086032702.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_070544140.1 MULTISPECIES: tetracycline resistance ribosoma...

917 0.0
AMP46943.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
917 0.0

WP_057099610.1 TetM/TetW/Tet0/TetS family tetracycline resist...

917 0.0

WP_049513432.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_052853097.1 TetM/TetW/Tet0/TetS family tetracycline resist...

917 0.0

WP_052778388.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

917 0.0

WP_050308000.1 tetracycline resistance ribosomal protection p...

917 0.0

CRH83910.1 Protein translation elongation factor G (EF-G) [Ch...

917 0.0

WP_050079309.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_050212334.1 tetracycline resistance ribosomal protection p...

917 0.0

CDL74203.1 conjugative transposon tetracycline resistance pro...
917 0.0

WP_031912118.1 tetracycline resistance ribosomal protection p...
917 0.0

CDF@9859.1 tet(M) [Eubacterium sp. CAG:76]

917 0.0

WP_002819063.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

917 0.0

WP_002843722.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

917 0.0

WP_095906095.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_081526881.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_070709775.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_061763260.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_061646118.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_060793390.1 tetracycline resistance ribosomal protection p...

917 0.0

KXA16596.1 putative translation elongation factor G [Fusobact...

917 0.0

WP_057491875.1 TetM/TetW/Tet0/TetS family tetracycline resist...

917 0.0

WP_050974015.1 tetracycline resistance ribosomal protection p...

917 0.0



WP_050971803.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_050201474.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_050072437.1 MULTISPECIES: tetracycline resistance ribosoma...
917 0.0

WP_044329681.1 tetracycline resistance ribosomal protection p...
917 0.0

AJE60963.1 TetM [Enterococcus faecium]

917 0.0

WP_025187938.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_031793925.1 tetracycline resistance ribosomal protection p...

917 0.0

ELU61350.1 putative translation elongation factor G [Streptoc...

917 0.0

AEX58674.1 tetracycline resistance protein [Streptococcus pyo...

917 0.0

WP_001820713.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_063856400.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_105142289.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_104929836.1 TetM/TetW/Tet0/TetS family tetracycline resist...

917 0.0

WP_088804464.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_070583403.1 MULTISPECIES: tetracycline resistance ribosoma...

917 0.0

WP_070309696.1 TetM/TetW/Tet0/TetS family tetracycline resist...

917 0.0
AMP54192.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
917 0.0
AMP50513.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
917 0.0

WP_061465177.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_061763772.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_057032430.1 TetM/TetW/Tet0/TetS family tetracycline resist...

917 0.0

WP_057030943.1 TetM/TetW/Tet0/TetS family tetracycline resist...

917 0.0

WP_057037575.1 TetM/TetW/Tet0/TetS family tetracycline resist...

917 0.0

WP_057036252.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

917 0.0

WP_054384447.1 tetracycline resistance ribosomal protection p...

917 0.0

WP_050253426.1 tetracycline resistance ribosomal protection p...

917 0.0

CTG81086.1 putative conjugative element protein [Streptococcu...

917 0.0



WP_050168486.

917 0.0

WP_031910311.

917 0.0

WP_050203260.

917 0.0

WP_050235045.

917 0.0

WP_050205550.

917 0.0

WP_057486053.

917 0.0

WP_057518699.

917 0.0

WP_044764178.

917 0.0

WP_044761286.

917 0.0
CDL74131.1
917 0.0

WP_030127075.

917 0.0

WP_003701913.

917 0.0

WP_000691741.

917 0.0

WP_019109213.

917 0.0

WP_010777232.

917 0.0

WP_000691730.

917 0.0

WP_000691734.

917 0.0

WP_025456273.

917 0.0

WP_063856399.

917 0.0

WP_101928442.

916 0.0

WP_000691726.

916 0.0

WP_081538458.

916 0.0

WP_069288536.

916 0.0

WP_061088007.

916 0.0

WP_032490535.

916 0.0

WP_057992781.

916 0.0

CTG46355.1 putative conjugative element protein [Streptococcu...

916 0.0
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WP_050280708.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_050218283.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_050211189.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_050237755.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_031797197.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_017646602.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_010729706.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_002781029.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...

916 0.0

WP_103219860.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_094372133.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_086241454.1 TetM/TetW/Tet0/TetS family tetracycline resist...

916 0.0

WP_084879979.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_081573876.1 tetracycline resistance ribosomal protection p...

916 0.0

AP031175.1 Ferrous iron transport protein B [uncultured bacte...

916 0.0
AMP53771.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
916 0.0

BAU68108.1 tetracycline resistance protein TetO [Streptococcu...

916 0.0

WP_060470565.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_057100161.1 TetM/TetW/Tet0/TetS family tetracycline resist...

916 0.0

WP_049366043.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_052774203.1 TetM/TetW/Tet0/TetS family tetracycline resist...

916 0.0

WP_050247433.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_050101597.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_049510748.1 MULTISPECIES: tetracycline resistance ribosoma...

916 0.0

WP_050077833.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_050200822.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_038835108.1 TetM/TetW/Tet0/TetS family tetracycline resist...

916 0.0

CDL73864.1 conjugative transposon tetracycline resistance pro...

916 0.0



EJX44727.1 putative translation elongation factor G [Enteroco...

916 0.0

WP_011117014.1 tetracycline resistance ribosomal protection p...

916 0.0

WP_061702631.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_106775878.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_105184076.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_105139211.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_101785285.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_100059493.1 TetM/TetW/Tet0/TetS family tetracycline resist...

915 0.0

WP_086246158.1 TetM/TetW/Tet0/TetS family tetracycline resist...

915 0.0

WP_077327446.1 tetracycline resistance ribosomal protection p...

915 0.0

AP028016.1 ferrous iron transport protein B [uncultured bacte...

915 0.0

ABP89888.1 Translation elongation factor (GTPases) [Streptoco...

915 0.0

WP_060936428.1 MULTISPECIES: tetracycline resistance ribosoma...

915 0.0

WP_050117940.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_050089233.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_039234362.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_002915791.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

915 0.0

WP_010727156.1 MULTISPECIES: tetracycline resistance ribosoma...

915 0.0

WP_002345005.1 MULTISPECIES: tetracycline resistance ribosoma...

915 0.0

WP_063856110.1 tetracycline resistance ribosomal protection p...
915 0.0

WP_002934567.1 TetM/TetW/Tet0/TetS family tetracycline resist...
915 0.0

ADK91600.1 TetS/M [Streptococcus equinus]

915 0.0

WP_061842897.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_061761042.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_063856390.1 tetracycline resistance ribosomal protection p...

915 0.0

WP_087302314.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

915 0.0

KXB37895.1 putative translation elongation factor G [Aerococc...

915 0.0



WP_059280319.1 TetM/TetW/Tet0/TetS family tetracycline resist...
3;5@52888522.1 TetM/TetW/Tet0/TetS family tetracycline resist...
3;505096?é25.1 tetracycline resistance ribosomal protection p...
3%5001572&?5.1 MULTISPECIES: tetracycline resistance ribosoma...
3;5023®4gég4.1 TetM/TetW/Tet0/TetS family tetracycline resist...
3;5021@3gé23.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...
3;500069?920.1 tetracycline resistance ribosomal protection p...
3;500069?524.1 tetracycline resistance ribosomal protection p...
3;5688818A?®.1 tetracycline resistance ribosomal protection p...
3;5686368523.1 tetracycline resistance ribosomal protection p...
3%508152868@.1 tetracycline resistance ribosomal protection p...
23374965?i® Tetracycline resistance ribosomal protection prote...
3éi@69468622.1 tetracycline resistance ribosomal protection p...
3%3@5@362ig6.1 tetracycline resistance ribosomal protection p...
3%3@47388&27.1 tetracycline resistance ribosomal protection p...
2%§29636?i@ tetracycline resistance protein [Campylobacter colil
3%5@2438262@.1 TetM/TetW/Tet0/TetS family tetracycline resist...
3%&063852&83.1 tetracycline resistance ribosomal protection p...
gé@38865?i® conjugative transposon tetracycline resistance pro...
3%&@6164g§?4.1 tetracycline resistance ribosomal protection p...
3;i1@@722é26.1 tetracycline resistance ribosomal protection p...
a;i098182ég4.1 tetracycline resistance ribosomal protection p...
3;j086093486.1 tetracycline resistance ribosomal protection p...
a;j081532923.1 tetracycline resistance ribosomal protection p...
23389423?i@ tetracycline resistance protein TetM [Streptococcu...
2;327467?i@ ferrous iron transport protein B [uncultured bacte...
§i§855@82i2 putative conjugative element protein [Streptococcu...



WP_050116747.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_050198644.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_050203222.1 tetracycline resistance ribosomal protection p...

914 0.0

EFH13796.1 putative translation elongation factor G [Clostrid...

914 0.0

WP_012775613.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_078122686.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_002414694.1 MULTISPECIES: tetracycline resistance ribosoma...

914 0.0

WP_097698785.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_083989376.1 tetracycline resistance ribosomal protection p...

914 0.0

AP034026.1 ferrous iron transport protein B [uncultured bacte...

914 0.0

WP_055275199.1 MULTISPECIES: tetracycline resistance ribosoma...

914 0.0

WP_057531665.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_050236762.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_063856402.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_000691733.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_000691732.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_002343718.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_061648168.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_104670782.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_086131656.1 MULTISPECIES: tetracycline resistance ribosoma...

914 0.0

AQM75603.1 Tetracycline resistance protein TetO [Campylobacte...

914 0.0

AP033640.1 ferrous iron transport protein B [uncultured bacte...

914 0.0

WP_071132114.1 TetM/TetW/Tet0/TetS family tetracycline resist...

914 0.0

WP_050219862.1 tetracycline resistance ribosomal protection p...

914 0.0

WP_025989258.1 MULTISPECIES: tetracycline resistance ribosoma...

914 0.0

WP_020224358.1 MULTISPECIES: tetracycline resistance ribosoma...

914 0.0

WP_061746200.1 tetracycline resistance ribosomal protection p...

913 0.0



WP_084357849.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_061857705.1 tetracycline resistance ribosomal protection p...

913 0.0
AMP50910.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
913 0.0

WP_061758507.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_057531327.1 tetracycline resistance ribosomal protection p...
913 0.0

AIJ27535.1 TetO [Campylobacter jejuni]

913 0.0

CDQ30209.1 putative integrative and conjugative element prote...

913 0.0

WP_018368128.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_089144890.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_084588758.1 tetracycline resistance ribosomal protection p...

913 0.0

AP033206.1 ferrous iron transport protein B [uncultured bacte...

913 0.0

WP_066127145.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_061573585.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_050356456.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_044667602.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_043027138.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_044812736.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_002206236.1 tetracycline resistance ribosomal protection p...

913 0.0

WP_004632336.1 MULTISPECIES: tetracycline resistance ribosoma...

913 0.0

WP_104884981.1 tetracycline resistance ribosomal protection p...

912 0.0

WP_098034699.1 tetracycline resistance ribosomal protection p...

912 0.0

WP_105208278.1 tetracycline resistance ribosomal protection p...

912 0.0
AMJ37079.1 TetM-TetW-TetO-TetS [uncultured bacterium]
912 0.0

KRL89337.1 tetracycline resistance protein tetm [Lactobacillu...

912 0.0

WP_050392063.1 tetracycline resistance ribosomal protection p...

912 0.0

WP_099987656.1 tetracycline resistance ribosomal protection p...

912 0.0
WP_096920339.1 GTP-binding protein [Eubacterium sp. YI]
912 0.0



WP_057041522.1 TetM/TetW/Tet0/TetS family tetracycline resist...
3;3@52772426.1 TetM/TetW/Tet0/TetS family tetracycline resist...
3;3050242923.1 tetracycline resistance ribosomal protection p...
3%3033622&26.1 tetracycline resistance ribosomal protection p...
3;3018658é23.1 tetracycline resistance ribosomal protection p...
3;3041168A88.1 tetracycline resistance ribosomal protection p...
3;305944gé88.1 TetM/TetW/Tet0/TetS family tetracycline resist...
3;3056952ég6.1 tetracycline resistance ribosomal protection p...
3;364951gig®.1 tetracycline resistance ribosomal protection p...
3;567@@42423.1 TetM/TetW/Tet0/TetS family tetracycline resist...
3;i05538?i?5.1 tetracycline resistance ribosomal protection p...
a;i®44682é29.1 tetracycline resistance ribosomal protection p...
3éi®31928523.1 tetracycline resistance ribosomal protection p...
3;i@2113?égl.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...
3gi@63852i?4.1 tetracycline resistance ribosomal protection p...
2%3@4636?i@ tetracycline resistance protein [Veillonella parvulal
3;i®®287gig3.1 MULTISPECIES: tetracycline resistance ribosoma...
3;i074622%g4.1 tetracycline resistance ribosomal protection p...
gia681@6?i® tetracycline resistance protein TetO [Streptococcu...
3;i@19412é22.1 MULTISPECIES: tetracycline resistance ribosoma...
3;i@@@69?521.1 tetracycline resistance ribosomal protection p...
a;i09983gé29.1 tetracycline resistance ribosomal protection p...
3;?09997?i26.1 tetracycline resistance ribosomal protection p...
a;?026388é28.1 MULTISPECIES: tetracycline resistance ribosoma...
a;?00®69?920.1 tetracycline resistance ribosomal protection p...
a;?002313ég@.1 tetracycline resistance ribosomal protection p...
§;§791622i2 putative translation elongation factor G [Streptoc...



WP_063856396.1 tetracycline resistance ribosomal protection p...
3;?1@1512%25.1 tetracycline resistance ribosomal protection p...
3%?@99468&28.1 tetracycline resistance ribosomal protection p...
a;?08157?425.1 tetracycline resistance ribosomal protection p...
giﬁGSlll?i@ tetracycline resistance protein TetO [Streptococcu...
géa388@7?i@ Tetracycline resistance protein [Streptococcus pne...
3;?@7@43gé24.1 tetracycline resistance ribosomal protection p...
a;?@61752é?8.1 tetracycline resistance ribosomal protection p...
a;?@608@gég®.1 TetM/TetW/Tet0/TetS family tetracycline resist...
3;?@57@92527.1 TetM/TetW/Tet0/TetS family tetracycline resist...
3;?018572923.1 tetracycline resistance ribosomal protection p...
2%?391@2?i® putative translation elongation factor G [Enteroco...
3;?@39132529.1 tetracycline resistance ribosomal protection p...
2?g29622?i@ tetracycline resistance protein [Campylobacter colil
323@@4@78%2@.1 TetM/TetW/Tet0/TetS family tetracycline resist...
323@@2362ég6.1 MULTISPECIES: tetracycline resistance ribosoma...
323063852ég4.1 tetracycline resistance ribosomal protection p...
3231@512?@27.1 tetracycline resistance ribosomal protection p...
322@5@2@?%24.1 tetracycline resistance ribosomal protection p...
323@@@69?%23.1 tetracycline resistance ribosomal protection p...
322@99952681.1 tetracycline resistance ribosomal protection p...
32205020?i23.1 tetracycline resistance ribosomal protection p...
32200233gi?9.1 tetracycline resistance ribosomal protection p...
322002322é29.1 tetracycline resistance ribosomal protection p...
283763@7?i@ TetM [Streptococcus oralis]
909 0.0

WP_014386813.1 MULTISPECIES: tetracycline resistance ribosoma...
§§§27569Zi2 ferrous iron transport protein B [uncultured bacte...



WP_045773567.1 tetracycline resistance ribosomal protection p...

908 0.0

WP_044793436.1 tetracycline resistance ribosomal protection p...

908 0.0

WP_032582765.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...

908 0.0

E0J57657.1 tetracycline resistance protein tetM transposon [E...

908 0.0

WP_076005168.1 tetracycline resistance ribosomal protection p...

908 0.0

BAU68114.1 tetracycline resistance protein TetO [Streptococcu...

908 0.0

KXA54208.1 putative translation elongation factor G [Streptoc...

908 0.0

WP_050111690.1 tetracycline resistance ribosomal protection p...

908 0.0

WP_000691753.1 MULTISPECIES: tetracycline resistance ribosoma...

908 0.0

BAU68109.1 tetracycline resistance protein TetO [Streptococcu...

907 0.0

WP_049487775.1 MULTISPECIES: tetracycline resistance ribosoma...

907 0.0

WP_032581261.1 TetM/TetW/Tet0/TetS family tetracycline resist...

907 0.0

WP_096541504.1 tetracycline resistance ribosomal protection p...

907 0.0

WP_094754176.1 tetracycline resistance ribosomal protection p...

907 0.0

WP_049474483.1 tetracycline resistance ribosomal protection p...

907 0.0

WP_033842223.1 tetracycline resistance ribosomal protection p...

907 0.0

WP_044116373.1 tetracycline resistance ribosomal protection p...

907 0.0

WP_010726404.1 tetracycline resistance ribosomal protection p...

907 0.0

BAU68107.1 tetracycline resistance protein TetO [Streptococcu...

906 0.0

WP_052996649.1 tetracycline resistance ribosomal protection p...

906 0.0

ADL64463.1 tetracycline resistance protein TetM [Staphylococc...

906 0.0

WP_000691748.1 tetracycline resistance ribosomal protection p...

906 0.0

WP_065736057.1 tetracycline resistance ribosomal protection p...

906 0.0

WP_000691737.1 MULTISPECIES: tetracycline resistance ribosoma...
906 0.0

WP_047200574.1 tetracycline resistance ribosomal protection p...
906 0.0

ACZ73819.1 TetO [Clostridium butyricum]

905 0.0

ADB66720.1 ribosomal protection protein [Streptococcus agalac...

905 0.0



WP_010724539.1 tetracycline resistance ribosomal protection p...
325@94968688.1 tetracycline resistance ribosomal protection p...
325063282&29.1 tetracycline resistance ribosomal protection p...
ag5053012i21.1 tetracycline resistance ribosomal protection p...
32501@702i86.1 tetracycline resistance ribosomal protection p...
2?385825?i@ Tetracycline resistance protein TetM [Staphylococc...
agi04285?i?1.1 tetracycline resistance ribosomal protection p...
agi10737gé?6.1 tetracycline resistance ribosomal protection p...
32566@542524.1 tetracycline resistance ribosomal protection p...
325103242525.1 TetM/TetW/Tet0/TetS family tetracycline resist...
22828@3@?i® ferrous iron transport protein B [uncultured bacte...
323@53@12927.1 tetracycline resistance ribosomal protection p...
323@63852i88.1 tetracycline resistance ribosomal protection p...
323@@@69?%28.1 tetracycline resistance ribosomal protection p...
323@638524?@.1 tetracycline resistance ribosomal protection p...
325@73128ég6.1 tetracycline resistance ribosomal protection p...
gg$3811@?i@ tetracycline resistance protein TetM [Staphylococc...
32573820?i® Tet0 [Clostridium butyricum]

902 0.0

WP_016227219.1 TetM/TetW/Tet0/TetS family tetracycline resist...
323@86322&2@.1 tetracycline resistance ribosomal protection p...
323@84@98423.1 tetracycline resistance ribosomal protection p...
§§a28397?i® tetracycline resistance protein tetM [Streptococcu...
3gi079042626.1 TetM/TetW/Tet0/TetS family tetracycline resist...
2g328881?i0 Ferrous iron transport protein B [uncultured bacte...
23327721?i@ tetracycline-resistance protein [Streptococcus suis]
22830942?i@ ferrous iron transport protein B [uncultured bacte...
25;00240%&%7.1 MULTISPECIES: tetracycline resistance ribosoma...



WP_000691722.1 tetracycline resistance ribosomal protection p...

895 0.0

WP_095803332.1 TetM/TetW/Tet0/TetS family tetracycline resist...

895 0.0

AP029877.1 Ferrous iron transport protein B [uncultured bacte...

895 0.0
AMP54002.1 TetM-TetW-Tet0-TetS [uncultured bacterium]
894 0.0

EOL83668.1 tetracycline resistance protein tetS [Enterococcus...

894 0.0

WP_021401470.1 MULTISPECIES: tetracycline resistance ribosoma...

894 0.0

WP_080115046.1 TetM/TetW/Tet0/TetS family tetracycline resist...

894 0.0

WP_101912895.1 tetracycline resistance ribosomal protection p...

893 0.0

WP_011997530.1 tetracycline resistance ribosomal protection p...

893 0.0

WP_063856411.1 tetracycline resistance ribosomal protection p...

893 0.0

WP_014262666.1 MULTISPECIES: tetracycline resistance ribosoma...

892 0.0

WP_005228367.1 TetM/TetW/Tet0/TetS family tetracycline resist...

892 0.0

WP_011860841.1 MULTISPECIES: tetracycline resistance ribosoma...

890 0.0
AMP55630.1 TetM-TetW-TetO0-TetS [uncultured bacterium]
890 0.0

WP_050975574.1 tetracycline resistance ribosomal protection p...

889 0.0

WP_031255279.1 tetracycline resistance ribosomal protection p...

889 0.0

AAL27026.1 tetracycline resistance protein TetM [Staphylococc...

§§Z27025?i® tetracycline resistance protein TetM [Staphylococc...
§3$835@9?i® tetracycline resistance protein tetM [Enterococcus...
323065732&2@.1 tetracycline resistance ribosomal protection p...
§182482@?i® TetM [Clostridioides difficilel

877 0.0

AP028168.1 ferrous iron transport protein B [uncultured bacte...

876 0.0

AA016478.1 putative tetracycline resistance protein [uncultur...

871 0.0

AAL27024.1 tetracycline resistance protein TetM [Staphylococc...

870 0.0

AP032506.1 ferrous iron transport protein B [uncultured bacte...

863 0.0

WP_078154654.1 tetracycline resistance ribosomal protection p...

863 0.0

WP_085826518.1 tetracycline resistance ribosomal protection p...

860 0.0



WP_044769927.1 TetM/TetW/Tet0/TetS family tetracycline resist...
859 0.0

ASQ41002.1 TetO [Campylobacter colil

858 0.0

EPX10696.1 tetracycline resistance protein tetM [Streptococcu...
856 0.0

WP_080440411.1 tetracycline resistance ribosomal protection p...
855 0.0

SMJ13358.1 tetracycline resistance protein TetP [Enterococcus...
853 0.0

CIR68804.1 tetracycline resistance protein TetM [Streptococcu...
849 0.0

AIG19304.1 TetM [Escherichia colil

849 0.0

WP_081291434.1 elongation factor G [Bifidobacterium longum]

848 0.0

AIG19305.1 TetM [Escherichia colil

847 0.0

AMP50231.1 TetM-TetW-TetO0-TetS [uncultured bacterium]

847 0.0

CYU66281.1 tetracycline resistance protein tetM [Streptococcu...
845 0.0

WP_101527334.1 TetM/TetW/Tet0/TetS family tetracycline resist...
843 0.0

0BV22681.1 putative tetracycline resistance protein TetM [Sta...
843 0.0

WP_070673567.1 TetM/TetW/Tet0/TetS family tetracycline resist...
841 0.0

CAJ09686.1 tetracycline resistance protein [Lactococcus garvi...
839 0.0

CAJ09688.1 tetracycline resistance protein [Enterococcus faec...
839 0.0

CAJ09687.1 tetracycline resistance protein [Enterococcus durans]
837 0.0

AHN92781.1 elongation factor Tu GTP binding domain-containing...
837 0.0

AA016479.1 putative tetracycline resistance protein [uncultur...
834 0.0

AMP57965.1 TetM-TetW-Tet0-TetS [uncultured bacterium]

833 0.0

AMP53019.1 TetM-TetW-Tet0-TetS [uncultured bacterium]

829 0.0

CAJ09689.1 tetracycline resistance protein [Enterococcus faec...
826 0.0

ACL29762.1 tetracycline resistance protein TetW [Bifidobacter...
823 0.0

SCP96838.1 translation elongation factor 2 (EF-2/EF-G) [Anaer...
823 0.0

AP033198.1 EF-G: translation elongation factor [uncultured ba...
821 0.0

WP_070604146.1 GTP-binding protein [Rothia sp. HMSC062H08]

816 0.0

CAJ09685.1 tetracycline resistance protein [Lactobacillus pla...
816 0.0



WP_050282912.1 TetM/TetW/Tet0/TetS family tetracycline resist...
814 0.0

WP_081636729.1 TetM/TetW/Tet0/TetS family tetracycline resist...
811 0.0

KOA53398.1 elongation factor G [Bifidobacterium breve MCC 0305]

811 0.0
AVE02224.1
810 0.0
AVE02236.1
810 0.0
AVE02243.1
810 0.0
AVE02230.1
809 0.0
AVE02216.1

TetM

TetM

TetM

TetM

TetM

[Neisseria
[Neisseria
[Neisseria
[Neisseria

[Neisseria

gonorrhoeael
gonorrhoeael
gonorrhoeael
gonorrhoeael

gonorrhoeael

808 0.0

AVE@2221.1 TetM [Neisseria gonorrhoeael

808 0.0

ACIQ2031.1 tetracycline resistance protein [uncultured bacter...
807 0.0

AVE@2231.1 TetM [Neisseria gonorrhoeael

807 0.0

AMJ37087.1 TetM-TetW-Tet0-TetS [uncultured bacterium]

807 0.0

AMP50915.1 TetM-TetW-Tet0-TetS [uncultured bacterium]

806 0.0

AVE02223.1 TetM [Neisseria gonorrhoeae]

805 0.0

WP_087663472.1 TetM/TetW/Tet0/TetS family tetracycline resist...
805 0.0

WP_070015747.1 TetM/TetW/Tet0/TetS family tetracycline resist...
805 0.0

WP_086141897.1 hypothetical protein [Lactobacillus reuteri]

805 0.0

WP_102790109.1 TetM/TetW/Tet0/TetS family tetracycline resist...
803 0.0

WP_070032070.1 TetM/TetW/Tet0/TetS family tetracycline resist...
800 0.0

WP_070047116.1 TetM/TetW/Tet0/TetS family tetracycline resist...
799 0.0

WP_069988658.1 TetM/TetW/Tet0/TetS family tetracycline resist...
796 0.0

AMP57957.1 TetM-TetW-Tet0O-TetS [uncultured bacterium]

792 0.0

WP_080610153.1 TetM/TetW/Tet0/TetS family tetracycline resist...
791 0.0

EPD48595.1 tetracycline resistance protein tetO [Corynebacter...
791 0.0

WP_050209792.1 TetM/TetW/Tet0/TetS family tetracycline resist...
788 0.0

CQH34122.1 tetracycline resistance protein TetM [Streptococcu...
787 0.0

WP_100618510.1 TetM/TetW/Tet0/TetS family tetracycline resist...
786 0.0



CFP99304.1 tetracycline resistance
786 0.0
WP_078127095.1 TetM/TetW/Tet0/TetS
784 0.0
WP_050269353.1 TetM/TetW/Tet0/TetS
783 0.0
CAR48432.1 tetracycline resistance

783 0.0
CAR48433.1
780 0.0
EEG70485.1
779 0.0
CJI69577.1
778 0.0
ABC61394.1
778 0.0
ACY03204.1
777 0.0
ACY03229.1
776 0.0
ACY03216.1
776 0.0
ACY03231.1
776 0.0
ACY03224.1
776 0.0
ACY03161.1
776 0.0
ACY03156.1
776 0.0
ACY03110.1
776 0.0
ACY03109.1
776 0.0
ACY03096.1
776 0.0
ACY03093.1
776 0.0
ACY03086.1
776 0.0
ACY03059.1
776 0.0
ACY03053.1
776 0.0
ACY03049.1
776 0.0
ACY03044.1
776 0.0
ACY03024.1
776 0.0
ABC61437.1
776 0.0
ABC61396.1
776 0.0
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ACY03177.1
775 0.0
ACY03167.1
775 0.0
ACY03056.1
775 0.0
ABC61443.1
775 0.0
ABC61401.1
775 0.0
ABC61400.1
775 0.0
ABC61438.1
775 0.0
ACY03198.1
775 0.0
ACY03026.1
775 0.0
ABC61393.1
775 0.0
ABC61398.1
775 0.0
ACY03265.1
774 0.0
ACY03213.1
774 0.0
ACY03112.1
774 0.0
ACY03088.1
774 0.0
ACY03039.1
774 0.0
ACY03034.1
774 0.0
CAR48431.1
774 0.0
ABC61428.1
774 0.0
ACY03272.1
774 0.0
ACY03233.1
774 0.0
ACY03202.1
774 0.0
ACY03089.1
774 0.0
ABC61432.1
774 0.0
ABC61421.1
774 0.0
ABC61452.1
774 0.0
ACY03259.1
773 0.0
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protein [uncultured organism]

protein [uncultured organism]
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protein [uncultured organism]

protein [uncultured organism]

protein Tet(M) [Enterococc...
[uncultured organism]
protein [uncultured organism]
protein [uncultured organism]
protein [uncultured organism]
protein [uncultured organism]
[uncultured organism]
[uncultured organism]

[uncultured organism]

protein [uncultured organism]



ACY03242.1
773 0.0
ACY03241.1
773 0.0
ACY03218.1
773 0.0
ACY03138.1
773 0.0
ACY03122.1
773 0.0
ACY03235.1
773 0.0
ACY03152.1
773 0.0
ACY03166.1
773 0.0
ABC61446.1
773 0.0
ACY03197.1
772 0.0
ACY03188.1
772 0.0
ACY03215.1
772 0.0
ACY03148.1
772 0.0
ACY03232.1
771 0.0
ACY03169.1
771 0.0
ACY03038.1
771 0.0
ACY03033.1
771 0.0
ABC61444.1
771 0.0
ABC61464.1
771 0.0
ACY03251.1
771 0.0
ACY03244.1
771 0.0
ACY03238.1
771 0.0
ACY03228.1
771 0.0
ACY03222.1
771 0.0
ACY03046.1
771 0.0
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771 0.0
ACY03264.1
771 0.0
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ABC61434.1
771 0.0
AMP55651.1
770 0.0
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770 0.0
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770 0.0
ACY03023.1
770 0.0
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766 0.0
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765 0.0
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ACY03140.1
761 0.0
ACY03124.1
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760 0.0
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ACY03063.1
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ACY03037.1
760 0.0
ABC61424.1
760 0.0
AMP51880.1
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[uncultured organism]



ABC61376.1
759 0.0
ACY03263.1
759 0.0
ACY03254.1
759 0.0
ACY03185.1
759 0.0
ACY03098.1
759 0.0
ABC61397.1
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ACY03266.1
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ACY03261.1
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ACY03250.1
759 0.0
ACY03210.1
759 0.0
ABC61450.1
759 0.0
ABC61458.1
759 0.0
ACY03195.1
758 0.0
ACY03174.1
758 0.0
ACY03171.1
758 0.0
ACY03151.1
758 0.0
ACY03120.1
758 0.0
ACY03047.1
758 0.0
ACY03028.1
758 0.0
CAR48430.1
758 0.0
ACY03208.1
758 0.0
ACY03159.1
758 0.0
ACY03104.1
758 0.0
ABC61381.1
758 0.0
ACY03077.1
758 0.0
ACY03050.1
758 0.0
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ABC61383.1
758 0.0
ABC61390.1
758 0.0
AAP21776.1
758 0.0
ACY03268.1
757 0.0
ACY03107.1
757 0.0
ACY03192.1
757 0.0
ACY03144.1
757 0.0
ACY03057.1
757 0.0
ABC61388.1
757 0.0
ACY03225.1
756 0.0
ACY03043.1
756 0.0
ACY03219.1
756 0.0
ABC61426.1
756 0.0
ABC61375.1
756 0.0
ABC61391.1
756 0.0
ACY03194.1
755 0.0
ACY03051.1
755 0.0
ACY03247.1
754 0.0
ABC61384.1
754 0.0
ABC61448.1
754 0.0
ACY03189.1
754 0.0
ACY03153.1
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ABC61386.1
754 0.0
ACY03256.1
754 0.0
ACY03249.1
753 0.0
ACY03191.1
753 0.0
ACY03074.1
753 0.0

tetracycline resistance [uncultured organism]
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740 0.0

resistance

resistance

resistance

resistance

WP_085842501.1 GTP-binding protein
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[uncultured organism]

[Enterococcus faecium]

738 0.0
ACY03066.1 tetracycline
738 0.0
ACYQ3064.1 tetracycline
738 0.0
ACY03142.1 tetracycline
738 0.0
ACY03175.1 tetracycline
738 0.0
ACY03121.1 tetracycline
738 0.0

resistance

resistance

resistance

resistance

resistance

protein
protein
protein
protein

protein

[uncultured
[uncultured
[uncultured
[uncultured

[uncultured

organism]
organism]
organism]
organism]

organism]



ABC61416.1 tetracycline
737 0.0
ABC61425.1 tetracycline
737 0.0
ABC61462.1 tetracycline
737 0.0
0UK46079.1 tetracycline
737 0.0
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resistance

WP_085815752.1 GTP-binding protein

737 0.0
ACY03271.1
737 0.0
ABC61402.1
736 0.0
ACY03221.1
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736 0.0
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733 0.0
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732 0.0
ABC61417.1
732 0.0
ABC61423.1
731 0.0
ABC61457.1
731 0.0

tetracycline
tetracycline
tetracycline
tetracycline
tetracycline
tetracycline
tetracycline
tetracycline

tetracycline

resistance

resistance

resistance

resistance

resistance

resistance

resistance

resistance

resistance

WP_105166162.1 GTP-binding protein
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[uncultured organism]

protein [uncultured organism]
[uncultured organism]
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[Escherichia coli]

AMJ37904.1 TetM-TetW-TetO0-TetS [uncultured bacterium]

731 0.0

ACY03237.1 tetracycline resistance protein [uncultured organism]

730 0.0

ACY03115.1 tetracycline resistance protein [uncultured organism]

729 0.0



ACY03076.1 tetracycline resistance protein [uncultured organism]
Z§261455?i® tetracycline resistance [uncultured organism]
Z§g34029?i® ferrous iron transport protein B [uncultured bacte...
15261422?i0 tetracycline resistance [uncultured organism]
13303@27?i@ tetracycline resistance protein [uncultured organism]
Zg$03131?i@ tetracycline resistance protein [uncultured organism]
Zg$03@45?i@ tetracycline resistance protein [uncultured organism]
Zg$@3172?i® tetracycline resistance protein [uncultured organism]
E§$49119?i® GTP-binding domain protein [Enterococcus faecalis ...
ng@2518?é?4.1 TetM/TetW/Tet0/TetS family tetracycline resist...
Zg$@3137?i® tetracycline resistance protein [uncultured organism]
a§i®61®98é21.1 GTP-binding protein [Enterococcus faecium]
133@3134?i® tetracycline resistance protein [uncultured organism]
Z§é61461?i@ tetracycline resistance [uncultured organism]
1&353599?i@ TetM-TetW-Tet0-TetS [uncultured bacterium]
1&332412?i@ TetM-TetW-Tet0-TetS [uncultured bacterium]
Xé$03258?i@ tetracycline resistance protein [uncultured organism]
Xé$@3200?i® tetracycline resistance protein [uncultured organism]
Zé$@318@?i® tetracycline resistance protein [uncultured organism]
1;333417?i® TetM-TetW-Tet0-TetS [uncultured bacterium]
Zé$@3@36?i® tetracycline resistance protein [uncultured organism]
Zé897480?i® truncated tetracycline resistance protein [Bifidob...
Léi060782§?4.1 tetracycline resistance protein tetM [Campylob...
3831823l?i0 tetracycline resistance protein TetM transposon [E...
707 0.0

AKS25200.1 TetM [Ureaplasma parvum]

705 0.0

AAR22500.1 tetracycline resistance protein [Lactobacillus sakeil
§§§031652i2 tetracycline resistance protein [uncultured organism]



ABC61465.1 tetracycline resistance [uncultured organism]
32?@5@3@26?@.1 GTP-binding protein [Streptococcus agalactiae]
323105222é81.1 GTP-binding protein [Enterococcus faecium]
22326394?i0 tetracycline-resistance protein [Streptococcus pyo...
3§3104768A23.1 GTP-binding protein [Enterococcus faecium]
223@3168?i@ tetracycline resistance protein [uncultured organism]
3g210477?égl.1 GTP-binding protein [Enterococcus faecium]
2228012®?i@ elongation factor Tu domain 2 [Tyzzerella nexilis ...
3Ei@7241852@.1 tetracycline resistance protein [Ruminococcus ...
2g826792?i® ferrous iron transport protein B [uncultured bacte...
ng@5755?%g6.1 GTP-binding protein [Streptococcus pneumoniae]
S;?1®®@4gég4.1 tetracycline resistance ribosomal protection p...
3;i@8614gig4.1 elongation factor G [Lactobacillus reuteril
2;828®25?i® ferrous iron transport protein B [uncultured bacte...
268818@1?i@ Tetracycline resistance protein tetM from transpos...
3;i@5®69g%g9.1 tetracycline resistance ribosomal protection p...
S;i@2523gég8.1 TetM/TetW/Tet0/TetS family tetracycline resist...
22%03030?i® tetracycline resistance protein [uncultured organism]
Sg2@92242é86.1 tetracycline resistance ribosomal protection p...
Sg?@@2322§21.1 TetM/TetW/Tet0/TetS family tetracycline resist...
22?57437?i® tetracycline resistance protein [Bifidobacterium p...
EE$049@4?i® GTP-binding domain protein [Phascolarctobacterium ...
§§231390?i® tetracycline resistance protein tetM [Enterococcus...
2g331176?i0 EF-G: translation elongation factor [uncultured ba...
ggé9@217?i@ Tetracycline resistance protein tetM from transpos...
23547123?i@ TetM-TetW-Tet0-TetS [uncultured bacterium]
2255744@Zi2 tetracycline resistance protein [Bifidobacterium a...



AMP55463.1 TetM-TetW-TetO-TetS [uncultured bacterium]
660 0.0

CAJ57439.1 tetracycline resistance protein [Bifidobacterium a...

660 0.0

CAJ57441.1 tetracycline resistance protein [Bifidobacterium a...

659 0.0
ACT97609.1 TetW [uncultured organism]
658 0.0

WP_026891211.1 TetM/TetW/Tet0/TetS family tetracycline resist...

657 0.0

AMP54011.1 TetM-TetW-Tet0-TetS [uncultured bacterium]

654 0.0

WP_085910368.1 elongation factor G [Enterococcus faecium]

653 0.0

WP_100303572.1 tetracycline resistance ribosomal protection p...

653 0.0

WP_081140374.1

652 0.0

WP_084913399.1

652 0.0

WP_044755690.1

652 0.0

WP_013273781.1

650 0.0

AAN84500.1 tetracycline resistance protein [Lactobacillus sak...

650 0.0
AIW80491.1
649 0.0
AAN84489.1
648 0.0
CKE26186.1
648 0.0
AAN84498.1
647 0.0
AAN84481.1
646 0.0
AAN84484.1
646 0.0
CAG28845.1
646 0.0
AAN84492.1
646 0.0
AAN84486.1
645 0.0
AAN84482.1
645 0.0
AAN84478.1
644 0.0
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644 0.0
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EGG59021.1 elongation factor Tu domain 2 [Enterococcus faecal...
gi251931?i® tetracycline resistance protein TetM [Enterococcus...
2i384501?i® tetracycline resistance protein [Lactobacillus pla...
2i384493?i0 tetracycline resistance protein [Lactobacillus pla...
2:251932?i@ tetracycline resistance protein TetM [Enterococcus...
2125193@?i@ tetracycline resistance protein TetM [Enterococcus...
3§i@8@46gi25.1 elongation factor G [Enterococcus faecium]
2§327239?i® ferrous iron transport protein B [uncultured bacte...
2158448@?i® tetracycline resistance protein [Lactobacillus cur...
21584485?i® tetracycline resistance protein [Lactobacillus sak...
23%4798l?i® TetW [Haemophilus parainfluenzael

641 0.0

AAN84491.1 tetracycline resistance protein [Lactobacillus ali...
21&84488?i® tetracycline resistance protein [Lactobacillus sak...
23584479?i@ tetracycline resistance protein [Lactobacillus sak...
23&@3114?i@ tetracycline resistance protein [uncultured organism]
2:384497?i@ tetracycline resistance protein [Lactobacillus pla...
Sﬁ?@SSSS?igl.l elongation factor G [Enterococcus faecium]
2i384483?i® tetracycline resistance protein [Lactobacillus sak...
22384487?i® tetracycline resistance protein [Lactobacillus sak...
22384494?i® tetracycline resistance protein [Lactobacillus pla...
SifIGGGZgégG.l tetracycline resistance ribosomal protection p...
22528847?i® tetracycline resistance protein tetM [Listeria mon...
25337115?i0 TetM-TetW-Tet0-TetS [uncultured bacterium]
22&84499?i0 tetracycline resistance protein [Lactobacillus cur...
23348@@8?i@ TetM-TetW-Tet0-TetS [uncultured bacterium]
3§f@744@gig3.1 elongation factor G [Enterococcus faecium]
§§§@6542§é§1.1 TetM/TetW/Tet0/TetS family tetracycline resist...



AMP55037.1 TetM-TetW-TetO-TetS [uncultured bacterium]
635 0.0

WP_085837565.1 tetracycline resistance ribosomal protection p...

634 0.0
ABP01799.1 TetW [Bifidobacterium longum]
632 0.0

WP_085812146.1 GTP-binding protein [Enterococcus faecium]
630 0.0

WP_024411341.1 TetM/TetW/Tet0/TetS family tetracycline resist...

630 0.0

KwWw59413.1 tetracycline resistance protein tetM [Enterococcus...

629 0.0

Kww87505.1 tetracycline resistance protein tetM [Enterococcus...

628 0.0

EFY05111.1 elongation factor G domain protein [Phascolarctoba...

627 0.0

WP_050306474.1 tetracycline resistance protein tetM [Streptoc...

627 0.0

WP_040565034.1 tetracycline resistance protein tetM [Phascola...

627 0.0

WP_057030721.1 tetracycline resistance protein tetM [Campylob...

626 0.0

WP_002347658.1 tetracycline resistance protein tetM transposo...

625 0.0
WP_101706231.1 elongation factor G [Enterococcus faecium]
625 0.0

KwWX94480.1 tetracycline resistance protein tetM [Enterococcus...

625 0.0

AP035061.1 EF-G: translation elongation factor [uncultured ba...

624 0.0

AUT06869.1 Tetracycline resistance protein TetS [Streptococcu...

624 0.0

ELB79897.1 tetracycline resistance protein tetM transposon [E...

S§i086322i21.1 elongation factor G [Enterococcus faecium]
Sgi@8@44gé?7.1 elongation factor G [Enterococcus faecium]
Sgi@8@44gé?3.1 elongation factor G [Enterococcus faecium]
§§§@8@@3§é2®.1 elongation factor G [Enterococcus faecium]

WP_033644845.1 TetM/TetW/Tet0/TetS family tetracycline resist...

623 0.0

WP_057034403.1 tetracycline resistance protein tetM [Campylob...

622 0.0

BAG12531.1 tetracycline resistance protein [Streptococcus pne...

621 0.0

WP_060806737.1 tetracycline resistance protein tetM [Enteroco...

621 0.0

KL068607.1 tetracycline resistance protein tetM [Enterococcus...

621 0.0

BAG12549.1 tetracycline resistance protein [Streptococcus pne...

620 0.0



CAJ57438.1 tetracycline resistance protein, partial [Bifidoba...
g§215977?i® TPA: tetracycline resistance ribosomal protection ...
3&?@6077gé?4.1 tetracycline resistance protein tetM [Enteroco...
2&217273?i0 tetracycline resistance protein TetM [Streptococcu...
2%847219?i@ putative conjugative element protein [Streptococcu...
26&50895?i@ tetracycline resistance protein TetM [Streptococcu...
3%?@4734?%29.1 tetracycline resistance protein tetM [Enteroco...
2;335®7®?i® Elongation factor G, domain IV [uncultured bacterium]
2;§49329?i® TetM-TetW-Tet0-TetS [uncultured bacterium]

613 0.0

ACT97608.1 TetW [uncultured organism]

613 0.0
KFI81886.1 TetW [Bifidobacterium pullorum]
611 0.0

AP032484.1 EF-G: translation elongation factor [uncultured ba...
E$g39648?i® tetracycline resistance protein tetW [Bifidobacter...
2&25@714?i@ TetM-TetW-Tet0-TetS [uncultured bacterium]
22335111?i@ Elongation factor G, domain IV [uncultured bacterium]
22341@@1?i@ Tet0 [Campylobacter colil

602 0.0

SFW54395.1 Elongation Factor G, domain II [Ruminococcus sp. Y...
ngﬂ607ggigl.1 GTP-binding protein [Campylobacter coli]
Sg?@6@783622.1 GTP-binding protein [Campylobacter coli]
2??29591?i® truncated tetracycline resistance protein [Campylo...
agf@244lgi25.1 TetM/TetW/Tet0/TetS family tetracycline resist...
22328026?i® Elongation factor G, domain IV [uncultured bacterium]
22§97266?i0 truncated tetracycline resistant protein [Campylob...
22&49@56?i0 truncated tetracycline resistance protein [Campylo...
2%;29618?i@ truncated tetracycline resistance protein [Campylo...
23;50518?i@ TetM-TetW-Tet0-TetS [uncultured bacterium]
§§§06928§é§2.1 GTP-binding protein [Campylobacter jejuni]



ABW36895.1 TetW [Bifidobacterium adolescentis]

593 0.0

WP_007391378.1 TetM/TetW/Tet0/TetS family tetracycline resist...
22%29604?i® truncated tetracycline resistance protein [Campylo...
32?070058é21.1 tetracycline resistance ribosomal protection p...
a§207®012é?7.1 tetracycline resistance ribosomal protection p...
2?316469?i@ putative tetracycline resistance protein [uncultur...
23202@64?i@ tetracycline resistance protein TetM [Streptococcu...
22?21775?i@ putative ribosomal protection protein [uncultured ...
2?81647@?i® putative tetracycline resistance protein [uncultur...
2?316471?i® putative tetracycline resistance protein [uncultur...
g§299974?i® ribosomal protection protein Tet(M) [Vibrio sp. KR...
g§299972?i® ribosomal protection protein Tet(M) [Gram-positive...
332@5517362@.1 GTP-binding protein [[Ruminococcus] gnavus]
21299975?i® ribosomal protection protein Tet(M) [Lactococcus g...
21316472?i@ putative tetracycline resistance protein [uncultur...
21299973?i@ ribosomal protection protein Tet(M) [Photobacteriu...
aZZQ57@3?ég4.1 tetracycline resistance protein tetM [Campylob...
2§g50909?i® TetM-TetW-Tet0-TetS [uncultured bacterium]
3Zi@8@44gég3.1 elongation factor G [Enterococcus faecium]
2;251376?i® TetM-TetW-Tet0-TetS [uncultured bacterium]
2;329429?i® elongation factor G [Pediococcus acidilactici]
31399976?i® ribosomal protection protein Tet(M) [Lactococcus g...
ag208096gég3.1 elongation factor G [Enterococcus cecorum]
ES§371®4?i0 tetracycline resistance protein tetM transposon Tn...
2??81887?i@ tetracycline resistance protein TetW [Bifidobacter...
ag208583gég4.1 elongation factor G [Enterococcus faecium]
§§§07439§é§8.1 elongation factor G [Enterococcus faecium]



WP_087704884.1 GTP-binding protein [Campylobacter jejunil
560 0.0
WP_094850703.1 GTP-binding protein [Enterococcus faecium]
558 0.0
WP_098381401.1 elongation factor G [Enterococcus faecium]
556 0.0

GAK48687.1 putative tetracycline resistance protein tetM [Lac...

555 0.0
WP_087121934.1 elongation factor G [Enterococcus faecium]
554 0.0

WP_010731388.1 tetracycline resistance protein tetM [Enteroco...

553 0.0

WP_013668947.1 tetracycline resistance ribosomal protection p...

553 0.0

WP_063856413.1 tetracycline resistance ribosomal protection p...

552 0.0

AFC62153.1 translation elongation factor G [Enterococcus faec...

552 0.0
WP_077149101.1 MULTISPECIES: elongation factor G [Bacilli]
552 0.0

EJX67401.1 elongation factor Tu domain 2 [Enterococcus faeciu...

551 0.0

WP_095257136.1 tetracycline resistance ribosomal protection p...

551 0.0

WP_045078625.1 tetracycline resistance ribosomal protection p...

550 0.0

WP_010730930.1 tetracycline resistance protein tetM [Enteroco...

550 0.0

WP_095283056.1 tetracycline resistance ribosomal protection p...

550 0.0

WP_025642386.1 MULTISPECIES: tetracycline resistance ribosoma...

550 0.0

WP_054252248.1 tetracycline resistance ribosomal protection p...

550 0.0

WP_063856412.1 tetracycline resistance ribosomal protection p...

550 0.0

ANZ79471.1 tetracycline resistance protein TetQ [Helcococcus ...

549 0.0

S0D12959.1 small GTP-binding protein domain-containing protei...

548 0.0

AMP53212.1 elongation factor Tu GTP binding domain protein [u...

548 0.0

WP_095236811.1 tetracycline resistance ribosomal protection p...

547 0.0

AMP50920.1 elongation factor Tu GTP binding domain protein [u...

547 0.0

WP_039256333.1 tetracycline resistance ribosomal protection p...

547 0.0
WP_100630146.1 GTP-binding protein [Campylobacter jejunil
547 0.0

WP_095335272.1 tetracycline resistance ribosomal protection p...

546 0.0

WP_075660133.1 tetracycline resistance ribosomal protection p...

546 0.0



WP_095307524.1 tetracycline resistance ribosomal protection p...
a§f095282§26.1 tetracycline resistance ribosomal protection p...
3§E09534?i?5.1 tetracycline resistance ribosomal protection p...
gi356484?i0 tetracycline resistance protein tetQ [Staphylococc...
3§509525gég@.1 tetracycline resistance ribosomal protection p...
a§561857gég3.1 tetracycline resistance ribosomal protection p...
335@@9243926.1 hypothetical protein [Lachnospiraceae bacteriu...
a§569527gi8®.1 tetracycline resistance ribosomal protection p...
asj@95238925.1 tetracycline resistance ribosomal protection p...
2§334@3@?i® Elongation factor G, domain IV [uncultured bacterium]
a§i09525?683.1 tetracycline resistance ribosomal protection p...
a§i®9524g%g3.1 tetracycline resistance ribosomal protection p...
a§3@9533gé39.1 tetracycline resistance ribosomal protection p...
a§i®952586?6.1 tetracycline resistance ribosomal protection p...
3§i@9525?§27.1 tetracycline resistance ribosomal protection p...
aﬁi@9533?é?1.1 tetracycline resistance ribosomal protection p...
3§309533gég3.1 tetracycline resistance ribosomal protection p...
3§E@9533?é89.1 tetracycline resistance ribosomal protection p...
aﬁi@95288i29.1 tetracycline resistance ribosomal protection p...
aﬁi@9534?ég7.1 tetracycline resistance ribosomal protection p...
E§3@5334?i® Tet(32) protein [Coprobacillus sp. 29 1]

540 0.0

EGN48717.1 hypothetical protein HMPREFQ990_00618 [Lachnospira...
28§48375?i0 tetracycline resistance protein tetM [Campylobacte...
28?04765?i0 tetracycline resistance protein tetM [Campylobacte...
23?56696?i@ tetracycline resistance protein tetM [Campylobacte...
2gg31155?i@ Elongation factor G, domain IV [uncultured bacterium]
§§§16834Zi2 tetracycline resistance protein TetM [Streptococcu...



WP_080440770.1 elongation factor G [Enterococcus faecium]

530 0.0

EQC82011.1 hypothetical protein HSIEG1_3466 [Enterococcus Sp....
530 0.0

AFC92984.1 tetracycline resistance protein TetM [Streptococcu...
530 0.0

WP_084744561.1 elongation factor G [Dielma fastidiosal

530 0.0

WP_001827031.1 TetM/TetW/Tet0/TetS family tetracycline resist...
530 0.0

WP_001842401.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...
530 0.0

EF068117.1 elongation factor G domain protein [Lactobacillus ...
530 0.0

WP_087449168.1 elongation factor G [Lactobacillus salivarius]
529 0.0

EFQ49657.1 elongation factor G domain protein [Lactobacillus ...
529 0.0

WP_001818474.1 TetM/TetW/Tet0/TetS family tetracycline resist...
529 0.0

WP_000288739.1 TetM/TetW/Tet0/TetS family tetracycline resist...
528 0.0

WP_005592190.1 TetM/TetW/Tet0/TetS family tetracycline resist...
528 0.0

EF069476.1 elongation factor G domain protein [Lactobacillus ...
528 0.0

EZM54652.1 tetracycline resistance protein tetM [Streptococcu...
527 0.0

WP_001826584.1 MULTISPECIES: TetM/TetW/Tet0/TetS family tetra...
526 0.0

WP_088745803.1 elongation factor G [Enterococcus hirael

524 le-180

EGL86972.1 elongation factor G, domain IV [Streptococcus oral...
524 le-180

WP_095306029.1 tetracycline resistance ribosomal protection p...
536 2e-180

WP_078846499.1 elongation factor G [Streptococcus pneumoniae]
524 2e-180

WP_088775667.1 elongation factor G [Enterococcus hirael

523 2e-180

PAF98180.1 tetracycline resistance protein tetQ [Staphylococc...
535 3e-180

ALQ80975.1 truncated tetracycline resistance protein TetO [Ca...
523 5e-180

WP_095338440.1 tetracycline resistance ribosomal protection p...
534 6e-180

AMP50106.1 TetM-TetW-TetO-TetS [uncultured bacterium]

523 2e-179

WP_095303420.1 tetracycline resistance ribosomal protection p...
532 4e-179

AMP52936.1 TetM-TetW-TetO-TetS [uncultured bacterium]

525 4e-179

WP_095337545.1 tetracycline resistance ribosomal protection p...
531 8e-179



WP_082425725.1 GTP-binding protein [[Eubacterium] halliil

521 le-178

AMP55021.1 elongation factor G, domain IV [uncultured bacterium]
518 8e-178

WP_095314941.1 tetracycline resistance ribosomal protection p...
528 9e-178

WP_001817446.1 MULTISPECIES: TetM/TetW/TetO/TetS family tetra...
516 le-177

WP_080441669.1 elongation factor G [Enterococcus faecium]

516 2e-177

EJG80815.1 elongation factor G family protein [Streptococcus ...
516 2e-177

EHT67641.1 elongation factor G family protein [Staphylococcus...
514 le-176

WP_095242221.1 tetracycline resistance ribosomal protection p...
525 2e-176

KQI39558.1 tetracycline resistance protein tetM [Campylobacte...
512 5e-176

WP_104885109.1 elongation factor G [Enterococcus faecalis]

511 le-175

WP_095276488.1 tetracycline resistance ribosomal protection p...
523 le-175

KQI16481.1 tetracycline resistance protein tetM [Campylobacte...
510 2e-175

AP035579.1 ferrous iron transport protein B [uncultured bacte...
512 3e-175

CRH79370.1 Protein translation elongation factor G (EF-G) [Ch...
509 5e-175

WP_095231744.1 tetracycline resistance ribosomal protection p...
521 6e-175

AMP47006.1 TetM-TetW-TetO-TetS [uncultured bacterium]

508 7e-175

CMZ52844.1 tetracycline resistance protein TetM [Streptococcu...
506 5e-174

ABN50376.1 TetW [Bifidobacterium longum subsp. longum]

503 6e-174

WP_095157387.1 elongation factor G [Escherichia coli]

505 le-173

AMP52945.1 elongation factor Tu GTP binding domain protein [u...
508 le-173

WP_095239837.1 tetracycline resistance ribosomal protection p...
517 3e-173

SMH82925.1 tetracycline resistance protein TetP [Enterococcus...
508 3e-173

WP_095248115.1 tetracycline resistance ribosomal protection p...
516 7e-173

WP_095315064.1 tetracycline resistance ribosomal protection p...
516 7e-173

WP_018109503.1 tetracycline resistance ribosomal protection p...
516 7e-173

WP_088656287.1 tetracycline resistance ribosomal protection p...
515 le-172

CJG39265.1 tetracycline resistance protein TetM [Streptococcu...
503 le-172



ABN50371.1 TetW [Bifidobacterium bifidum]

500 le-172
ABN50372.1 TetW [Bifidobacterium bifidum]
499 2e-172

WP_006744283.1 tetracycline resistance ribosomal protection p...
514 3e-172

ABN50378.1 TetW [Bifidobacterium animalis subsp. lactis]

499 4e-172

WP_086980648.1 MULTISPECIES: tetracycline resistance ribosoma...
513 6e-172

WP_095237498.1 tetracycline resistance ribosomal protection p...
510 le-171

ABN50373.1 TetW [Bifidobacterium bifidum]

497 le-171

SDA33454.1 small GTP-binding protein domain-containing protei...
497 2e-171

ABN50370.1 TetW [Bifidobacterium longum subsp. longum]

496 4e-171

CID86533.1 tetracycline resistance protein TetM [Streptococcu...
498 7e-171

WP_095316442.1 tetracycline resistance ribosomal protection p...
508 6e-170

CJE23849.1 tetracycline resistance protein TetM [Streptococcu...
497 3e-169

WP_095235796.1 tetracycline resistance ribosomal protection p...
506 6e-169

EWH39649.1 tetracycline resistance protein tetW [Bifidobacter...
490 le-168

PAJ44070.1 tetracycline resistance protein tetQ [Staphylococc...
505 2e-168

CMV04022.1 tetracycline resistance protein TetM [Streptococcu...
494 6e-168

ACI02008.1 tetracycline resistance protein [uncultured bacter...
487 7e-168

EF070334.1 elongation factor G domain protein [Lactobacillus ...
490 le-167

AP031201.1 Elongation factor G, domain IV [uncultured bacterium]
490 le-167

EHZ99044.1 elongation factor G, domain IV family protein [Str...
489 le-167

ACD97481.1 truncated tetracycline resistance protein [Bifidob...
488 2e-167

WP_001825260.1 elongation factor G [Streptococcus pneumoniae]
489 2e-167

AHF25350.1 ribosomal protection tetracycline resistance prote...
485 9e-167

AMJ37888.1 elongation factor G, domain IV [uncultured bacterium]
487 le-166

KQI20590.1 tetracycline resistance protein tetM [Campylobacte...
487 2e-165

WP_100356330.1 tetracycline resistance ribosomal protection p...
494 2e-164

ABN50377.1 TetW [Bifidobacterium animalis subsp. lactis]

478 6e-164



WP_005799729.1 tetracycline resistance ribosomal protection p...

492 9e-164
ABI26642.1 TetM [Streptococcus sp. CJ]
482 le-163

PQF67328.1 tetracycline resistance ribosomal protection prote...

483 le-163

WP_005794074.1 tetracycline resistance ribosomal protection p...

492 le-163

WP_095337845.1 tetracycline resistance ribosomal protection p...

491 3e-163
ABN50379.1 TetW [Bifidobacterium animalis subsp. lactis]
476 3e-163

WP_008645586.1 MULTISPECIES: tetracycline resistance ribosoma...

491 4e-163

AEW22283.1 elongation factor Tu GTP binding domain protein [T...

490 6e-163

WP_007366526.1 MULTISPECIES: tetracycline resistance ribosoma...

490 6e-163

OWw57410.1 tetracycline resistance protein tetM [Enterococcus...

480 9e-163
AMP49708.1 tet_ribosomoal_protect [uncultured bacterium]
489 le-162
AMP55332.1 tet_ribosomoal_protect [uncultured bacterium]
489 le-162
AMP52289.1 tet_ribosomoal_protect [uncultured bacterium]
489 2e-162

WP_016278665.1 tetracycline resistance ribosomal protection p...

489 3e-162

WP_049702038.1 tetracycline resistance ribosomal protection p...

488 3e-162

WP_074705912.1 tetracycline resistance ribosomal protection p...

488 6e-162

AP033635.1 feoB: ferrous iron transport protein [uncultured b...

488 7e-162

WP_005861693.1 MULTISPECIES: tetracycline resistance ribosoma...

487 8e-162

WP_094380917.1 tetracycline resistance ribosomal protection p...

487 le-161

WP_036865782.1 tetracycline resistance ribosomal protection p...

487 le-161

WP_044066144.1 tetracycline resistance ribosomal protection p...

487 2e-161

EEU51539.1 putative translation elongation factor G [Parabact...

487 2e-161

WP_074708051.1 tetracycline resistance ribosomal protection p...

486 2e-161

WP_095264430.1 tetracycline resistance ribosomal protection p...

486 2e-161

EFV16581.1 elongation factor G [Lachnospiraceae bacterium 5_1...

473 2e-161

WP_005816789.1 tetracycline resistance ribosomal protection p...

486 2e-161

WP_006255810.1 tetracycline resistance ribosomal protection p...

486 3e-161



WP_004310568.1

MULTISPECIES:

tetracycline
tetracycline
tetracycline

tetracycline

MULTISPECIES:

CAA79727.1 TetA(Q)2 protein

0YN69742.1 tetracycline resistance ribosomal protection prote...

ABN50369.1 TetW [Bifidobacterium brevel

AP035112.1 ferrous iron transport protein B [uncultured bacte...

486 3e-161
WP_036887565.1
486 3e-161
WP_042987717.1
486 3e-161
WP_042520198.1
486 4e-161
WP_044080776.1
486 4e-161
WP_002560998.1
486 4e-161
486 5e-161
WP_032557833.1
485 5e-161
471 6e-161
WP_005796948.1
485 6e-161
WP_005802293.1
485 6e-161
WP_089543219.1
485 6e-161
WP_102187702.1
485 6e-161
470 6e-161
473 7e-161
WP_106813142.1
485 8e-161
WP_094423033.1
484 %9e-161
WP_095239968.1
485 le-160
WP_005799343.1
484 le-160
WP_077195545.1
484 le-160
WP_032589565.1
484 le-160
WP_057058907.1
484 le-160
WP_063856408.1
485 le-160

tetracycline

tetracycline resistance ribosoma...
resistance ribosomal protection p...
resistance ribosomal protection p...
resistance ribosomal protection p...
resistance ribosomal protection p...

tetracycline resistance ribosoma...

[Bacteroides fragilis]

resistance ribosomal protection p...

tetracycline resistance ribosomal protection

tetracycline resistance ribosomal protection

tetracycline resistance ribosomal protection

tetracycline resistance ribosomal protection

tetracycline resistance ribosomal

tetracycline
tetracycline
tetracycline
tetracycline
tetracycline
tetracycline

tetracycline

resistance

resistance

resistance

resistance

resistance

resistance

resistance

ribosomal

ribosomal

ribosomal

ribosomal

ribosomal

ribosomal

ribosomal

protection
protection
protection
protection
protection
protection
protection

protection

EFI05973.1 tetracycline resistance protein [Bacteroides sp.

485 le-160

WP_063856409.1 tetracycline resistance ribosomal protection

484 le-160

WP_009127153.1 tetracycline resistance ribosomal protection

484 le-160

AUA17601.1 truncated TetO [Campylobacter coli]

471 le-160

[



WP_079046502.1

elongation factor G [Streptococcus pneumoniae]

473 2e-160

AMP55648.1 tet_ribosomoal_protect [uncultured bacterium]

484 2e-160

WP_004293868.1 MULTISPECIES: tetracycline resistance ribosoma...
484 2e-160

WP_074783792.1 tetracycline resistance ribosomal protection p...
484 2e-160

WP_074635749.1 tetracycline resistance ribosomal protection p...
484 2e-160

AAB51122.1 tetracycline resistance protein [Prevotella interm...

484 2e-160

WP_044075064.1 tetracycline resistance ribosomal protection p...
483 3e-160

EFA20356.1 putative translation elongation factor G [Bacteroi...
484 3e-160

WP_055236246.1 tetracycline resistance ribosomal protection p...
483 3e-160

AAZ79478.1 TetQ [Bifidobacterium longum]

484 3e-160

WP_032538282.1 tetracycline resistance ribosomal protection p...

483 3e-160

WP_049139058.1 tetracycline resistance ribosomal protection p...

483 4e-160

EKA87903.1 tetracycline resistance protein tetQ [Bacteroides ...

483 4e-160
WP_106504845.1
471 5e-160
WP_071148955.1
483 5e-160
WP_018676468.1
483 5e-160
WP_005680575.1
483 5e-160
WP_065739727.1
483 5e-160
WP_044073065.1
483 5e-160
WP_005944279.1
482 7e-160

CRH91225.1 Protein translation elongation factor G (EF-G)

469 7e-160
WP_094466893.1
482 9e-160
WP_049129063.1
482 le-159
WP_072831140.1
482 le-159

elongation factor G [Escherichia coli]

tetracycline resistance ribosomal protection p...

tetracycline
tetracycline
MULTISPECIES:

tetracycline

tetracycline resistance ribosomal protection p...

tetracycline resistance ribosomal protection p...
tetracycline resistance ribosomal protection p...

MULTISPECIES: tetracycline resistance ribosoma...

AMP54775.1 tet_ribosomoal_protect [uncultured bacterium]

482 le-159
WP_006849477.1
482 le-159
WP_074560483.1
482 le-159

tetracycline resistance ribosomal protection p...

tetracycline resistance ribosomal protection p...

resistance ribosomal protection p...
resistance ribosomal protection p...
tetracycline resistance ribosoma...

resistance ribosomal protection p...

[Ch...



WP_063856407.1 tetracycline resistance ribosomal protection p...

482 le-159

WP_074558868.1 tetracycline resistance ribosomal protection p...

482 le-159

WP_004371707.1 MULTISPECIES: tetracycline resistance ribosoma...

481 2e-159

WP_049100682.1 tetracycline resistance ribosomal protection p...

481 2e-159

WP_032846090.1 tetracycline resistance ribosomal protection p...

481 2e-159

WP_032602870.1 tetracycline resistance ribosomal protection p...

481 2e-159
AMP53998.1 tet_ribosomoal_protect [uncultured bacterium]
481 2e-159
AMP47132.1 tet_ribosomoal_protect [uncultured bacterium]
481 2e-159

SHH94198.1 ribosomal protection tetracycline resistance prote...

481 2e-159
AMP47005.1 tet_ribosomoal_protect [uncultured bacterium]
481 2e-159

WP_044225003.1 tetracycline resistance ribosomal protection p...

481 2e-159
0wT31781.1 teto [Campylobacter coli HN-CCD@7046]
479 2e-159

WP_023056813.1 MULTISPECIES: tetracycline resistance ribosoma...

481 2e-159

EXZ93467.1 tetracycline resistance protein tetM [Bacteroides ...

481 2e-159

WP_005850524.1 tetracycline resistance ribosomal protection p...

481 3e-159

CBK68392.1 small GTP-binding protein domain [Bacteroides xyla...

481 3e-159

WP_032586787.1 tetracycline resistance ribosomal protection p...

481 3e-159

WP_004291466.1 MULTISPECIES: tetracycline resistance ribosoma...

481 3e-159

WP_036878672.1 tetracycline resistance ribosomal protection p...

481 3e-159

WP_036630022.1 tetracycline resistance ribosomal protection p...

481 4e-159

WP_073342757.1 tetracycline resistance ribosomal protection p...

481 4e-159

WP_087382020.1 tetracycline resistance ribosomal protection p...

480 4e-159
AMP53480.1 tet_ribosomoal_protect [uncultured bacterium]
480 5e-159

PCS24729.1 tetracycline resistance ribosomal protection prote...

464 5e-159
WP_086325387.1 elongation factor G [Enterococcus faecium]
467 6e-159

WP_102697449.1 tetracycline resistance ribosomal protection p...

480 6e-159

WP_060933101.1 tetracycline resistance ribosomal protection p...

480 6e-159



EXZ85794.1 tetracycline resistance protein tetM [Bacteroides ...

480 7e-159

WP_032543185.1 MULTISPECIES: tetracycline resistance ribosoma...

480 7e-159
WP_096920801.1 elongation factor G [Eubacterium sp. YI]
464 8e-159

WP_070706770.1 tetracycline resistance ribosomal protection p...

480 8e-159

WP_032595419.1 tetracycline resistance ribosomal protection p...

480 8e-159

WP_101603347.1 tetracycline resistance ribosomal protection p...

480 8e-159

WP_007896729.1 tetracycline resistance ribosomal protection p...

479 8e-159

WP_008148693.1 MULTISPECIES: tetracycline resistance ribosoma...

480 9e-159

WP_004331540.1 tetracycline resistance ribosomal protection p...

480 9e-159

WP_101542859.1 tetracycline resistance ribosomal protection p...

479 le-158
AMP57743.1 tet_ribosomoal_protect [uncultured bacterium]
479 le-158

CFA01818.1 tetracycline resistance protein TetM [Streptococcu...

465 le-158

WP_095231440.1 tetracycline resistance ribosomal protection p...
479 2e-158

ABP01800.1 TetW [Bifidobacterium longum]

463 2e-158

AMP57708.1 tet_ribosomoal_protect [uncultured bacterium]
479 2e-158

EEG70484.1 elongation factor G domain protein [Bifidobacteriu...

463 2e-158
ABN50380.1 TetW [Bifidobacterium animalis]
463 2e-158

AFH53885.1 TetW tetracycline resistance protein [uncultured o...

462 3e-158

WP_071122301.1 tetracycline resistance ribosomal protection p...

477 4e-158

WP_036926136.1 tetracycline resistance ribosomal protection p...

478 4e-158

WP_066041057.1 tetracycline resistance ribosomal protection p...

478 4e-158

AP029854.1 ferrous iron transport protein B [uncultured bacte...

468 5e-158

WP_032571255.1 tetracycline resistance ribosomal protection p...

478 5e-158
AMP53022.1 tet_ribosomoal_protect [uncultured bacterium]
476 6e-158

0KZ42324.1 tetracycline resistance ribosomal protection prote...

477 9e-158
AMP57961.1 tet_ribosomoal_protect [uncultured bacterium]
477 9e-158

WP_095341089.1 tetracycline resistance ribosomal protection p...

476 3e-157



AP026791.1 Elongation factor G, domain IV [uncultured bacterium]
459 5e-157

WP_044656661.1 tetracycline resistance ribosomal protection p...
471 5e-156

WP_095337479.1 tetracycline resistance ribosomal protection p...
473 6e-156

WP_015391965.1 tetracycline resistance ribosomal protection p...
472 2e-155

AMP54852.1 tet_ribosomoal_protect [uncultured bacterium]

471 2e-155

WP_027631504.1 tetracycline resistance ribosomal protection p...
471 2e-155

PLK29559.1 tetracycline resistance ribosomal protection prote...
453 le-154

WP_077829768.1 tetracycline resistance ribosomal protection p...
469 2e-154

AMP57963.1 elongation factor Tu GTP binding domain protein [u...
458 3e-154

AMP56085.1 elongation factor Tu domain 2 [uncultured bacterium]
453 3e-154

WP_017210340.1 tetracycline resistance ribosomal protection p...
468 3e-154

OUN15238.1 tetracycline resistance ribosomal protection prote...
451 8e-154

AMP53228.1 tet_ribosomoal_protect [uncultured bacterium]

466 9e-154

AMP56777.1 elongation factor G, domain IV [uncultured bacterium]
450 le-153

AP028708.1 Elongation factor G, domain IV [uncultured bacterium]
453 2e-153

AMP52570.1 tet_ribosomoal_protect [uncultured bacterium]

465 3e-153

WP_006440995.1 MULTISPECIES: tetracycline resistance ribosoma...
466 3e-153

WP_068759696.1 tetracycline resistance ribosomal protection p...
464 le-152

KQI09701.1 tetracycline resistance protein tetM [Campylobacte...
451 le-152

WP_023974176.1 tetracycline resistance ribosomal protection p...
464 le-152

WP_083303604.1 elongation factor G [Rothia sp. HMSC062H08]

447 2e-152

WP_039634701.1 tetracycline resistance ribosomal protection p...
463 3e-152

WP_026885591.1 tetracycline resistance ribosomal protection p...
463 3e-152

AMP48947.1 tet_ribosomoal_protect [uncultured bacterium]

462 3e-152

WP_078116767.1 tetracycline resistance ribosomal protection p...
463 4e-152

KIE45688.1 small GTP-binding domain protein [Clostridium arge...
463 5e-152

AMP56792.1 elongation factor G, domain IV [uncultured bacterium]
456 5e-152



PQF66632.1 hypothetical protein CUS68_13010 [Enterococcus fae...
448 6e-152

AMP55022.1 elongation factor G, domain IV [uncultured bacterium]
448 6e-152

PJP40542.1 tetracycline resistance ribosomal protection prote...
448 8e-152

WP_077855104.1 tetracycline resistance ribosomal protection p...
462 8e-152

WP_002405377.1 MULTISPECIES: elongation factor G [Enterococcus]
447 le-151

WP_077843733.1 tetracycline resistance ribosomal protection p...
462 le-151

WP_010964757.1 MULTISPECIES: tetracycline resistance ribosoma...
461 le-151

WP_032122132.1 tetracycline resistance ribosomal protection p...
461 le-151

WP_055342657.1 tetracycline resistance ribosomal protection p...
461 2e-151

AMP53115.1 tet_ribosomoal_protect [uncultured bacterium]

461 2e-151

WP_023050237.1 MULTISPECIES: tetracycline resistance ribosoma...
459 7e-151

EFV16582.1 elongation factor Tu GTP binding domain-containing...
449 8e-151

KQI09521.1 tetracycline resistance protein tetM [Campylobacte...
448 8e-151

WP_103698728.1 tetracycline resistance ribosomal protection p...
459 le-150

AMJ37424.1 tet_ribosomoal_protect [uncultured bacterium]

458 le-150

AMP58094.1 tet_ribosomoal_protect [uncultured bacterium]

458 le-150

WP_004456831.1 tetracycline resistance ribosomal protection p...
458 3e-150

SMM96685.1 tetracycline resistance protein TetP [Enterococcus...
443 4e-150

AMP54171.1 tet_ribosomoal_protect [uncultured bacterium]

457 4e-150

WP_003479689.1 tetracycline resistance ribosomal protection p...
457 4e-150

KKJ73154.1 tetracycline resistance protein tetM [Enterococcus...
447 5e-150

COK17373.1 tetracycline resistance protein TetM [Streptococcu...
442 le-149

WP_057258411.1 tetracycline resistance ribosomal protection p...
456 2e-149

WP_095237487.1 tetracycline resistance ribosomal protection p...
454 2e-149

WP_012478245.1 tetracycline resistance ribosomal protection p...
454 7e-149

WP_102013996.1 hypothetical protein [Klebsiella pneumoniael

443 7e-149

AFQ32088.1 tetracycline resistance protein [Enterococcus sp.

441 9e-149



WP_107196944.1 hypothetical protein [Megasphaera sp. AJH120]

439 9e-149

WP_002581202.1 tetracycline resistance ribosomal protection p...
454 9e-149

WP_008627130.1 tetracycline resistance ribosomal protection p...
453 le-148

SJT57314.1 Tetracycline resistance protein tetM from transpos...
453 2e-148

KQI39023.1 tetracycline resistance protein tetM [Campylobacte...
441 4e-148

WP_043664816.1 tetracycline resistance ribosomal protection p...
451 le-147

KQI19705.1 tetracycline resistance protein tetM [Campylobacte...
436 3e-147

EIA67973.1 teto [Campylobacter coli 1417]

436 3e-147

WP_021656448.1 tetracycline resistance ribosomal protection p...
450 3e-147

AMP53986.1 elongation factor G, domain IV [uncultured bacterium]
436 3e-147

AMJ37436.1 elongation factor Tu GTP binding domain protein [u...
446 7e-147

AMP58049.1 tet_ribosomoal_protect [uncultured bacterium]

448 9e-147

WP_088764565.1 hypothetical protein [Enterococcus hirael

434 le-146

WP_050356083.1 tetracycline resistance ribosomal protection p...
448 2e-146

WP_083599922.1 tetracycline resistance ribosomal protection p...
447 6e-146

AMJ37843.1 elongation factor Tu GTP binding domain protein [u...
446 7e-146

SN084620.1 tetracycline resistance protein TetM [Streptococcu...
435 le-145

ACZ73821.1 Tet0/32/0 [Clostridium butyricum]

433 6e-145

CFAQ1815.1 tetracycline resistance protein TetM [Streptococcu...
432 9e-145

0wWw58801.1 tetracycline resistance protein tetM [Enterococcus...
427 5e-144

WP_094436070.1 tetracycline resistance ribosomal protection p...
436 2e-143

CV025194.1 tetracycline resistance protein TetM [Streptococcu...
429 3e-143

WP_094435820.1 tetracycline resistance ribosomal protection p...
436 4e-143

KFI85012.1 elongation factor G [Bifidobacterium reuteri DSM 2...
423 7e-143

WP_051685219.1 GTP-binding protein [Clostridium sp. KNHs205]

438 le-142

WP_101368346.1 GTP-binding protein [Plantactinospora sp. CNZ320]
438 2e-142

EHZ07660.1 small GTP-binding domain protein [Streptococcus pn...
426 3e-142



WP_049130509.1 tetracycline resistance ribosomal protection p...
432 9e-142

KK172448.1 tetracycline resistance protein tetM [Enterococcus...
421 le-141

WP_069876276.1 GTP-binding protein [Fusibacter sp. 3D3]

436 le-141

WP_035130938.1 tetracycline resistance ribosomal protection p...
432 5e-141

ABN50375.1 TetW [Bifidobacterium animalis]

418 5e-141

WP_001878374.1 hypothetical protein [Enterococcus faecium]

417 2e-140

WP_077073062.1 GTP-binding protein [Mailhella massiliensis]

416 2e-140

AMP54797.1 elongation factor Tu GTP binding domain protein [u...
416 3e-140

AMP53491.1 elongation factor Tu GTP binding domain protein [u...
428 2e-139

AMP57964.1 elongation factor Tu GTP binding domain protein [u...
415 3e-139

CMV03996.1 tetracycline resistance protein TetM [Streptococcu...
414 3e-139

GAK48696.1 putative tetracycline resistance protein tetM [Lac...
415 4e-138

WP_093550044.1 GTP-binding protein [Streptomyces sp. DvalAA-43]
427 4e-138

WP_055742361.1 tetracycline resistance ribosomal protection p...
427 4e-138

KID49811.1 tetracycline resistance protein tetQ [Fusobacteriu...
424 5e-138

WP_072665882.1 hypothetical protein [Escherichia coli]

410 le-137

WP_093258249.1 GTP-binding protein [Thermostaphylospora chrom...
424 3e-137

WP_019421067.1 tetracycline resistance ribosomal protection p...
424 7e-137

AMP50402.1 elongation factor G, domain IV [uncultured bacterium]
409 le-136

WP_089977705.1 GTP-binding protein [Lachnospiraceae bacterium...
422 2e-136

WP_072483911.1 GTP-binding protein [Streptomyces atratus]

422 2e-136

AP029855.1 Elongation factor G, domain IV [uncultured bacterium]
407 2e-136

WP_071699236.1 GTP-binding protein [Eisenbergiella tayi]

421 2e-136

AMP55028.1 elongation factor Tu GTP binding domain protein [u...
405 3e-136

WP_009250390.1 MULTISPECIES: GTP-binding protein [Clostridiales]
421 4e-136

WP_069431425.1 GTP-binding protein [Eisenbergiella tayil]

421 5e-136

WP_069430568.1 GTP-binding protein [Eisenbergiella tayil

419 le-135



WP_021639419.1
419 le-135
WP_069158534.1
419 le-135
WP_102286891.1
419 2e-135
WP_016131565.1
420 3e-135
WP_069154626.1
419 3e-135
WP_073587271.1
418 4e-135
WP_040020662.1
419 8e-135
WP_069409953.1
417 le-134

GTP-binding protein [Clostridium sp. KLE 1755]
GTP-binding protein [Eisenbergiella tayi]
GTP-binding protein [Eisenbergiella massiliensis]
tetracycline resistance ribosomal protection p...
GTP-binding protein [Eisenbergiella tayi]
GTP-binding protein [Anaerocolumna xylanovorans]
GTP-binding protein [Streptomyces sp. 150FB]

MULTISPECIES: GTP-binding protein [Lachnospira...

EEA80788.1 hypothetical protein CLONEX_@3343, partial [Tyzzer...

406 le-133
WP_090666926. 1
415 le-133
WP_025846249. 1
415 2e-133
WP_098360021. 1
414 3e-133
WP_088833155. 1
414 4e-133
WP_098777649.1
413 6e-133
WP_096541513. 1
398 6e-133
WP_088961973.1
414 9e-133
WP_098157013.1
413 9e-133
WP_042511105.1
413 le-132
WP_098604074.1
413 2e-132
WP_097833579.1
412 2e-132
WP_016115276.1
412 2e-132
WP_000207835. 1
412 2e-132

GTP-binding protein [Paenibacillus tianmuensis]
GTP-binding protein [Paenibacillus ehimensis]
tetracycline resistance ribosomal protection p...
GTP-binding protein [Paenibacillus elgiil]
tetracycline resistance ribosomal protection p...
hypothetical protein [Enterococcus faecium]
GTP-binding protein [Micromonospora purpureoch...
tetracycline resistance ribosomal protection p...
tetracycline resistance ribosomal protection p...
tetracycline resistance ribosomal protection p...
tetracycline resistance ribosomal protection p...
MULTISPECIES:

tetracycline resistance ribosoma...

tetracycline resistance ribosomal protection p...

AMP50704.1 elongation factor Tu GTP binding domain protein [u...

399 2e-132
WP_001982467.1
412 3e-132
WP_088094443.1
412 4e-132
WP_003198288.1
412 4e-132
WP_044438193.1
411 4e-132

tetracycline resistance ribosomal protection p...
tetracycline resistance ribosomal protection p...
MULTISPECIES: tetracycline resistance ribosoma...

tetracycline resistance ribosomal protection p...



WP_016127190.1
411 5e-132
WP_000207834.1
411 5e-132
WP_097787011.1
411 6e-132
WP_098719375.1
411 6e-132
WP_098632468.1
411 6e-132
WP_097969867.1
411 6e-132
WP_098114173.1
411 7e-132
WP_098040140.1
411 8e-132
WP_098610209.1
411 8e-132
WP_033797794.1
411 8e-132
WP_097898825.1
411 9e-132
WP_087962609.1
410 9e-132
WP_098716262.1
410 9e-132
WP_000207804.1
410 le-131
WP_097849062.1
410 le-131
WP_098165280.1
410 le-131
WP_069627467.1
410 le-131
WP_098270667.1
410 le-131
WP_098784134.1
410 le-131
WP_072180934.1
410 le-131
WP_098801556.1
410 le-131
WP_098136043.1
410 le-131
WP_098666379.1
410 le-131
WP_003190174.1
410 le-131
WP_088311840.1
410 le-131
WP_078203520.1
410 le-131
WP_098159301.1
410 2e-131

MULTISPECIES:
tetracycline resistance ribosomal protection
tetracycline resistance ribosomal protection
tetracycline resistance ribosomal protection
GTP-binding protein [Bacillus mycoides]
tetracycline resistance ribosomal protection
tetracycline resistance ribosomal protection
tetracycline resistance ribosomal protection
tetracycline resistance ribosomal protection
MULTISPECIES:
MULTISPECIES:
GTP-binding protein [Bacillus mycoides]
tetracycline resistance ribosomal protection
GTP-binding protein [Bacillus cereus]
tetracycline resistance ribosomal protection
tetracycline resistance ribosomal protection
GTP-binding protein [Streptomyces niveus]
GTP-binding protein [Bacillus cereus]
tetracycline resistance ribosomal protection
tetracycline resistance ribosomal protection
tetracycline resistance ribosomal protection
tetracycline resistance ribosomal protection
GTP-binding protein [Bacillus cereus]
MULTISPECIES: GTP-binding protein [Bacillus]
MULTISPECIES: GTP-binding protein [Bacillus]

tetracycline resistance ribosomal protection

tetracycline resistance ribosomal protection

GTP-binding protein [Bacillus ce...

Peuas
Peus

tetracycline resistance ribosoma...

tetracycline resistance ribosoma...



WP_040118804.1
410 2e-131
WP_098328240.1
409 2e-131
WP_063225765.1
409 2e-131
WP_078214468.1
409 2e-131
WP_098206819.1
410 2e-131
WP_018780740.1
409 3e-131
WP_000207829.1
409 3e-131
WP_016101144.1
409 3e-131
WP_098217427.1
409 3e-131
WP_061688473.1
409 3e-131
WP_000207828.1
409 3e-131
WP_088045037.1
409 4e-131
WP_023542570.1
409 4e-131
WP_098806626.1
409 4e-131
WP_090690119.1
409 5e-131
WP_107886692.1
408 5e-131
WP_091258620.1
409 6e-131
WP_087885812.1
409 6e-131
WP_107078481.1
409 6e-131
WP_078437912.1
408 6e-131

KQI57121.1 tetracycline resistance protein tetM [Campylobacte...

395 6e-131
WP_026592882.1
408 8e-131
WP_070139576.1
408 le-130
WP_071727303.1
407 le-130
WP_098160195.1
408 le-130
WP_098198108.1
408 le-130
WP_098475563.1
407 le-130

tetracycline resistance

tetracycline resistance
tetracycline resistance
tetracycline resistance
tetracycline
MULTISPECIES:

GTP-binding protein [Bacillus cereus]

tetracycline resistance ribosomal protection p...

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus thuringiensis]

MULTISPECIES: tetracycline resistance ribosoma...

GTP-binding protein [Streptomyces niveus]

tetracycline resistance ribosomal protection p...

MULTISPECIES: tetracycline resistance ribosoma...

GTP-binding protein [Bacillus sp. 0V752]
GTP-binding protein
GTP-binding protein [Streptomyces alboflavus]

GTP-binding protein [Micromonospora sp. MH33]

tetracycline resistance ribosomal protection p...

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus mycoides]

GTP-binding protein [Bacillus anthracis]

tetracycline resistance ribosomal protection p...

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus cereus]

ribosomal protection p...
ribosomal protection p...
ribosomal protection p...
ribosomal protection p...
resistance ribosomal protection p...

tetracycline resistance ribosoma...

[Micromonospora chaiyaphum...



WP_070168131.1
407 le-130
WP_000207826.1
407 2e-130
WP_000207831.1
407 2e-130
WP_070146670.1
407 2e-130

KQIQ4128.1 tetracycline resistance protein tetM [Campylobacte...

394 2e-130
WP_093772799.1
408 2e-130
WP_078178770.1
407 2e-130
WP_098362301. 1
407 3e-130
WP_087932007.1
407 3e-130
WP_071151433.1
407 3e-130
WP_036681001. 1
407 3e-130
WP_003207541.1
407 3e-130
WP_002127951.1
406 4e-130
WP_006095187. 1
407 4e-130
WP_033730733.1
406 4e-130
WP_088292138.1
406 4e-130
WP_002110574.1
406 5e-130
WP_074543706. 1
406 5e-130
WP_061686980. 1
406 5e-130

0JV64369.1 hypothetical protein BG041_12150 [Clostridiales ba...

405 5e-130
WP_085311774.1
406 5e-130
WP_017561331.1
406 5e-130
WP_070128573.1
406 5e-130
WP_063179400.1
406 6e-130
WP_060750414.1
405 6e-130
WP_100536632.1
405 6e-130
WP_061674877.1
405 6e-130

GTP-binding protein [Bacillus mycoides]

GTP-binding protein [Bacillus cereus]

MULTISPECIES: tetracycline resistance ribosoma...

GTP-binding protein [Bacillus mycoides]

GTP-binding protein [Streptomyces sp. 136MFCol...

GTP-binding protein [Bacillus mycoides]

GTP-binding protein [Bacillus cereus]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus mycoides]

GTP-binding protein [Paenibacillus tyrfis]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus cereus]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus mycoides]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus mycoides]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus mycoides]
GTP-binding protein [Paenibacillus elgiil
GTP-binding protein [Bacillus mycoides]

GTP-binding protein [Paenibacillus sp. GM2FR]

tetracycline resistance ribosomal protection p...



WP_007130363.1
405 6e-130

KQI58253.1 tetracycline resistance protein tetM [Campylobacte...

393 6e-130
WP_002168116. 1
405 6e-130
WP_043446900. 1
406 6e-130
WP_053493716.1
405 7e-130
WP_028405524. 1
405 8e-130
WP_093929439, 1
406 9e-130
WP_098947067. 1
405 1e-129
WP_098608772.1
405 1e-129
WP_098264717.1
405 1e-129
WP_049144675.1
393 1e-129
WP_098321019.1
405 1e-129
WP_088078813. 1
405 1e-129

COF14579.1 tetracycline resistance protein tetM [Streptococcu...

405 le-129
WP_098635641.1
405 2e-129
WP_098124708.1
405 2e-129
WP_078175727.1
404 2e-129
WP_088099180.1
404 2e-129
WP_089547083.1
404 2e-129
WP_062745233.1
404 2e-129
WP_000207769.1
404 2e-129
WP_087996040.1
404 2e-129
WP_070143784.1
404 2e-129
WP_098773602.1
404 2e-129
WP_088994432.1
404 3e-129
WP_000207832.1
404 3e-129
WP_016105246.1
404 3e-129

GTP-binding protein [Paenibacillus lactis]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Streptomyces nodosus]
GTP-binding protein [Bacillus sp. FJAT-18019]
GTP-binding protein [Bacillus sp. J13]

GTP-binding protein [Streptomyces sp. 0k210]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]

tetracycline resistance protein tetM [Enteroco...

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus mycoides]

GTP-binding protein [Bacillus mycoides]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus mycoides]

GTP-binding protein [Bacillus mycoides]

GTP-binding protein [Paenibacillus sp. SSG-1]

GTP-binding protein [Bacillus clausii]

GTP-binding protein [Bacillus anthracis]

GTP-binding protein [Bacillus mycoides]

MULTISPECIES: GTP-binding protein [Bacillus ce...
tetracycline resistance ribosomal protection p...

GTP-binding protein [Micromonospora echinauran...

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]



WP_061403017.1
404 3e-129
WP_098953021. 1
404 3e-129
WP_048374724.1
404 3e-129
WP_002161322.1
404 4e-129
WP_082527939.1
405 4e-129
WP_098586771.1
403 5e-129
WP_038813258.1
403 5e-129
WP_095294276. 1
403 5e-129
WP_058921329.1
404 5e-129
WP_002142307.1
403 5e-129
WP_029442677.1
403 5e-129
WP_028798584.1
404 6e-129
WP_000207827.1
403 6e-129
WP_088031470.1
403 6e-129
WP_095296390. 1
387 6e-129

GTP-binding protein [Bacillus thuringiensis]

GTP-binding protein [Bacillus cereus]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Devosia sp. Root1@5]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus anthracis]

GTP-binding protein [Bacillus clausii]

GTP-binding protein [Streptomyces sp. CdTBO1]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein [Bacillus thuringiensis]

GTP-binding protein [Streptomyces sp. 142MFCol...

GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus thuringiensis]

hypothetical protein [Staphylococcus aureus]

O0QR57093.1 tetracycline resistance protein [Bacillus sp. CDB3]

403 6e-129
WP_061981245.1
403 7e-129
WP_063346325.1
404 7e-129
WP_075395781.1
403 8e-129
WP_098835740.1
403 8e-129
WP_002146954.1
403 8e-129
WP_033677936.1
403 9e-129
WP_055617616.1
403 9e-129
WP_071725854.1
402 9e-129
EFI65603.1
402 le-128
WP_030915314.1
404 le-128
WP_071224254.1
402 le-128

GTP-binding protein [Amycolatopsis regifaucium]

GTP-binding protein [Streptomyces sp. MIM8645]

MULTISPECIES: tetracycline resistance ribosoma...

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus cereus]

tetracycline resistance ribosomal protection p...
GTP-binding protein [Streptomyces phaeochromog...
MULTISPECIES: tetracycline resistance ribosoma...
small GTP-binding protein [Bacillus cereus SJ1]

GTP-binding protein [Streptomyces sp. NRRL B-2...

GTP-binding protein [Paenibacillus sp. LC231]



WP_098870698.1
402 le-128
WP_098561585.1
402 le-128
WP_011248562.1
402 le-128
WP_098743630.1
402 le-128
WP_088115473.1
402 le-128
WP_075720334.1
402 le-128
WP_038414160.1
402 le-128
WP_101194573.1
402 le-128
WP_071734271.1
402 le-128
WP_097950242.1
402 le-128
WP_000207770.1
402 le-128
WP_108530622.1
402 2e-128
WP_035206202.1
402 2e-128
WP_002172516.1
402 2e-128
WP_098228202.1
402 2e-128
WP_076870557.1
402 2e-128

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus clausii]
GTP-binding protein [Paenibacillus sp. EZ-K15]

GTP-binding protein [Bacillus thuringiensis]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus anthracis]
GTP-binding protein [Bacillus sp. HBCD-sjtul
MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus anthracis]

GTP-binding protein [Paenibacillus elgii]

GTP-binding protein [Bacillus clausii]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus anthracis]

tetracycline resistance ribosomal protection p...

K0S27869.1 tetracycline resistance protein [Bacillus anthracis]

402 2e-128
WP_010494296.1
402 2e-128
WP_016129768.1
402 2e-128
WP_002032917.1
402 2e-128
WP_042978785.1
402 2e-128
WP_103626420.1
402 2e-128
WP_098250590.1
402 2e-128
WP_071759057.1
402 2e-128
WP_098991876.1
402 2e-128
WP_016091670.1
402 2e-128
WP_044856292.1
401 3e-128

GTP-binding protein [Paenibacillus elgii]
GTP-binding protein [Bacillus cereus]
MULTISPECIES: GTP-binding protein [Bacillus]
GTP-binding protein [Bacillus mycoides]

GTP-binding protein [Bacillus thuringiensis]

tetracycline resistance ribosomal protection p...

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Amycolatopsis orientalis]



ABN50374.1 TetW [Bifidobacterium longum subsp. infantis]

385 3e-128

WP_042516359.1 GTP-binding protein [Bacillus cereus]

401 3e-128

WP_098225754.1 MULTISPECIES: GTP-binding protein [Bacillus ce...
401 3e-128

WP_098882388.1 GTP-binding protein [Bacillus cereus]

401 3e-128

WP_095254472.1 GTP-binding protein [Bacillus clausiil

401 3e-128

WP_095236425.1 GTP-binding protein [Bacillus clausiil

401 3e-128

WP_016362130.1 GTP-binding protein [Bacillus cereus]

401 3e-128

WP_088314844.1 GTP-binding protein [Bacillus cereus]

401 3e-128

WP_087964529.1 GTP-binding protein [Bacillus thuringiensis]
401 3e-128

WP_026877278.1 GTP-binding protein [Jiangella gansuensis]

402 3e-128

WP_002013560.1 GTP-binding protein [Bacillus cereus]

401 3e-128

WP_063245371.1 GTP-binding protein [Bacillus cereus]

401 3e-128

WP_063218313.1 GTP-binding protein [Bacillus cereus]

401 4e-128

WP_070170321.1 GTP-binding protein [Bacillus mycoides]

401 4e-128

WP_095326647.1 GTP-binding protein [Bacillus clausii]

401 4e-128

WP_001988924.1 MULTISPECIES: GTP-binding protein [Bacillus ce...
401 4e-128

WP_099476583.1 GTP-binding protein [Paenibacillus ihbetae]
401 4e-128

WP_093897522.1 GTP-binding protein [Streptomyces sp. Ncost-T1...
402 4e-128

WP_099933493.1 GTP-binding protein [Streptomyces sp. 70]

401 4e-128

WP_078184917.1 GTP-binding protein [Bacillus mycoides]

401 4e-128

WP_078181859.1 GTP-binding protein [Bacillus cereus]

401 4e-128

WP_037307843.1 GTP-binding protein [Amycolatopsis orientalis]
400 5e-128

WP_000207836.1 MULTISPECIES: GTP-binding protein [Bacillus ce...
401 5e-128

WP_098305786.1 GTP-binding protein [Bacillus cereus]

401 5e-128

WP_000207837.1 GTP-binding protein [Bacillus cereus]

400 6e-128

WP_016331722.1 GTP-binding protein [Amycolatopsis orientalis]
400 6e-128

WP_103240809.1 GTP-binding protein [Acetatifactor muris]

400 6e-128



WP_071746398.1
400 6e-128
WP_055998563.1
400 6e-128
WP_000207830.1
400 6e-128
WP_098209806.1
400 6e-128
WP_016124781.1
400 6e-128
WP_009247735.1
387 7e-128
WP_105585111.1
400 7e-128
WP_098569164.1
400 7e-128

GTP-binding protein [Bacillus sp. TD42]

GTP-binding protein [Devosia sp. Root413D1]

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding protein [Bacillus toyonensis]

GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein

protein

[Bacillus cereus]
[Lachnospiraceae bacterium...
[Bacillus sp. MYb209]

[Bacillus thuringiensis]

00G94265.1 hypothetical protein BTH41_01964 [Bacillus mycoides]

400 7e-128
WP_076326053.1
400 7e-128
WP_063220522.1
400 7e-128
WP_078986107.1
400 7e-128
WP_050844106.1
400 7e-128
WP_108015583.1
401 7e-128
WP_041993552.1
400 8e-128
WP_097808112.1
400 8e-128
WP_002200055.1
400 8e-128
WP_016081116.1
400 8e-128
WP_077317067.1
400 8e-128
WP_088039658.1
400 8e-128
WP_076166380.1
400 Oe-128
WP_002190029.1
400 9e-128
WP_000207771.1
400 9e-128
WP_030969548.1
401 9e-128

GTP-binding protein [Paenibacillus lautus]

MULTISPECIES: GTP-binding protein [Bacillus]

tetracycline resistance ribosomal protection p...

tetracycline resistance ribosomal protection p...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

ATI53282.1 tetracycline resistance

400 9e-128
WP_098096393.1
400 9e-128
WP_071719171.1
400 9e-128

[Streptomyces sp. VMFN-G11Ma]
[Streptomyces sp. AcH 505]
[Bacillus cereus]

[Bacillus cereus]

[Bacillus cereus]

[Bacillus cereus]

[Bacillus mycoides]
[Paenibacillus rhizosphaerael
[Bacillus cereus]

[Bacillus anthracis]
[Streptomyces sp. NRRL S-1...

protein [Bacillus cereus]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus sp. NH24A2]



PIN59947.1 Tetracycline resistance protein TetO [Bacillus myc...

399 le-127
WP_105989931.1
400 le-127
WP_098431652.1
400 le-127
WP_081143295.1
400 le-127
WP_042512565.1
400 le-127
WP_098679128.1
400 le-127
WP_088118606.1
400 le-127
WP_051811298.1
400 le-127
WP_098487293.1
400 le-127
WP_088327538.1
400 le-127
WP_002192815.1
400 le-127
WP_044782840.1
399 le-127
WP_041046650.1
400 2e-127
WP_054402068.1
399 2e-127
WP_000207810.1
399 2e-127
WP_098137662.1
399 2e-127
WP_098874532.1
399 2e-127
WP_087953267.1
399 2e-127
WP_070178899.1
399 2e-127
WP_098566928.1
399 2e-127
WP_065212576.1
399 2e-127
WP_097795505.1
399 2e-127
WP_097947204.1
399 2e-127
WP_088351260.1
399 2e-127
WP_098889288.1
399 2e-127
WP_071711782.1
399 2e-127
WP_098055673.1
399 3e-127

GTP-binding protein [Bacillus sp. M21]
GTP-binding protein [Bacillus cereus]
MULTISPECIES: GTP-binding protein [Bacillus ce...
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Bacillus thuringiensis]
MULTISPECIES: GTP-binding protein [Streptomyces]
GTP-binding protein [Bacillus cereus]
tetracycline resistance ribosomal protection p...
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Paenibacillus sp. VKM B-2...
GTP-binding protein [Paenibacillus solani]
MULTISPECIES: GTP-binding protein [Bacillus ce...
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus cereus]
tetracycline resistance ribosomal protection p...
GTP-binding protein [Bacillus mycoides]
GTP-binding protein [Bacillus thuringiensis]
MULTISPECIES: GTP-binding protein [Bacillus ce...
tetracycline resistance ribosomal protection p...
GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus sp. TD41]

GTP-binding protein [Bacillus toyonensis]



WP_106101995.1
399 3e-127
WP_074625853.1
399 3e-127
WP_002137036.1
399 3e-127
WP_098169382.1
399 3e-127
WP_042875224.1
399 3e-127
WP_073304529.1
399 3e-127
WP_073493684.1
399 3e-127
WP_048565472.1
399 3e-127
WP_001826586.1
386 3e-127
WP_065224575.1
399 3e-127
WP_063675491.1
399 3e-127
WP_030675138.1
399 3e-127
WP_098630095.1
399 3e-127
WP_098791130.1
399 3e-127
WP_043716335.1
399 3e-127
WP_071736035.1
399 3e-127
WP_000207820.1
399 4e-127
WP_097855462.1
399 4e-127
WP_005592232.1
385 4e-127
WP_048558405.1
398 4e-127
WP_065703803.1
398 4e-127
WP_098488863.1
398 4e-127
WP_000207838.1
398 4e-127
WP_073541995.1
398 5e-127
WP_098339567.1
399 5e-127
WP_088068882.1
398 5e-127
WP_098453222.1
398 5e-127

tetracycline resistance ribosomal protection p...
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]
tetracycline resistance ribosomal protection p...
MULTISPECIES: GTP-binding protein [Bacillus ce...
GTP-binding protein [Bacillus rhizosphaerae]
GTP-binding protein [Streptomyces phaeoluteigr...
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Streptococcus mitis]
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Streptomyces cellulosae]
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Kutzneria sp. 744]
tetracycline resistance ribosomal protection p...
tetracycline resistance ribosomal protection p...
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Streptococcus cristatus]
MULTISPECIES: GTP-binding protein [Bacillus ce...
MULTISPECIES: GTP-binding protein [Bacillus ce...
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Bacillus cereus]
tetracycline resistance ribosomal protection p...
GTP-binding protein [Bacillus thuringiensis]

GTP-binding protein [Bacillus cereus]



WP_086403602.1
398 5e-127
WP_098363740.1
398 5e-127
WP_061659307.1
398 5e-127
WP_098216642.1
398 5e-127
WP_094424885.1
398 5e-127
WP_097999643.1
398 5e-127
WP_071739201.1
398 5e-127
WP_033695866.1
398 5e-127
WP_000207814.1
398 6e-127
WP_097881992.1
398 6e-127
WP_098080641.1
398 6e-127
WP_098601565.1
398 6e-127
WP_098652469.1
398 6e-127
WP_027772293.1
399 6e-127
WP_098156070.1
398 7e-127
WP_088009402.1
398 7e-127
WP_000207813.1
398 7e-127
WP_001977398.1
398 7e-127
WP_048538277.1
398 7e-127
WP_098603752.1
398 7e-127
WP_098938717.1
398 7e-127
WP_016091155.1
398 7e-127
WP_098288925.1
398 8e-127
WP_098913240.1
397 8e-127
WP_086601557.1
398 8e-127
WP_061655559.1
397 8e-127
WP_000207797.1
397 8e-127

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein

protein

[Bacillus
[Bacillus
[Bacillus
[Bacillus
[Bacillus

[Bacillus

thuringiensis]
anthracis]
cereus]
cereus]
clausiil

cereus]

MULTISPECIES: GTP-binding protein [Bacillus ce...

MULTISPECIES: GTP-binding protein [Bacillus ce...

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus

cereus]

[Bacillus wiedmanniil

[Bacillus

[Bacillus

cereus]

toyonensis]

[Streptomyces sp. CNQ329]

[Bacillus wiedmannii]

[Bacillus
[Bacillus
[Bacillus
[Bacillus
[Bacillus

[Bacillus

mycoides]
cereus]
cereus]
cereus]
cereus]

cereus]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus cereus]

GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein

protein

[Bacillus

cereus]

[Streptomyces swartbergensis]

[Bacillus

[Bacillus

cereus]

cereus]



WP_098125916.1 GTP-binding protein [Bacillus cereus]

397 8e-127
WP_044792915.1
397 8e-127
WP_098270357.1
397 8e-127

EGN48718.1 hypothetical protein HMPREFQ990_00619 [Lachnospira...

385 9e-127
WP_098880723. 1
397 9e-127
WP_089171336. 1
397 9e-127
WP_098144011.1
397 9e-127
WP_098768440. 1
397 9e-127
WP_073939854., 1
398 9e-127
WP_098072013. 1
397 9e-127
WP_077016163.1
398 1e-126
WP_098281203.1
397 1e-126
WP_059194595, 1
397 1e-126
WP_001826764.1
384 le-126
WP_000207801. 1
397 le-126
WP_074563084. 1
397 le-126
WP_098235357.1
397 le-126
WP_100061905. 1
397 le-126
WP_071679760. 1
397 le-126
WP_042514915.1
397 le-126
WP_098431991.1
397 le-126
WP_076137651.1
397 le-126
WP_098375902. 1
397 le-126
WP_098380667. 1
397 le-126
WP_000207815. 1
397 le-126
WP_074602035. 1
397 le-126
WP_000207796. 1
397 le-126

GTP-binding protein [Bacillus thuringiensis]

GTP-binding protein [Bacillus anthracis]

GTP-binding protein [Bacillus cereus]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus wiedmannii]
[Bacillus cereus]
[Streptomyces sp. TSRI0107]
[Bacillus toyonensis]
[Kribbella sp. ALI-6-A]
[Bacillus cereus]
[Streptomyces antibioticus]
[Streptococcus pneumoniae]
[Bacillus cereus]

[Bacillus cereus]

[Bacillus thuringiensis]

[Bacillus toyonensis]

MULTISPECIES: GTP-binding protein [Bacillus]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Paenibacillus odorifer]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]



WP_001817445.1
384 le-126
WP_061457388.1
397 le-126
WP_016110228.1
397 le-126
WP_049563573.1
397 le-126
WP_098852368.1
397 le-126
EHD87858.1
384 le-126
WP_098298136.1
397 le-126
WP_075677246.1
397 le-126
WP_098015982.1
397 le-126
WP_000207793.1
397 le-126
WP_044584586.1
397 le-126
WP_001821424.1
384 le-126
WP_003068336.1
384 le-126
WP_107724531.1
397 le-126
WP_022524490.1
384 le-126
WP_000207787.1
397 le-126
WP_098767570.1
397 2e-126
WP_095938230.1
397 2e-126
WP_098286740.1
397 2e-126
WP_098069168.1
397 2e-126
WP_048555101.1
397 2e-126
WP_098423546.1
397 2e-126
WP_100618842.1
397 2e-126
WP_070173394.1
397 2e-126
WP_077565691.1
397 2e-126

MULTISPECIES: GTP-binding protein [Bacilli]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Nonomuraea sp. SBT364]

GTP-binding protein [Bacillus thuringiensis]

small GTP-binding domain protein [Streptococcus pn...

GTP-binding protein [Bacillus cereus]
MULTISPECIES: GTP-binding protein [Bacillus]
GTP-binding protein [Bacillus toyonensis]
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus bombysepticus]
MULTISPECIES: GTP-binding protein [Streptococcus]
MULTISPECIES: GTP-binding protein [Lactobacill...
GTP-binding protein [Desmospora actival
GTP-binding protein [Streptococcus constellatus]
MULTISPECIES: GTP-binding protein [Bacillus ce...
[Bacillus cereus]

GTP-binding protein

GTP-binding protein [Streptomyces sp. Tue6028]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus wiedmannii]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus anthracis]

GTP-binding protein [Bacillus cereus]
MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein [Paenibacillus ihbetae]

PJP40604.1 tetracycline resistance ribosomal protection prote...

384 2e-126
WP_097854653.1
397 2e-126

GTP-binding protein [Bacillus toyonensis]



WP_000207794.1 MULTISPECIES: GTP-binding protein [Bacillus ce...

397 2e-126

EF069518.1 GTP-binding domain protein [Lactobacillus iners La...

384 2e-126
WP_099935351.1
397 2e-126
WP_071740767.1
397 2e-126
WP_098319669.1
397 2e-126
WP_098184567.1
397 2e-126
WP_098180473.1
397 2e-126
WP_078438923.1
397 2e-126
WP_098296801.1
397 2e-126
WP_076207755.1
397 2e-126
WP_030931205.1
397 2e-126
WP_030282618.1
397 2e-126
WP_098300198.1
397 2e-126
WP_048535731.1
397 2e-126
WP_080326834.1
396 2e-126
WP_070184032.1
396 2e-126
WP_016118171.1
396 2e-126
WP_097980569.1
396 2e-126
WP_098379193.1
396 2e-126
WP_098349869.1
396 2e-126
WP_098887702.1
396 2e-126
WP_091306093.1
397 2e-126
WP_098826159.1
396 2e-126
WP_000207773.1
396 2e-126
WP_048568594.1
396 3e-126
WP_098785967.1
396 3e-126
WP_098581792.1
396 3e-126

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Streptomyces sp. 1121.2]
[Bacillus cereus]
[Bacillus anthracis]
[Bacillus toyonensis]
[Bacillus toyonensis]
[Bacillus cereus]
[Bacillus cereus]
[Paenibacillus odorifer]
[Streptomyces violaceoruber]
[Streptomyces sp. NRRL B-5...
[Bacillus cereus]

[Bacillus cereus]

tetracycline resistance ribosomal protection p...

MULTISPECIES: GTP-binding protein [Bacillus]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus toyonensis]
[Bacillus cereus]
[Bacillus anthracis]
[Bacillus cereus]
[Micromonospora chersinal
[Bacillus toyonensis]
[Bacillus cereus]
[Bacillus cereus]
[Bacillus cereus]

[Bacillus cereus]



WP_097954308.1 GTP-binding protein [Bacillus toyonensis]
396 3e-126

WP_025147870.1 GTP-binding protein [Bacillus sp. Hla]

396 3e-126

WP_098681228.1 GTP-binding protein [Bacillus wiedmannii]
396 3e-126

WP_098880230.1 GTP-binding protein [Bacillus anthracis]

396 3e-126

WP_000207784.1 MULTISPECIES: tetracycline resistance ribosoma...
396 3e-126

WP_044796897.1 GTP-binding protein [Bacillus cereus]

396 3e-126

WP_098238255.1 GTP-binding protein [Bacillus cereus]

396 3e-126

WP_098541970.1 GTP-binding protein [Bacillus cereus]

396 3e-126

WP_098876292.1 GTP-binding protein [Bacillus cereus]

396 3e-126

WP_098616777.1 GTP-binding protein [Bacillus cereus]

396 3e-126

WP_000207807.1 GTP-binding protein [Bacillus cereus]

396 3e-126

WP_009593478.1 GTP-binding protein [Paenibacillus sp. HGF5]
396 3e-126

WP_000207795.1 MULTISPECIES: GTP-binding protein [Bacillus]
396 3e-126

WP_078110412.1 tetracycline resistance ribosomal protection p...
396 3e-126

WP_097882251.1 GTP-binding protein [Bacillus toyonensis]
396 3e-126

WP_088115829.1 GTP-binding protein [Bacillus cereus]

395 3e-126

WP_097996165.1 GTP-binding protein [Bacillus anthracis]

396 3e-126

WP_069604671.1 GTP-binding protein [Bacillus cereus]

396 3e-126

WP_098487951.1 GTP-binding protein [Bacillus cereus]

396 4e-126

WP_098355296.1 GTP-binding protein [Bacillus cereus]

396 4e-126

WP_098132503.1 GTP-binding protein [Bacillus wiedmannii]
396 4e-126

WP_000207790.1 MULTISPECIES: GTP-binding protein [Bacillus ce...
396 4e-126

WP_098581325.1 GTP-binding protein [Bacillus cereus]

396 4e-126

WP_000207806.1 MULTISPECIES: GTP-binding protein [Bacillus]
396 4e-126

WP_028539038.1 MULTISPECIES: GTP-binding protein [Paenibacillus]
397 4e-126

E0S55661.1 translation elongation factor G [Paenibacillus bar...
397 4e-126

WP_098123664.1 GTP-binding protein [Bacillus wiedmannii]
396 4e-126



WP_088091599.1

MULTISPECIES: GTP-binding protein [Bacillus ce...

CJV61492.1 tetracycline resistance protein TetM [Streptococcu...

GTP-binding protein [Bacillus cereus]
MULTISPECIES: GTP-binding protein [Bacillus ce...
MULTISPECIES: GTP-binding protein [Bacillus]
GTP-binding protein [Bacillus toyonensis]
GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Streptomyces viridifaciens]
tetracycline resistance ribosomal protection p...
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus wiedmannii]

AFT65577.1 TetM, partial [Clostridioides difficilel

MULTISPECIES: GTP-binding protein [Bacillus]

SME99119.1 ribosomal protection tetracycline resistance prote...

GTP-binding protein [Paenibacillus sp. J6]
MULTISPECIES: GTP-binding protein [Bacillus ce...
GTP-binding protein [Bacillus cereus]
tetracycline resistance ribosomal protection p...
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus cereus]
tetracycline resistance ribosomal protection p...
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus toyonensis]

CUB51017.1 Tetracycline resistance protein TetO [Bacillus sub...

AMP51306.1 elongation factor Tu GTP binding domain protein [u...

396 4e-126
380 4e-126
WP_098274036.1
396 4e-126
WP_030026231.1
396 4e-126
WP_000207785.1
395 4e-126
WP_098718789.1
395 4e-126
WP_088046323.1
395 4e-126
WP_072655305.1
396 4e-126
WP_097879342.1
395 4e-126
WP_063536710.1
395 4e-126
WP_098631347.1
395 5e-126
384 5e-126
WP_050821928.1
395 5e-126
396 5e-126
WP_085169366.1
396 5e-126
WP_053564128.1
395 5e-126
WP_088299050.1
395 5e-126
WP_058004226.1
396 5e-126
WP_097995016.1
395 5e-126
WP_087981043.1
395 5e-126
WP_106074913.1
395 5e-126
WP_098771490.1
395 5e-126
WP_098822820.1
395 5e-126
395 5e-126
393 5e-126
WP_073523415.1
395 5e-126

WP_098174194.1
395 6e-126

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus toyonensis]



WP_078186747.1 GTP-binding protein

395 6e-126
WP_098651237.1
395 6e-126
WP_098387102.1
395 6e-126

GTP-binding

GTP-binding

protein

protein

CUB13758.1 Tetracycline resistance

395 6e-126
WP_098358159.1
395 6e-126
WP_078421523.1
395 6e-126
WP_061139140.1
395 6e-126
WP_053512514.1
395 6e-126
WP_063225298.1
395 6e-126

[Bacillus cereus]
[Bacillus toyonensis]
[Bacillus cereus]

protein TetO [Bacillus cer...

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding protein [Bacillus cereus]

MULTISPECIES: GTP-binding protein [Bacillus]

MULTISPECIES: GTP-binding protein [Bacillus ce...

MULTISPECIES: GTP-binding protein [Bacillus ce...

K0S27491.1 tetracycline resistance protein [Bacillus anthracis]

395 6e-126
WP_086403399.1
395 6e-126
WP_098627842.1
395 6e-126
WP_088106656.1
395 6e-126
WP_098520520.1
395 7e-126
WP_097918509.1
395 7e-126
WP_000207786.1
395 7e-126
WP_071381934.1
395 7e-126
WP_097905485.1
395 7e-126
WP_098390105.1
395 7e-126
WP_098207495.1
395 7e-126
WP_058083215.1
396 7e-126
WP_061182873.1
395 7e-126
WP_070806371.1
395 8e-126
WP_103652782.1
395 8e-126
WP_097861031.1
395 8e-126
WP_087970853.1
395 8e-126
WP_098202919.1
395 8e-126

GTP-binding protein [Bacillus thuringiensis]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Streptomyces sp. MUSC 1]
[Bacillus cereus]

[Bacillus thuringiensis]
[Bacillus cereus]
[Streptomyces hygroscopicus]
[Bacillus cereus]

[Bacillus sp. ABP14]
[Bacillus thuringiensis]
[Bacillus toyonensis]

[Bacillus thuringiensis]

MULTISPECIES: GTP-binding protein [Bacillus ce...



WP_042598191.1
395 8e-126
WP_098294807.1
395 8e-126
WP_005164048.1
395 8e-126
WP_098814471.1
395 8e-126
WP_071772934.1
395 8e-126
WP_044090702.1
378 9e-126
WP_091344501.1
395 9e-126
WP_098878908.1
395 9e-126
WP_071977357.1
395 9e-126
WP_000207799.1
395 9e-126
WP_016430685.1
395 9e-126
WP_088046657.1
395 9e-126
WP_086390623.1
395 9e-126
WP_070179873.1
395 %9e-126
WP_098126762.1
395 9e-126

C0S31641.1 putative tetracycline resistance protein tet(0/W/3...

393 le-125
WP_098587722.1
395 le-125
WP_097820242.1
395 le-125
WP_016108676.1
395 le-125
WP_002066047.1
395 le-125
WP_098103118.1
395 le-125
WP_000207821.1
395 le-125
WP_097864155.1
395 le-125

GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Amycolatopsis azurea]
GTP-binding protein [Bacillus wiedmannii]
GTP-binding protein [Bacillus sp. NH11B]

GTP-binding protein [Bifidobacterium reuteri]

GTP-binding protein [Micromonospora rhizosphae...

GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus obstructivus]
MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding protein [Streptomyces sp. HGB0020]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Bacillus thuringiensis]

GTP-binding protein [Bacillus toyonensis]

GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]

tetracycline resistance ribosomal protection p...

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding protein [Bacillus cereus]

ATI60177.1 tetracycline resistance protein [Bacillus cereus]

395 le-125
WP_000207800.1
394 le-125
WP_016136730.1
394 le-125
WP_030549954.1
395 le-125

MULTISPECIES: GTP-binding protein [Bacillus ce...

MULTISPECIES: GTP-binding protein [Bacillus]

MULTISPECIES: GTP-binding protein [Streptomyce...



WP_000207772.1
394 le-125
WP_000207839.1
394 le-125
WP_098266313.1
394 le-125
WP_053849966.1
395 le-125
WP_033348106.1
395 le-125
WP_016717851.1
394 le-125
WP_098651355.1
394 le-125
WP_074650727.1
394 le-125
WP_064471179.1
394 le-125
WP_078498386.1
394 le-125
WP_087949617.1
394 2e-125
WP_076538512.1
394 2e-125
WP_064057545.1
394 2e-125
WP_061530631.1
394 2e-125
WP_099919045.1
395 2e-125
WP_036663538.1
394 2e-125
WP_000207775.1
394 2e-125
WP_098395841.1
394 2e-125
WP_098213081.1
394 2e-125
WP_026931358.1
395 2e-125
WP_062821705.1
394 2e-125
WP_061682005.1
394 2e-125
WP_098935345.1
394 2e-125
WP_087984601.1
394 2e-125
WP_054711139.1
394 2e-125
WP_076303356.1
394 2e-125
WP_000207819.1
394 2e-125

tetracycline resistance ribosomal protection p...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus cereus]
[Bacillus cereus]
[Streptomyces sp. NRRL B-2...
[Kitasatospora aureofaciens]
[Bacillus cereus]

[Bacillus toyonensis]
[Bacillus cereus]

[Bacillus wiedmannii]
[Paenibacillus selenitired...
[Bacillus thuringiensis]
[Bacillus cereus]

[Bacillus wiedmanniil

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein [Streptomyces sp. 94]

GTP-binding protein [Paenibacillus sp. FSL H8-...

GTP-binding protein [Bacillus cereus]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus cereus]
[Glycomyces tenuis]
[Bacillus cereus]
[Bacillus cereus]
[Bacillus toyonensis]
[Bacillus thuringiensis]
[Bacillus sp. JCM 19041]
[Paenibacillus odorifer]

[Bacillus cereus]



WP_021727846.1
394 2e-125
WP_098840828.1
394 2e-125
WP_060487229.1
394 2e-125
WP_000207791.1
394 2e-125
WP_098356146.1
394 2e-125
WP_087875509.1
394 2e-125
WP_048656357.1
394 2e-125
WP_074554723.1
394 2e-125
WP_102956528.1
394 2e-125
WP_070756619.1
394 2e-125
WP_048566143.1
394 2e-125
WP_071723687.1
394 2e-125
WP_098688864.1
394 2e-125
WP_000207776.1
394 2e-125
WP_097223686.1
394 2e-125
WP_097858981.1
394 2e-125
WP_071732015.1
394 2e-125
WP_041183863.1
394 2e-125
WP_063272418.1
394 2e-125
WP_098341682.1
394 2e-125
WP_000207817.1
394 2e-125
WP_067360068.1
394 2e-125
WP_098577319.1
394 2e-125
WP_098560664.1
394 2e-125
WP_086388295.1
394 2e-125
WP_085927335.1
395 2e-125
WP_033318981.1
394 2e-125

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus sp. AFS033286]
[Bacillus cereus]
[Bacillus thuringiensis]
[Bacillus cereus]
[Bacillus thuringiensis]
[Bacillus cereus]
[Bacillus cereus]
[Bacillus thuringiensis]

[Bacillus sp. RZ2MS9]

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus sp. 0711P9-1]
[Bacillus toyonensis]
[Bacillus thuringiensis]
[Streptomyces sp. 0V198]
[Bacillus wiedmanniil
[Bacillus thuringiensis]
[Bacillus cereus]
[Amycolatopsis keratiniphilal
[Bacillus cereus]

[Bacillus cereus]
[Streptomyces olivochromog...
[Bacillus wiedmannii]
[Bacillus cereus]

[Bacillus thuringiensis]
[Streptomyces platensis]

[Streptomyces yerevanensis]



WP_098063664.1
394 2e-125
WP_079657901.1
394 2e-125
WP_100633937.1
394 3e-125
WP_088096824.1
394 3e-125
WP_095850877.1
394 3e-125
WP_098688062.1
394 3e-125

GTP-binding protein [Bacillus toyonensis]
GTP-binding protein [Streptomyces sp. 3214.6]
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Streptomyces sp. Ag82_01-15]

GTP-binding protein [Bacillus toyonensis]

AMP46867.1 elongation factor Tu GTP binding domain protein [u...

380 3e-125
WP_098759426.1
394 3e-125
WP_097830202.1
394 3e-125
WP_098298894.1
394 3e-125
WP_097822362.1
394 3e-125
WP_072028650.1
393 3e-125
WP_086385810.1
394 3e-125
WP_016134813.1
394 3e-125
WP_074540974.1
394 3e-125
WP_087966943.1
394 3e-125
WP_084064178.1
394 3e-125
WP_098115864.1
394 3e-125
WP_061671897.1
394 3e-125
WP_098130182.1
394 3e-125

GTP-binding protein [Bacillus anthracis]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus anthracis]
GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Amycolatopsis keratiniphilal
GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus thuringiensis]
MULTISPECIES: GTP-binding protein [Bacillus]
GTP-binding protein [Bacillus wiedmannii]
GTP-binding protein [Bacillus wiedmannii]

GTP-binding protein [Bacillus wiedmannii]

0EV31870.1 GTP-binding protein [Streptomyces nanshensis]

394 3e-125
WP_098099331.1
393 4e-125
WP_097960934.1
393 4e-125
WP_088229516.1
393 4e-125
WP_064449298.1
393 4e-125
WP_030986857.1
394 4e-125
WP_059262515.1
394 4e-125

GTP-binding protein [Bacillus toyonensis]
GTP-binding protein [Bacillus thuringiensis]
MULTISPECIES: GTP-binding protein [Bacillus]
GTP-binding protein [Bacillus wiedmannii]
GTP-binding protein [Streptomyces sp. NRRL WC-...

GTP-binding protein [Streptomyces corchorusii]



WP_000207803.1 GTP-binding protein [Bacillus cereus]

393 4e-125
AMJ35357.1
380 4e-125
WP_070172510.1
393 4e-125
WP_020673402.1
393 4e-125
WP_044307263.1
393 4e-125
WP_097987378.1
393 4e-125
WP_048557758. 1
393 4e-125
WP_098985922. 1
393 4e-125
WP_106103319.1
393 4e-125
WP_098253599, 1
393 4e-125
WP_076277910.1
394 4e-125
WP_098048452.1
393 4e-125
WP_097936194.1
393 4e-125
WP_016087331.1
393 4e-125
WP_038518607. 1
393 4e-125
WP_106081949. 1
393 4e-125
WP_098009604. 1
393 4e-125
WP_106824753.1
393 4e-125
WP_000207782.1
393 4e-125
WP_098781735.1
393 4e-125
WP_000207812.1
393 5e-125
WP_074615634. 1
393 5e-125
WP_094594591. 1
393 5e-125
WP_096775460. 1
393 5e-125
WP_074083232.1
394 5e-125
WP_091288457.1
392 5e-125
WP_098578189. 1
393 5e-125

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

elongation factor Tu GTP binding domain protein [u...

[Bacillus anthracis]
[Amycolatopsis nigrescens]
[Bacillus cereus]
[Bacillus thuringiensis]
[Bacillus cereus]
[Bacillus cereus]
[Bacillus thuringiensis]
[Bacillus anthracis]
[Paenibacillus odorifer]
[Bacillus wiedmanniil
[Bacillus toyonensis]
[Bacillus cereus]
[Amycolatopsis japonical
[Bacillus thuringiensis]
[Bacillus toyonensis]
[Bacillus cereus]
[Bacillus cereus]
[Bacillus cereus]
[Bacillus cereus]
[Bacillus cereus]
[Paenibacillus sp. XY044]
[Paenibacillus lautus]
[Paenibacillus sp. P32E]

[Amycolatopsis xylanical

[Bacillus thuringiensis]



WP_014676696. 1
394 5e-125
WP_079107999. 1
380 5e-125
WP_060631344. 1
393 5e-125
WP_076145470.1
393 5e-125
WP_098661250. 1
393 5e-125
WP_098179351.1
393 5e-125
WP_000209604. 1
393 5e-125
WP_006301404. 1
393 5e-125
WP_015734827.1
393 5e-125
WP_098582829. 1
393 5e-125
WP_098597779.1
393 5e-125
WP_060851999, 1
393 5e-125
WP_098347023.1
393 6e-125
WP_098405331. 1
393 6e-125
WP_097914093. 1
393 6e-125
WP_098645458. 1
393 6e-125
WP_098326990. 1
393 6e-125
WP_078993835. 1
393 6e-125
WP_074101168.1
393 6e-125

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein

protein

[Streptomyces hygroscopicus]
[Streptococcus pneumoniae]
[Bacillus thuringiensis]
[Paenibacillus odorifer]
[Bacillus toyonensis]

[Bacillus toyonensis]

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

0UB20038.1 tetracycline resistance

393 6e-125
WP_025966074.1
393 6e-125
WP_023522319.1
393 6e-125
WP_043936983.1
393 6e-125
WP_098276660.1
393 6e-125
WP_097920775.1
393 6e-125
WP_087955843.1
393 6e-125
WP_076856476.1
392 7e-125

GTP-binding

GTP-binding

protein

protein

[Aminomonas paucivorans]
[Paenibacillus sp. Y412MC10]
[Bacillus cereus]

[Bacillus cereus]

[Bacillus thuringiensis]
[Bacillus anthracis]
[Bacillus cereus]
[Bacillus thuringiensis]
[Bacillus cereus]
[Bacillus cereus]
[Bacillus thuringiensis]
[Paenibacillus sp. P3E]
protein [Bacillus thuringi...
[Bacillus cereus]

[Bacillus thuringiensis]

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding protein [Bacillus thuringiensis]

GTP-binding protein [Bacillus thuringiensis]

GTP-binding protein [Bacillus thuringiensis]

GTP-binding protein [Bacillus cereus]



WP_046199296.1
392 7e-125
WP_061660011.1
392 7e-125
WP_037750473.1
393 8e-125
WP_063547740.1
392 8e-125
WP_000207778.1
392 8e-125
WP_095755238.1
393 8e-125

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Streptomyces mirabilis]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Streptomyces sp. SA15]

CGG62230.1 putative tetracycline resistance protein tet(0/W/3...

392 8e-125
WP_098914269.1
392 8e-125
WP_046262628.1
393 9e-125
WP_000207802.1
392 9e-125
WP_076309578.1
393 9e-125
WP_046110059.1
392 9e-125
WP_098204289.1
392 9e-125
WP_000207777.1
392 le-124
WP_073935346.1
392 le-124
WP_098785410.1
392 le-124
WP_030244424.1
392 le-124
WP_088745802.1
379 le-124
WP_070011477.1
393 le-124
WP_046946010.1
392 le-124
WP_076316927.1
392 le-124
WP_000207774.1
392 le-124
WP_074789888.1
392 le-124

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus cereus]
[Streptomyces sp. WM6386]
[Bacillus cereus]
[Paenibacillus odorifer]
[Devosia geojensis]
[Bacillus wiedmanniil
[Bacillus cereus]
[Streptomyces sp. CB02400]
[Bacillus cereus]
[Streptomyces sp. NRRL S-350]
[Enterococcus hirae]
[Streptomyces abyssalis]
[Bacillus cereus]
[Paenibacillus odorifer]
[Bacillus cereus]

[Bacillus thuringiensis]

EGL86977.1 GTP-binding domain protein [Streptococcus oralis S...

380 le-124
WP_084744559.1
379 le-124
WP_098227245.1
392 le-124
WP_098091366.1
392 le-124

GTP-binding protein [Dielma fastidiosal

GTP-binding protein [Bacillus toyonensis]

GTP-binding protein [Bacillus wiedmannii]



WP_076129526. 1
392 le-124
WP_098670710. 1
392 le-124
WP_098106955. 1
392 le-124
WP_098925948, 1
392 le-124
WP_097997376. 1
392 2e-124
WP_048526200. 1
392 2e-124
WP_000207841.1
392 2e-124
WP_098722196. 1
392 2e-124
WP_098451801.1
392 2e-124
WP_101787645.1
392 2e-124
WP_065229002. 1
392 2e-124
WP_000207798.1
392 2e-124
WP_098259317.1
392 2e-124
WP_076282042.1
392 2e-124
WP_000207779.1
392 2e-124
WP_078418104.1
392 2e-124
WP_030845064. 1
392 2e-124
WP_093698327.1
392 2e-124
WP_098672105. 1
391 2e-124
WP_097981879.1
391 2e-124
WP_098953430. 1
391 2e-124
WP_098252462.1
391 2e-124
WP_061130392.1
391 2e-124

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Paenibacillus odorifer]
[Bacillus sp. AFS059628]
[Bacillus toyonensis]
[Bacillus anthracis]
[Bacillus thuringiensis]
[Bacillus cereus]
[Bacillus cereus]
[Bacillus wiedmannii]
[Bacillus thuringiensis]

[Nonomuraea indical

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Paenibacillus odorifer]

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein

protein

[Bacillus cereus]
[Streptomyces sp. NRRL S-475]
[Streptomyces sp. 2231.1]

[Bacillus cereus]

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding protein [Bacillus wiedmannii]

GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus cereus]

AMP54771.1 elongation factor Tu GTP binding domain protein [u...

379 2e-124
WP_098366028.1
391 2e-124
WP_098815310.1
391 2e-124
WP_062921122.1
391 2e-124

GTP-binding protein [Bacillus thuringiensis]

GTP-binding protein [Bacillus wiedmannii]

MULTISPECIES: GTP-binding protein [Bacillus]



WP_000207818. 1
391 2e-124
WP_097841252.1
391 2e-124
WP_000207781.1
391 2e-124
WP_016095714.1
391 2e-124
WP_098684107. 1
391 2e-124
WP_079245696. 1
391 2e-124
WP_000207809. 1
391 2e-124
WP_000207816. 1
391 2e-124
WP_000207811.1
391 3e-124
WP_098162334.1
391 3e-124
WP_061884320.1
391 3e-124
WP_103622490.1
391 3e-124
WP_098284721.1
391 3e-124
WP_088867818. 1
391 3e-124
WP_098911125.1
391 3e-124
WP_064475662. 1
391 3e-124
WP_076305359. 1
391 3e-124

GTP-binding protein [Bacillus thuringiensis]

MULTISPECIES: GTP-binding protein [Bacillus]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein [Bacillus cereus]

GTP-binding
GTP-binding
GTP-binding

GTP-binding

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein

protein

protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus
[Bacillus
[Bacillus

[Bacillus

[Bacillus
[Bacillus
[Bacillus
[Bacillus
[Bacillus

[Bacillus

thuringiensis]
thuringiensis]
cereus]

cereus]

toyonensis]
thuringiensis]
thuringiensis]
thuringiensis]
cereus]

thuringiensis]

[Bacillus wiedmannii]

[Paenibacillus odorifer]

AFT65576.1 TetM, partial [Clostridioides difficile]

380 3e-124
WP_000207792.1
3901 3e-124
WP_074533382.1
391 3e-124
WP_074110803.1
391 3e-124
WP_000691752.1
378 3e-124
WP_089149480.1
391 4e-124
WP_090911413.1
391 4e-124
WP_097271842.1
391 4e-124
WP_098834199.1
391 4e-124
WP_098926545.1
391 4e-124

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein [Bacillus cereus]

protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus

cereus]

[Paenibacillus sp. P46E]

[Streptococcus pneumoniae]

[Bacillus

sp. M13(2017)]

[Paenibacillus sp. cl141lal

[Streptomyces sp. TLI_55]

[Bacillus

[Bacillus

thuringiensis]

cereus]



WP_074608511.1
390 4e-124
WP_098022276.1
390 4e-124
WP_106535987.1
391 4e-124
WP_054236553. 1
391 4e-124
WP_098977837.1
390 4e-124
WP_000207808. 1
390 4e-124
WP_016122745.1
390 4e-124
WP_088059261. 1
390 4e-124
WP_098057015. 1
390 4e-124
WP_098686565. 1
390 5e-124
WP_098430929. 1
390 5e-124
WP_018759654. 1
390 5e-124
WP_035700787.1
390 5e-124
WP_076307103. 1
391 5e-124
WP_006677586. 1
391 5e-124
WP_093782400. 1
391 5e-124
WP_086387007. 1
390 5e-124
WP_098147955. 1
390 5e-124
WP_037346117.1
390 5e-124
WP_060895799. 1
390 5e-124
WP_059128016. 1
391 5e-124
WP_103591471.1
390 5e-124
WP_012923280.1
390 6e-124
WP_098280350. 1
390 6e-124
WP_098596160. 1
390 6e-124
WP_051855603. 1
391 6e-124
WP_061536650. 1
390 6e-124

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein

protein

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus cereus]
[Bacillus cereus]

[Haloactinopolyspora albal

[Actinobacteria bacterium ...

[Bacillus wiedmanniil

[Bacillus cereus]

[Bacillus mycoides]
[Bacillus wiedmannii]
[Bacillus cereus]
[Bacillus cereus]
[Paenibacillus terrigenal
[Glycomyces tenuis]

[Paenibacillus odorifer]

[Paenibacillus dendritifor...

[Streptomyces guanduensis]
[Bacillus thuringiensis]
[Bacillus wiedmanniil

[Amycolatopsis sp. MIM2582]

[Streptomyces diastatochro...

[Streptomyces sp. NRRL F-5...

[Bacillus thuringiensis]
[Kribbella flavida]
[Bacillus cereus]

[Bacillus cereus]

[Streptomyces sp. NRRL B-1...

MULTISPECIES: GTP-binding protein [Bacillus]



WP_098868136.1
390 6e-124
WP_026923627.1
390 7e-124
WP_045862942.1
391 7e-124
WP_020272080.1
390 7e-124
WP_088084525.1
390 7e-124
WP_098639898.1
390 7e-124
WP_012921159.1
390 8e-124
WP_098872226.1
390 8e-124
WP_088363862.1
390 8e-124
WP_098650532.1
390 8e-124
WP_000207825.1
390 8e-124
WP_006927594.1
390 8e-124
WP_098911284.1
390 8e-124
WP_000207805.1
390 8e-124
WP_098855141.1
390 8e-124
WP_001992644.1
390 O9e-124
WP_099683621.1
390 O9e-124
WP_098509032.1
390 O9e-124
WP_098137940.1
390 O9e-124
WP_078077952.1
390 Oe-124
WP_103141466.1
390 O9e-124
WP_098084642.1
390 9e-124
WP_010724625.1
374 9e-124
WP_098116165.1
390 9e-124
WP_098843072.1
390 9e-124
WP_098902478.1
390 le-123
WP_016514015.1
390 le-123

GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Glycomyces arizonensis]
GTP-binding protein [Streptomyces sp. WMMB 714]
GTP-binding protein [Streptomyces afghaniensis]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus wiedmannii]
GTP-binding protein [Kribbella flavidal
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus cereus]

GTP-binding protein [Bacillus wiedmannii]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein [Bacillus sp. GeD10]
GTP-binding protein [Bacillus toyonensis]
GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Bacillus thuringiensis]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus sp. 100374]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus toyonensis]
GTP-binding protein [Streptomyces niveus]
GTP-binding protein [Bacillus cereus]
GTP-binding protein [Bacillus wiedmanniil
transposase [Enterococcus faecium]
GTP-binding protein [Bacillus wiedmannii]
GTP-binding protein [Bacillus thuringiensis]

GTP-binding protein [Bacillus thuringiensis]

MULTISPECIES: GTP-binding protein [Bacillus ce...



WP_093932369.1
389 le-123
WP_031027523.1
390 le-123
WP_101169116.1
390 le-123
WP_097960038.1
389 le-123
WP_097843615.1
389 le-123
WP_057294845.1
390 le-123
WP_056889944.1
390 le-123
WP_098541581.1
389 le-123
WP_098001540.1
389 le-123
WP_098711493.1
389 le-123

GTP-binding protein [Amycolatopsis thailandensis]

GTP-binding protein [Streptomyces sp. NRRL WC-...

GTP-binding protein [Bacillus sp. SN10]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein

protein

[Bacillus cereus]
[Nocardioides sp. S0il796]
[Nocardioides sp. Root151]
[Bacillus cereus]
[Bacillus toyonensis]

[Bacillus toyonensis]

AFT65575.1 TetM, partial [Clostridioides difficile]

378 le-123
WP_003994940.1
390 le-123
WP_067127113.1
390 le-123
WP_000209603.1
389 le-123
WP_097908587.1
389 le-123
WP_098821275.1
389 2e-123
WP_061676917.1
389 2e-123
WP_010040474.1
389 2e-123
WP_097959893.1
389 2e-123
WP_076875058.1
389 2e-123
WP_098805272.1
389 2e-123
WP_046954224.1
389 2e-123
WP_106382945.1
389 2e-123
WP_089007929.1
389 2e-123
WP_098954518.1
389 2e-123
WP_030659124.1
390 2e-123
WP_097797620.1
389 2e-123

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Streptomyces viridochromo...
[Microtetraspora malaysien...
[Bacillus thuringiensis]
[Bacillus wiedmanniil
[Bacillus toyonensis]
[Bacillus wiedmanniil
[Streptomyces chartreusis]
[Bacillus toyonensis]
[Bacillus cereus]

[Bacillus toyonensis]
[Bacillus cereus]

[Bacillus wiedmannii]
[Micromonospora viridifaci...

[Bacillus toyonensis]

MULTISPECIES: GTP-binding protein [Streptomyces]

MULTISPECIES: GTP-binding protein [Bacillus ce...



WP_098222129.1
389 2e-123
WP_098709482.1
389 2e-123
WP_000207823.1
389 2e-123
WP_010706236.1
373 3e-123
WP_098607789.1
389 3e-123
WP_098906152.1
388 3e-123
WP_028433974.1
389 3e-123
WP_075307713.1
388 3e-123
WP_106583421.1
389 3e-123
WP_062930886.1
389 3e-123
WP_000207822.1
388 3e-123
WP_098209106.1
388 4e-123
WP_027346317.1
388 4e-123
WP_000207780.1
388 4e-123
WP_059413886.1
388 4e-123
WP_074108390.1
388 4e-123
WP_088054828.1
388 4e-123
WP_036638349.1
388 5e-123
WP_067026426.1
388 5e-123

GTP-binding
GTP-binding
GTP-binding
transposase
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein

protein

[Bacillus wiedmanniil
[Bacillus toyonensis]

[Bacillus cereus]

[Enterococcus faecium]

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus cereus]
[Bacillus cereus]
[Streptomyces sp. TAA486]
[Bacillus cereus]
[Murinocardiopsis flavidal
[Streptomyces sp. S10(2016)]
[Bacillus cereus]
[Bacillus wiedmanniil
[Hamadaea tsunoensis]
[Bacillus cereus]
[Streptomyces azureus]
[Paenibacillus sp. P26E]

[Bacillus thuringiensis]

MULTISPECIES: GTP-binding protein [Paenibacillus]

GTP-binding

protein

ANN35368.1 tetracycline resistance

388 5e-123
WP_007386640.1
388 6e-123
WP_097287913.1
388 6e-123
WP_098079316.1
387 6e-123
WP_076273581.1
388 6e-123
WP_099944941.1
388 6e-123
WP_098509130.1
387 6e-123
WP_030252322.1
388 6e-123

GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein

protein

[Streptomyces sp. RV15]
protein [Bacillus thuringi...
[Streptomyces sviceus]
[Streptomyces sp. 0K228]
[Bacillus wiedmannii]
[Paenibacillus odorifer]

[Streptomyces sp. 93]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein [Streptacidiphilus jeojiense]



WP_030605290.1
388 6e-123
WP_104784234.1
388 7e-123
WP_034317801.1
387 7e-123
WP_007914803.1
388 7e-123

GTP-binding protein
GTP-binding protein
GTP-binding protein

GTP-binding protein

[Streptomyces fulvoviolaceus]
[Streptomyces sp. 46]
[Amycolatopsis luridal

[Ktedonobacter racemifer]

AFT65574.1 TetM, partial [Clostridioides difficilel

376 7e-123

ABM65169.1 TetW [Bifidobacterium thermophilum]

370 7e-123
WP_020633936. 1
387 7e-123
WP_088029897.1
387 8e-123
WP_031098384.1
388 8e-123
WP_068782386. 1
389 8e-123
WP_053757057.1
387 8e-123
WP_103492161.1
388 8e-123
WP_080041786.1
388 8e-123
WP_006209881.1
387 8e-123
WP_068620994,1
387 8e-123
WP_076117876.1
387 9e-123
WP_000207783.1
387 9e-123
WP_031046543.1
387 9e-123
WP_062321889.1
387 le-122
WP_055485788.1
388 le-122
WP_048547720.1
387 le-122
WP_098220272.1
387 le-122
WP_073847927.1
387 le-122
WP_038569059. 1
387 le-122
WP_094903857. 1
387 le-122
WP_033364982.1
387 le-122
WP_069768779.1
387 le-122

GTP-binding protein

GTP-binding protein

[Amycolatopsis albal

[Bacillus cereus]

MULTISPECIES: GTP-binding protein [Streptomyces]

GTP-binding protein

GTP-binding protein

[Paenibacillus sp. GM2]

[Streptomyces sp. AS58]

MULTISPECIES: GTP-binding protein [Streptomyces]

GTP-binding protein
GTP-binding protein
GTP-binding protein
GTP-binding protein

GTP-binding protein

[Nonomuraea sp. ATCC 550761
[Paenibacillus vortex]
[Paenibacillus tuaregil
[Paenibacillus odorifer]

[Bacillus cereus]

MULTISPECIES: GTP-binding protein [Streptomyces]

GTP-binding protein

GTP-binding protein

[Paenibacillus pabuli]

[Streptomyces sp. WMMB 322]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein
GTP-binding protein
GTP-binding protein
GTP-binding protein
GTP-binding protein

GTP-binding protein

[Bacillus cereus]
[Amycolatopsis sp. CB00013]
[Paenibacillus odorifer]
[Paenibacillus odorifer]
[Dactylosporangium auranti...

[Streptomyces sp. LUP30]



WP_098082541.1 GTP-binding protein [Bacillus wiedmannii]

387 le-122

WP_107134524.1 GTP-binding protein [Bacillus wiedmanniil

387 le-122

KMS88978.1 GTP-binding protein [Streptomyces regensis]

387 le-122
WP_042266215.1
387 le-122
WP_030350511.1
387 2e-122
WP_098617594.1
387 2e-122
WP_076225049.1
387 2e-122
WP_046587741.1
387 2e-122
WP_031133712.1
387 2e-122
WP_098127963.1
386 2e-122
WP_098200540.1
386 2e-122
WP_042124754.1
387 2e-122
WP_098201457.1
386 2e-122
WP_086407383.1
386 2e-122
WP_067443508.1
386 2e-122
WP_046563544.1
387 2e-122
WP_037714123.1
386 2e-122
WP_061666951.1
386 3e-122
WP_098867149.1
386 3e-122
WP_088947873.1
386 3e-122
WP_088122469.1
386 3e-122
WP_098133135.1
386 3e-122

GTP-binding protein
GTP-binding protein
GTP-binding protein
GTP-binding protein

GTP-binding protein

[Paenibacillus graminis]
[Streptomyces scopuliridis]
[Bacillus thuringiensis]
[Paenibacillus odorifer]

[Bacillus sp. SA1-12]

MULTISPECIES: GTP-binding protein [Streptomyces]

GTP-binding protein
GTP-binding protein
GTP-binding protein

GTP-binding protein

[Bacillus wiedmannii]
[Bacillus wiedmannii]
[Paenibacillus sp. FSL R5-...

[Bacillus wiedmanniil

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding protein
GTP-binding protein

GTP-binding protein

[Streptomyces lincolnensis]
[Micromonospora sp. HK10]

[Streptomyces mirabilis]

MULTISPECIES: GTP-binding protein [Bacillus ce...

GTP-binding protein
GTP-binding protein
GTP-binding protein

GTP-binding protein

PJQ99820.1 tetracycline resistance

370 3e-122
WP_030172602.1
386 3e-122
WP_000207789.1
385 4e-122

GTP-binding protein

GTP-binding protein

[Bacillus thuringiensis]
[Micromonospora zamorensis]
[Bacillus cereus]

[Bacillus wiedmannii]
ribosomal protection prote...
[Streptomyces sp. NRRL S-813]

[Bacillus cereus]

KOV87046.1 GTP-binding protein [Streptomyces sp. NRRL WC-3723]

386 4e-122

WP_098641881.1 GTP-binding protein [Bacillus wiedmannii]

385 4e-122



WP_088113343.1 GTP-binding protein [Bacillus cereus]

385 4e-122
WP_076100045.1
385 5e-122
WP_101612711.1
385 5e-122
WP_093472534.1
386 5e-122
WP_073890912.1
386 5e-122
WP_048560638.1
385 5e-122
WP_025117848.1
385 5e-122

GTP-binding protein [Paenibacillus odorifer]

GTP-binding protein [Amycolatopsis sp. BJA-103]

MULTISPECIES: GTP-binding protein [Streptomyces]

GTP-binding protein [Streptomyces sp. CB01883]

MULTISPECIES: GTP-binding protein [Bacillus ce...

MULTISPECIES: GTP-binding protein [Bacillus]

KOV72169.1 GTP-binding protein [Streptomyces sp. AS58]

385 5e-122
WP_086734279.1
385 5e-122
WP_098517190. 1
385 6e-122
WP_020525111.1
385 6e-122
WP_060862270. 1
385 6e-122
WP_098374038. 1
385 6e-122
WP_072938814.1
385 6e-122

GTP-binding
GTP-binding protein

GTP-binding protein

GTP-binding protein

GTP-binding protein

GTP-binding protein

KWX54318.1 tetracycline resistance

369 6e-122
WP_076284038.1
385 7e-122
WP_068778043.1
385 7e-122
WP_063260315.1
385 8e-122
WP_036686792.1
385 8e-122
WP_090993395.1
385 O9e-122
WP_016512644.1
384 O9e-122
WP_015622942.1
385 9e-122
WP_075028184.1
385 9e-122
WP_103816462.1
385 le-121
WP_067232841.1
385 le-121
WP_091406681.1
385 le-121
WP_089153402.1
385 le-121

GTP-binding protein
GTP-binding protein

GTP-binding protein

protein [Streptomyces glaucescens]

[Bacillus thuringiensis]

[Catelliglobosispora koree...

[Paenibacillus riograndensis]

[Bacillus cereus]

[Bacillus sp.

bc15]

protein tetM [Campylobacte...

[Paenibacillus odorifer]

[Paenibacillus sp. GM2]

[Bacillus cereus]

MULTISPECIES: GTP-binding protein [Paenibacillus]

GTP-binding protein [Paenibacillus sp. 0K@03]

MULTISPECIES: GTP-binding protein [Bacillus]

GTP-binding protein

GTP-binding protein

GTP-binding protein

GTP-binding protein

GTP-binding protein

GTP-binding protein

[Actinoplanes
[Streptomyces
[Streptomyces

[Streptomyces

sp. N902-109]
mirabilis]
sp. Ru62]

longwoodensis]

[Micromonospora saelicesen...

[Paenibacillus rubinfantis]



WP_086870746. 1
385 le-121
WP_103842088. 1
385 le-121
WP_036324150. 1
384 le-121
WP_078636267. 1
384 le-121
WP_093506731. 1
384 le-121
WP_067279567.1
385 le-121
WP_094876316. 1
384 2e-121
WP_000207788. 1
384 2e-121
WP_094874042.1
384 2e-121
WP_098945939, 1
384 2e-121
WP_103623351.1
382 2e-121
WP_042210947.1
384 2e-121
SNT39461.1

384 2e-121

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Streptomyces
[Streptomyces
[Microbispora
[Streptomyces
[Streptomyces

[Streptomyces

viridochromo...
sp. Ru72]

sp. ATCC PTA...
antibioticus]
sp. Agle9_05...

jeddahensis]

[Paenibacillus sp. VTT E-1...

[Bacillus cereus]

[Paenibacillus sp. VTT E-1...

[Bacillus sp. AFS029637]

[Bacillus thuringiensis]

[Paenibacillus borealis]

ribosomal protection tetracycline resistance prote...

WP_030937792.1 GTP-binding protein [Streptomyces sp. NRRL S-646]

385 2e-121
CCX36685.1
384 2e-121
WP_015655786.1
384 2e-121
WP_042233132.1
384 2e-121
WP_066367314.1
384 2e-121
WP_030344712.1
384 2e-121
WP_090891717.1
384 2e-121
WP_063564692.1
384 2e-121
WP_031110204.1
384 2e-121
WP_053193661.1
384 2e-121
WP_085206754.1
384 2e-121
WP_000207824.1
384 2e-121
WP_024492581.1
384 2e-121
WP_086730612.1
384 3e-121

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Streptomyces

small GTP-binding protein [Clostridium sp. CAG:1013]

davaonensis]

[Paenibacillus sp. FSL R5-...

[Bacillus sp.

[Streptomyces

FIAT-27264]

sp. NRRL S-1...

[Bacillus caseinilyticus]

[Paenibacillus sp. 0199]

[Streptomyces
[Streptomyces

[Streptomyces

sp. NRRL S-146]
resistomycif...

sp. Amel2x(C10]

[Bacillus cereus]

[Streptomyces

[Streptomyces

sp. AW19M42]

carpinensis]



WP_076151083.1
383 3e-121
WP_062665501.1
384 3e-121
WP_098230648.1
383 3e-121
WP_097890251.1
383 3e-121
WP_018384796.1
384 4e-121
WP_019912996.1
383 4e-121
WP_026162623.1
383 4e-121
WP_042134229.1
383 4e-121
WP_063479332.1
383 4e-121
WP_076298378.1
383 5e-121
WP_046959814.1
382 5e-121
WP_097923941.1
382 5e-121
WP_086170746.1
383 6e-121
WP_088609194.1
382 6e-121
WP_024630144.1
383 6e-121
WP_096189851.1
382 6e-121
WP_046503944.1
384 6e-121
WP_053196001.1
383 7e-121
WP_099852807.1
383 7e-121
WP_090805321.1
383 7e-121
WP_074309255.1
383 7e-121
GAK38578.1
382 8e-121
WP_042185495.1
382 8e-121
WP_076242340.1
382 8e-121
WP_036649654.1
382 8e-121
WP_089210847.1
382 le-120
WP_062833737.1
382 le-120

GTP-binding protein [Paenibacillus glucanolyti...

MULTISPECIES: GTP-binding protein [Streptomyces]

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Bacillus wiedmannii]

[Bacillus wiedmanniil

[Streptomyces

vitaminophilus]

[Paenibacillus sp. HW567]

[Kribbella catacumbae]

[Paenibacillus sp. FSL P4-...

[Paenibacillus glucanolyti...

[Paenibacillus odorifer]

[Bacillus cereus]

[Bacillus thuringiensis]

[Streptomyces

[Bacillus sp.

MULTISPECIES: GTP-binding protein

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein

protein

[Bacillus sp.
[Streptomyces

[Streptomyces

pharetrael
K21171
[Paenibacillus]
FJAT-44876]
odonnelliil

viridochromo...

[Micromonospora sp. CNZ299]

[Paenibacillus sp. 276b]

[Micromonospora cremeal

small GTP-binding protein [Paenibacillus sp. TCA20]

GTP-binding protein [Paenibacillus sp. FSL H7-...

GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein

protein

[Paenibacillus sp. FSL H8-...

[Paenibacillus wynnii]

[Streptosporangium subroseum]

[Paenibacillus amylolyticus]



WP_052511656.1
382 le-120
WP_101402599.1
382 le-120
WP_088063841.1
382 le-120
WP_090949071.1
382 le-120
WP_098858081.1
381 le-120
WP_039301914.1
382 le-120

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein

protein

[Paenibacillus sp. TCA20]
[Streptomyces sp. 0K885]
[Bacillus cereus]
[Paenibacillus sp. 0K060]
[Bacillus wiedmannii]

[Paenibacillus sp. IHB B 3...

AMJ36824.1 elongation factor G, domain IV [uncultured bacterium]

379 le-120
WP_046501621.1
382 2e-120
WP_086576182.1
382 2e-120
WP_102638281.1
381 2e-120
WP_079347056.1
381 2e-120
WP_038694233.1
381 2e-120
WP_073515491.1
381 2e-120
WP_037885331.1
381 2e-120
WP_104791053.1
382 3e-120
WP_079694783.1
381 3e-120
WP_029137645.1
381 3e-120
WP_094095010.1
382 3e-120
WP_089014005.1
381 3e-120
WP_098830153.1
380 3e-120
WP_043350686.1
381 4e-120
WP_073728811.1
381 4e-120
WP_098625819.1
380 4e-120
WP_031165186.1
380 4e-120
WP_093909984.1
381 4e-120
WP_076111228.1
380 4e-120
WP_107459851.1
380 5e-120

GTP-binding protein [Paenibacillus riograndensis]

tetracycline resistance ribosomal protection p...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein

protein

[Streptomyces sp. SMS_SU21]
[Paenibacillus sp. VT-16-81]
[Paenibacillus stellifer]
[Bacillus cereus]
[Streptomyces viridochromo...

[Streptomyces sp. QL37]

MULTISPECIES: GTP-binding protein [Paenibacillus]

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein

protein

[Nakamurella lacteal
[Paenibacillus physcomitre...
[Micromonospora inositola]
[Bacillus wiedmanniil
[Beutenbergia cavernael
[Streptomyces sp. TSRI0281]

[Bacillus wiedmanniil

tetracycline resistance ribosomal protection p...

GTP-binding protein [Streptomyces sp. cf386]

GTP-binding protein [Paenibacillus borealis]

GTP-binding protein [Streptomyces sp. A244]



WP_031487082.1 GTP-binding protein [Streptomyces bicolor]

380 6e-120

WP_086564096.1 GTP-binding protein [Streptomyces africanus]

380 7e-120

CUQ11287.1 Tetracycline resistance protein tetM from transpos...
366 7e-120

WP_053783744.1 GTP-binding protein [Paenibacillus sp. A59]

380 7e-120

WP_010988902.1 GTP-binding protein [Streptomyces avermitilis]
380 8e-120

ACQ82047.1 small GTP-binding protein [Beutenbergia cavernae D...
380 8e-120

WP_091154973.1 GTP-binding protein [Paenibacillus sp. 453mf]

380 le-119

WP_083180455.1 GTP-binding protein [Paenibacillus yonginensis]
381 le-119

SFS47170.1 ribosomal protection tetracycline resistance prote...
380 le-119

WP_048578961.1 GTP-binding protein [Streptomyces viridochromo...
380 le-119

WP_076289457.1 GTP-binding protein [Paenibacillus pabulil

379 le-119

WP_064639114.1 GTP-binding protein [Paenibacillus sp. AD87]

379 2e-119

WP_058849791.1 GTP-binding protein [Streptomyces silvensis]

379 2e-119

WP_038586981.1 GTP-binding protein [Paenibacillus sp. FSL H7-...
379 2e-119

WP_019544083.1 tetracycline resistance ribosomal protection p...
379 2e-119

WP_053752191.1 GTP-binding protein [Streptomyces sp. MMG1533]
379 2e-119

WP_067455119.1 GTP-binding protein [Actinomadura macral

378 2e-119

WP_090895831.1 GTP-binding protein [Paenibacillus sp. 0K076]

379 2e-119

ACC86068.1 putative ribosomal protection protein [Clostridiac...
366 2e-119

WP_086421795.1 GTP-binding protein [Bacillus thuringiensis]

378 2e-119

WP_077015246.1 GTP-binding protein [Kribbella sp. ALI-6-A]

379 2e-119

WP_094056801.1 GTP-binding protein [Streptomyces sp. XY006]

379 2e-119

ELS58735.1 putative Translation elongation factor G [Streptom...
379 2e-119

SDK43429.1 ribosomal protection tetracycline resistance prote...
379 2e-119

WP_068580501.1 GTP-binding protein [Paenibacillus macquariensis]
379 3e-119

WP_030045349.1 GTP-binding protein [Streptomyces resistomycif...
375 3e-119

WP_108467308.1 GTP-binding protein [Paenibacillus sp. CAA11]

379 3e-119



WP_098190439.1 GTP-binding protein [Bacillus wiedmannii]

378 3e-119

AMJ37778.1 elongation factor G, domain IV [uncultured bacterium]
376 3e-119

WP_092882214.1 GTP-binding protein [Actinopolymorpha cephalot...
378 3e-119

WP_054939188.1 GTP-binding protein [Paenibacillus ihuael

378 3e-119

WP_099501283.1 MULTISPECIES: GTP-binding protein [Streptomyces]
379 4e-119

WP_056919357.1 GTP-binding protein [Phycicoccus sp. Root101]

377 4e-119

WP_099853395.1 GTP-binding protein [Paenibacillus polymyxal

378 4e-119

AMP52929.1 elongation factor G, domain IV [uncultured bacterium]
374 4e-119

WP_037571424.1 GTP-binding protein [Streptacidiphilus oryzael
379 5e-119

WP_097915395.1 GTP-binding protein [Bacillus wiedmannii]

377 5e-119

AHN92783.1 hypothetical protein [uncultured bacterium DCM@O5T...
362 6e-119

WP_020393203.1 GTP-binding protein [Kribbella catacumbael

377 6e-119

WP_056916266.1 GTP-binding protein [Phycicoccus sp. Root563]

377 7e-119

WP_087443748.1 GTP-binding protein [Paenibacillus thiaminolyt...
377 7e-119

WP_093889762.1 GTP-binding protein [Streptosporangium canum]

377 7e-119

PKC90356.1 tetracycline resistance protein tetW [Bifidobacter...
361 7e-119

WP_098802486.1 GTP-binding protein [Bacillus wiedmannii]

377 8e-119

WP_062239896.1 GTP-binding protein [Streptomyces griseorubigi...
377 8e-119

WP_089021306.1 GTP-binding protein [Micromonospora coriariae]
377 8e-119

WP_062020304.1 GTP-binding protein [Streptomyces phaeopurpureus]
377 9e-119

WP_085922271.1 tetracycline resistance ribosomal protection p...
377 le-118

AFT65578.1 TetM, partial [Clostridioides difficile]

366 le-118

WP_046587315.1 GTP-binding protein [Streptomyces mangrovisoli]
377 le-118

WP_097318893.1 GTP-binding protein [Actinoplanes atraurantiacus]
377 le-118

WP_054977783.1 GTP-binding protein [Paenibacillus sp. A3]

376 le-118

OME83711.1 hypothetical protein BK122_09865 [Paenibacillus pa...
377 le-118

WP_103515238.1 GTP-binding protein [Streptomyces sp. SM10]

377 le-118



WP_076082619.1 GTP-binding protein [Streptomyces sp. IMTB 2501]
377 le-118

WP_077010096.1 GTP-binding protein [Saccharothrix sp. ALI-22-I]
376 le-118

KOU61854.1 GTP-binding protein [Streptomyces sp. MMG1533]

376 le-118

WP_023958886.1 GTP-binding protein [Paenibacillus sp. JCM 10914]
376 2e-118

WP_055624457.1 GTP-binding protein [Streptomyces sp. JHA19]

377 2e-118

AFT65573.1 TetM, partial [Clostridioides difficilel

365 2e-118

WP_052589207.1 GTP-binding protein [Luteipulveratus mongolien...
376 2e-118

CDD30461.1 small GTP-binding protein [Firmicutes bacterium CA...
376 2e-118

WP_087986521.1 GTP-binding protein [Bacillus thuringiensis]

375 2e-118

WP_076168364.1 GTP-binding protein [Paenibacillus rhizosphaerael
376 3e-118

WP_050671488.1 GTP-binding protein [Luteipulveratus halotoler...
375 3e-118

WP_030790530.1 GTP-binding protein [Streptomyces sp. NRRL S-920]
376 3e-118

WP_026257429.1 GTP-binding protein [Actinopolymorpha albal

375 3e-118

WP_093623424.1 GTP-binding protein [Streptomyces sp. 3213.3]

375 3e-118

WP_070018520.1 GTP-binding protein [Streptomyces nanshensis]

376 4e-118

AFD32972.1 TetS [Enterococcus gallinarum]

362 4e-118

WP_053804350.1 tetracycline resistance ribosomal protection p...
375 4e-118

WP_094593705.1 GTP-binding protein [Paenibacillus sp. XY044]

375 5e-118

WP_031187249.1 MULTISPECIES: tetracycline resistance ribosoma...
375 5e-118

WP_030596573.1 MULTISPECIES: tetracycline resistance ribosoma...
375 5e-118

WP_026211992.1 GTP-binding protein [Longispora albidal

375 6e-118

WP_003981038.1 MULTISPECIES: tetracycline resistance ribosoma...
375 6e-118

WP_073749651.1 GTP-binding protein [Streptomyces sp. CB02058]
375 6e-118

SDW17994.1 ribosomal protection tetracycline resistance prote...
375 6e-118

WP_053673433.1 GTP-binding protein [Streptomyces sp. NRRL B-1...
375 7e-118

WP_028279377.1 GTP-binding protein [Arthrobacter sp. H5]

374 7e-118

WP_073736610.1 GTP-binding protein [Streptomyces sp. CB02488]
375 8e-118



WP_068728233.1 GTP-binding protein [Paenibacillus sp. DMB5]

375 8e-118

WP_030629387.1 tetracycline resistance ribosomal protection p...
375 8e-118

SMF81208.1 ribosomal protection tetracycline resistance prote...
375 8e-118

WP_090715404.1 GTP-binding protein [Paenibacillus typhael

375 %9e-118

WP_087913507.1 GTP-binding protein [Paenibacillus donghaensis]
375 %9e-118

AKJ08989.1 GTP-binding protein [Streptomyces incarnatus]

374 %9e-118

WP_052482014.1 GTP-binding protein [Streptomyces albus]

376 le-117

WP_027750437.1 GTP-binding protein [Streptomyces sp. CNH287]

375 le-117

WP_106614004.1 GTP-binding protein [Saccharothrix carneal

374 le-117

WP_039870362.1 GTP-binding protein [Paenibacillus sp. FSL R7-...
374 le-117

WP_099171569.1 GTP-binding protein [Streptomyces sp. LamerLS-...
375 le-117

WP_090723024.1 GTP-binding protein [Paenibacillus sp. PDC88]

374 le-117

WP_027743837.1 GTP-binding protein [Streptomyces sp. CNT371]

375 le-117

WP_068597041.1 GTP-binding protein [Paenibacillus macquariensis]
374 le-117

WP_024883416.1 GTP-binding protein [Streptomyces sp. CNH189]

374 le-117

WP_074648684.1 GTP-binding protein [Paenibacillus jilunlii]

374 le-117

SHN59487.1 ribosomal protection tetracycline resistance prote...
374 le-117

WP_107910239.1 GTP-binding protein [Streptomyces chartreusis]
375 2e-117

WP_042199732.1 GTP-binding protein [Paenibacillus camerounensis]
374 2e-117

WP_076330539.1 GTP-binding protein [Paenibacillus amylolyticus]
374 2e-117

WP_030372719.1 tetracycline resistance ribosomal protection p...
374 2e-117

KO0Y14136.1 hypothetical protein AMS66_23215 [Paenibacillus sp...
374 2e-117

AMP53612.1 elongation factor Tu GTP binding domain protein [u...
368 2e-117

WP_099518086.1 GTP-binding protein [Paenibacillus sp. BIHB4019]
374 2e-117

WP_106246637.1 GTP-binding protein [Allonocardiopsis opalescens]
374 2e-117

WP_037698501.1 GTP-binding protein [Streptomyces scabieil

374 2e-117

ALP02588.1 Tetracycline resistance protein TetM [Clostridioid...
360 3e-117



WP_033031213.1 tetracycline resistance ribosomal protection p...
373 3e-117

WP_030879823.1 tetracycline resistance ribosomal protection p...
373 3e-117

OMC71145.1 GTP-binding protein [Paenibacillus sp. FSL H7-0326]
373 3e-117

WP_062714720.1 GTP-binding protein [Streptomyces regalis]

374 3e-117

0ZH72043.1 elongation factor G [Enterococcus faecium]

357 3e-117

WP_019057847.1 GTP-binding protein [Streptomyces prunicolor]

373 4e-117

WP_010731387.1 GTP-binding protein [Enterococcus faecium]

359 4e-117

WP_083655696.1 GTP-binding protein [Paenibacillus sp. FSL H7-...
373 4e-117

WP_079910133.1 GTP-binding protein [Paenibacillus sp. 32352]

373 4e-117

WP_075124903.1 GTP-binding protein [Actinophytocola xanthiil

372 4e-117

WP_030641547.1 tetracycline resistance ribosomal protection p...
373 4e-117

EJX67630.1 GTP-binding domain protein [Enterococcus faecium P...
359 4e-117

WP_089546508.1 GTP-binding protein [Paenibacillus sp. SSG-1]

373 5e-117

WP_092885270.1 GTP-binding protein [Actinopolymorpha cephalot...
372 5e-117

ETK35607.1 GTP-binding protein [Microbispora sp. ATCC PTA-5024]
372 5e-117

WP_018844188.1 GTP-binding protein [Streptomyces sp. CNS335]

373 5e-117

WP_056884328.1 GTP-binding protein [Phycicoccus sp. S0il748]

372 5e-117

EJX78721.1 elongation factor Tu domain 2 [Enterococcus faeciu...
358 5e-117

WP_002345019.1 MULTISPECIES: GTP-binding protein [Bacilli]

358 5e-117

PSL58321.1 ribosomal protection tetracycline resistance prote...
372 5e-117

SEA63444.1 ribosomal protection tetracycline resistance prote...
372 6e-117

WP_043670067.1 GTP-binding protein [Streptomyces xylophagus]

373 6e-117

WP_053709350.1 GTP-binding protein [Streptomyces sp. NRRL B-3...
372 7e-117

WP_053699798.1 tetracycline resistance ribosomal protection p...
372 7e-117

WP_097222482.1 GTP-binding protein [Streptomyces sp. Ag82_G6-1]
372 7e-117

WP_092657465.1 GTP-binding protein [Actinopolymorpha singapor...
372 8e-117

WP_020521069.1 GTP-binding protein [Catelliglobosispora koree...
371 8e-117



WP_030663885.1 tetracycline resistance ribosomal protection p...
372 8e-117

KOV97088.1 GTP-binding protein [Streptomyces sp. NRRL B-1140]
372 8e-117

WP_103889659.1 GTP-binding protein [Streptomyces yanglinensis]
373 8e-117

WP_060731365.1 tetracycline resistance ribosomal protection p...
372 8e-117

WP_093722930.1 GTP-binding protein [Streptomyces sp. DI166]

372 9e-117

PKU99047.1 TetW [Bifidobacterium pseudolongum subsp. pseudolo...
354 le-116

WP_079415894.1 GTP-binding protein [Paenibacillus ferrarius]

372 le-116

WP_077073063.1 (d)CMP kinase [Mailhella massiliensis]

360 le-116

AFD29105.1 TetS [Enterococcus faecalis]

358 le-116

WP_062519581.1 GTP-binding protein [Paenibacillus jilunliil

372 le-116

AFD32983.1 TetS [Enterococcus faecium]

357 le-116

WP_095358740.1 GTP-binding protein [Paenibacillus sp. 7523-1]
371 le-116

WP_080695809.1 tetracycline resistance ribosomal protection p...
368 le-116

WP_042173515.1 GTP-binding protein [Paenibacillus sp. FSL R7-...
371 2e-116

WP_073501082.1 GTP-binding protein [Streptomyces paucisporeus]
372 2e-116

WP_030630763.1 MULTISPECIES: tetracycline resistance ribosoma...
371 2e-116

SLJ87924.1 ribosomal protection tetracycline resistance prote...
371 2e-116

WP_092655347.1 GTP-binding protein [Actinopolymorpha singapor...
372 2e-116

WP_085809117.1 hypothetical protein [Enterococcus faecium]

355 2e-116

WP_093748296.1 GTP-binding protein [Streptomyces sp. PAN_FS17]
372 2e-116

WP_020575777.1 GTP-binding protein [Actinopolymorpha alba]

372 2e-116

SDD10449.1 ribosomal protection tetracycline resistance prote...
370 2e-116

WP_019068592.1 GTP-binding protein [Streptomyces hokutonensis]
371 2e-116

WP_049580573.1 GTP-binding protein [Streptomyces sp. SBT349]

371 2e-116

WP_105410658.1 GTP-binding protein [Paenibacillus sp. PCH8]

371 2e-116

WP_091451254.1 GTP-binding protein [Alloactinosynnema iranicum]
370 3e-116

WP_029197645.1 GTP-binding protein [Paenibacillus alginolyticus]
371 3e-116



CMY16859.1 tetracycline resistance protein TetM [Streptococcu...
358 3e-116

WP_015847478.1 GTP-binding protein [Paenibacillus sp. JDR-2]

370 3e-116

0AX48496.1 Tetracycline resistance protein TetO [Paenibacillu...
370 3e-116

WP_023362944.1 GTP-binding protein [Actinoplanes friuliensisl]
370 3e-116

WP_093868422.1 GTP-binding protein [Streptomyces sp. KS_5]

371 3e-116

KOV96771.1 GTP-binding protein [Streptomyces sp. NRRL B-3648]
370 3e-116

WP_090951708.1 GTP-binding protein [Paenibacillus sp. OKQ60]

370 3e-116

WP_054968289.1 GTP-binding protein [Alicyclobacillus ferrooxy...
370 3e-116

WP_046231214.1 GTP-binding protein [Paenibacillus algorifonti...
370 3e-116

WP_030560687.1 GTP-binding protein [Streptomyces aureocircula...
371 4e-116

WP_099161420.1 GTP-binding protein [Micromonospora sp. WMMA2032]
370 4e-116

WP_037780130.1 GTP-binding protein [Streptomyces sp. CNHQ99]

371 4e-116

WP_088645945.1 GTP-binding protein [Micromonospora wenchangen...
370 4e-116

WP_098381402.1 GTP-binding protein [Enterococcus faecium]

357 4e-116

SDS20277.1 ribosomal protection tetracycline resistance prote...
370 5e-116

S0D49833.1 ribosomal protection tetracycline resistance prote...
370 5e-116

WP_014444434.1 GTP-binding protein [Actinoplanes missouriensis]
370 6e-116

WP_036670278.1 GTP-binding protein [Paenibacillus sp. FSL R5-...
370 6e-116

AKJ08846.1 GTP-binding protein [Streptomyces incarnatus]

370 6e-116

WP_012893562.1 tetracycline resistance ribosomal protection p...
370 6e-116

WP_040950387.1 GTP-binding protein [Gorillibacterium massilie...
370 6e-116

WP_083678877.1 MULTISPECIES: GTP-binding protein [Paenibacillus]
369 7e-116

EEL45061.1 GTP-binding elongation factor protein, TetM/TetO [...
369 7e-116

WP_091069160.1 GTP-binding protein [Paenibacillus sp. NFRO1]

369 8e-116

WP_073827900.1 GTP-binding protein [Micromonospora sp. TSRIQ369]
369 8e-116

WP_042187779.1 GTP-binding protein [Kibdelosporangium sp. MJ1...
368 8e-116

WP_025510906.1 GTP-binding protein [Lachnospiraceae bacterium...
365 %9e-116



WP_091576591.1 GTP-binding protein [Micromonospora sediminicolal
369 9e-116

AGS74493.1 translation elongation factor G [Enterococcus faec...
356 le-115

OLE28133.1 GTP-binding protein [Actinobacteria bacterium 13_1...
369 le-115

EJG80816.1 small GTP-binding domain protein [Streptococcus pn...
357 le-115

EQC82012.1 Tetracycline resistance protein TetM [Enterococcus...
356 le-115

WP_010730929.1 GTP-binding protein [Enterococcus faecium]

355 le-115

EHT67642.1 small GTP-binding domain protein [Staphylococcus a...
356 le-115

WP_085815349.1 hypothetical protein [Enterococcus faecium]

352 le-115

WP_067219782.1 GTP-binding protein [Marinomonas gallaica]

369 le-115

WP_013862151.1 GTP-binding protein [Microlunatus phosphovorus]
369 2e-115

WP_037754408.1 GTP-binding protein [Streptomyces sp. CNQ-525]
369 2e-115

WP_007917907.1 GTP-binding protein [Ktedonobacter racemifer]

369 2e-115

WP_081220688.1 GTP-binding protein [Streptomyces sp. M41(2017)]
369 2e-115

WP_091032003.1 GTP-binding protein [Paenibacillus sp. CF@95]

369 2e-115

ESA52577.1 50S ribosome-binding GTPase [Streptococcus pyogene...
356 2e-115

WP_020943791.1 GTP-binding protein [Streptomyces collinus]

369 2e-115

WP_095287887.1 GTP-binding protein [Paenibacillus sp. 7516]

369 2e-115

WP_078981364.1 GTP-binding protein [Streptomyces scabrisporus]
369 2e-115

KIF02847.1 GTP-binding protein [Streptomyces sp. RSD-27]

368 2e-115

WP_097867307.1 GTP-binding protein [Streptomyces sp. rh34]

369 2e-115

WP_056036530.1 GTP-binding protein [Paenibacillus sp. Leaf72]
368 2e-115

EGI85972.1 small GTP-binding domain protein [Streptococcus pn...
355 2e-115

WP_107732006.1 GTP-binding protein [Chromobacterium haemolyti...
368 3e-115

ACT97612.1 TetA(Q) [uncultured organism]

365 3e-115

SPL96878.1 Oxytetracycline resistance protein OtrA [Actinomad...
368 3e-115

EVA35755.1 tetracycline resistance protein tetM [Staphylococc...
354 3e-115

WP_100529364.1 GTP-binding protein [Paenibacillus sp. GM1FR]

368 3e-115



WP_052581730.1 GTP-binding protein [Actinosporangium sp. NRRL...

368 3e-115
WP_059246843.1
368 3e-115
WP_076318479.1
368 4e-115

MULTISPECIES: GTP-binding protein [Streptomyces]

GTP-binding protein [Paenibacillus amylolyticus]

KJK33637.1 GTP-binding protein [Lechevalieria aerocolonigenes]

365 4e-115
WP_086698833.1
368 4e-115
WP_091027997.1
368 4e-115

GTP-binding protein [Streptomyces tricolor]

GTP-binding protein [Glycomyces harbinensis]

OFE17018.1 hypothetical protein BA895_17680 [Humibacillus sp....

367 4e-115
WP_091189770.1
368 4e-115
WP_082704145.1
367 5e-115
WP_097248842.1
368 5e-115
WP_067044099.1
369 5e-115
WP_068661669.1
367 6e-115
WP_046769230.1
367 7e-115

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein

protein

[Paenibacillus catalpael
[Paenibacillus pabuli]
[Streptomyces sp. 1222.2]
[Streptomyces sp. FXJ1.172]
[Paenibacillus sp. 1ZS3-15]

[Jiangella alkaliphilal

EHE@1245.1 elongation factor G, domain IV family protein [Str...

352 7e-115
WP_092884428.1
368 7e-115
WP_056921987.1
367 7e-115
WP_036609508.1
367 7e-115
WP_090980187.1
367 7e-115
WP_076208951.1
367 7e-115
WP_037282496.1
367 7e-115
WP_091083523.1
367 8e-115
WP_046915797.1
367 8e-115
WP_091668895.1
367 9e-115
WP_079571409.1
366 9e-115
WP_030671742.1
367 le-114
WP_098247510.1
368 le-114
WP_082350871.1
366 le-114

GTP-binding protein [Actinopolymorpha cephalot...

GTP-binding protein [Phycicoccus sp. S0i1802]

MULTISPECIES: GTP-binding protein [Paenibacillus]

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Paenibacillus sp. CF384]
[Paenibacillus sp. FSL R5-...
[Saccharibacillus sacchari]
[Nonomuraea wenchangensis]
[Streptomyces stelliscabiei]
[Micromonospora auratinigral
[Krasilnikoviella flaval
[Streptomyces sp. NRRL B-1...
[Streptomyces formicael

[Paenibacillus sp. A59]



WP_042169003.1 GTP-binding protein [Paenibacillus gorillael

367 le-114

KNB70578.1 hypothetical protein ADS79_16860 [Brevibacillus re...
367 le-114

WP_083283123.1 GTP-binding protein [Humibacillus sp. DSM 29435]
368 le-114

ATL30409.1 Oxytetracycline resistance protein OtrA [Streptomy...
367 le-114

EEL33958.1 GTP-binding elongation factor protein, TetM/TetO [...
365 le-114

WP_013017024.1 GTP-binding protein [Stackebrandtia nassauensis]
367 le-114

PLX04511.1 GTP-binding protein [Marinilabiliales bacterium]

366 le-114

WP_010733535.1 tetracycline resistance protein tetM transposo...
350 le-114

WP_063810217.1 GTP-binding protein [Kibdelosporangium phytoha...
364 le-114

WP_095206223.1 GTP-binding protein [Paenibacillus sp. 0199]

366 2e-114

WP_018156866.1 GTP-binding protein [Demetria terragenal

366 2e-114

WP_086790078.1 GTP-binding protein [Crossiella equi]

366 2e-114

WP_105598174.1 MULTISPECIES: GTP-binding protein [Paenibacillus]
366 2e-114

WP_091017379.1 GTP-binding protein [Paenibacillus amylolyticus]
366 2e-114

WP_043627550.1 GTP-binding protein [Nonomuraea candidal

367 2e-114

WP_068650680.1 GTP-binding protein [Paenibacillus antarcticus]
365 3e-114

WP_055709911.1 GTP-binding protein [Streptomyces puniciscabiei]
365 3e-114

WP_086750285.1 GTP-binding protein [Streptomyces scabieil

366 3e-114

WP_091064578.1 GTP-binding protein [Micromonospora humi]

365 3e-114

WP_083584658.1 GTP-binding protein [Paenibacillus sp. ov031]

365 3e-114

WP_091249948.1 GTP-binding protein [Micromonospora matsumotoe...
365 4e-114

WP_037060640.1 GTP-binding protein [Rhizobium leguminosarum]

365 4e-114

WP_067099538.1 GTP-binding protein [Marinomonas atlantical

365 4e-114

WP_091328730.1 GTP-binding protein [Micromonospora aurantiacal
365 4e-114

SFF66120.1 ribosomal protection tetracycline resistance prote...
366 4e-114

BAR83764.1 GTP-binding elongation factor protein, TetM/TetO f...
364 4e-114

WP_060647963.1 GTP-binding protein [Paenibacillus sp. S0il724D2]
365 5e-114



WP_020134762.1
364 5e-114
WP_094212894.1
365 6e-114
WP_090807525.1
364 6e-114

GTP-binding protein [Streptomyces sp. 351MFTsu...
GTP-binding protein [Streptomyces sp. 2RI

GTP-binding protein [Paenibacillus sp. 276b]

ADK05618.1 tetracycline resistance protein, GTP-binding elong...

363 7e-114
WP_096761568. 1
364 7e-114
WP_079694252.1
364 7e-114
WP_067498620. 1
364 8e-114
WP_056622295. 1
365 8e-114
WP_090822327.1
365 8e-114
WP_046706840. 1
365 8e-114
WP_067037992.1
365 9e-114
WP_076326844.1
364 9e-114
WP_057376394.1
363 9e-114

GTP-binding protein [Micromonospora sp. Rc5]
MULTISPECIES: GTP-binding protein [Paenibacillus]
GTP-binding protein [Actinoplanes sp. TFC3]
GTP-binding protein [Paenibacillus sp. S0il750]
GTP-binding protein [Paenibacillus sp. yr247]
GTP-binding protein [Streptomyces europaeiscab...
GTP-binding protein [Marinomonas gallaical
GTP-binding protein [Paenibacillus amylolyticus]

GTP-binding protein [Phycicoccus sp. S0il1803]

SBT21816.1 Tetracycline resistance protein TetO [Marinomonas ...

364 %9e-114
WP_017644183.1
350 le-113
WP_075132401.1
363 le-113
WP_085816978.1
347 le-113
WP_098892387.1
363 le-113
WP_019423546.1
363 2e-113
WP_074094524.1
363 2e-113
WP_030268770.1
363 2e-113
WP_009155796.1
363 2e-113

GTP-binding protein [Streptococcus agalactiae]
GTP-binding protein [Actinophytocola xinjiange...
hypothetical protein [Enterococcus faecium]
GTP-binding protein [Streptomyces sp. or3]
GTP-binding protein [Paenibacillus sp. 0SY-SE]
GTP-binding protein [Paenibacillus xylanexedens]
GTP-binding protein [Micromonospora globosa]

GTP-binding protein [Saccharomonospora marina]

AP027433.1 ferrous iron transport protein B [uncultured bacte...

346 2e-113
WP_060890206.1
363 2e-113
WP_103954083.1
363 2e-113
WP_076249849.1
363 2e-113
WP_047683683.1
363 2e-113

GTP-binding protein [Streptomyces europaeiscab...
GTP-binding protein [Nonomuraea solani]
MULTISPECIES: GTP-binding protein [Paenibacillus]

GTP-binding protein [Paenibacillus chondroitinus]



WP_033308524.1 GTP-binding protein [Streptomyces iakyrus]

KZD40308.1 Ribosome protection-type tetracycline resistance r...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein

protein

CKH18343.1 tetracycline resistance

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein

protein

[Actinobacteria bacterium ...
[Streptomyces sp. NRRL F-525]
[Paenibacillus sp. AD87]
[Longispora albidal
[Streptomyces alni]
[Micromonospora sp. WMMB235]
protein TetM [Streptococcu...
[Bacillus cereus]
[Microlunatus soli]
[Streptomyces sp. TSRI0395]
[Paenibacillus riguil
[Streptomyces xiamenensis]
[Streptomyces sp. URHAQ041]

[Clostridiales bacterium o...

AKN68844.1 GTP-binding protein [Streptomyces sp. PBH53]

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein

protein

AVR54585.1 tetracycline resistance

363 2e-113
362 2e-113
WP_054212791.1
363 2e-113
WP_033278824.1
363 2e-113
WP_082935267.1
363 3e-113
WP_018348410.1
362 3e-113
WP_093716798.1
364 3e-113
WP_071095573.1
362 3e-113
349 3e-113
WP_078174720.1
362 3e-113
WP_091530565.1
363 3e-113
WP_073960390.1
362 4e-113
WP_094013456.1
363 4e-113
WP_046724499.1
362 5e-113
WP_033172074.1
363 5e-113
WP_021653378.1
362 5e-113
363 5e-113
WP_028608445.1
362 5e-113
WP_090929080.1
362 5e-113
WP_057661166.1
362 5e-113
WP_106681444.1
362 6e-113
WP_050362714.1
361 7e-113
WP_079074500.1
363 7e-113
WP_073805610.1
362 7e-113
346 8e-113
WP_007455273.1
362 8e-113
WP_067367508.1
362 8e-113

GTP-binding

GTP-binding

protein

protein

[Paenibacillus harenael
[Nonomuraea jiangxiensis]
[Streptomyces anulatus]
[Streptosporangium nondias...
[Streptomyces europaeiscab...
[Streptomyces atriruber]
[Streptomyces sp. TSRI0261]
protein TetM [Actinobacill...
[Streptomyces sp. W007]

[Micromonospora rosaria]



WP_018838230.1 GTP-binding protein

GTP-binding

GTP-binding

protein

protein

ACH92687.1 tetracycline resistance

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein

protein

[Streptomyces sp. CNQ766]
[Streptomyces sp. b84]
[Paenibacillus sp. Root444D2]
protein [Enterococcus durans]
[Actinokineospora enzanensis]
[Streptomyces sp. CNY243]
[Streptomyces sp. A249]
[Phycicoccus dokdonensis]
[Streptomyces sp. Root1295]
[Nocardiopsis valliformis]
[Streptomyces aureus]
[Devosia sp. DBB0O1]

[Actinoplanes philippinensis]

PID94477.1 GTP-binding protein [Bacteroidetes bacterium]

WP_065851019.1 GTP-binding protein

[Paenibacillus pectinilyti...

ASM62156.1 tetracycline resistance protein tetM [Enterococcus...

WP_035090097.1 GTP-binding protein

WP_098513541.1 GTP-binding protein

[Devosia sp. 17-2-E-8]

[Amycolatopsis sulphureal

SDH01799.1 ribosomal protection tetracycline resistance prote...

GTP-binding protein [Streptomyces luridiscabieil]

GTP-binding protein [Micromonospora aurantiacal

GTP-binding protein [Nocardioides sp. Root122]

GTP-binding protein [Allokutzneria albatal

AIA10470.1 elongation factor Tu GTP binding domain protein [u...

362 9e-113
WP_097912592.1
362 9e-113
WP_057302783.1
362 9e-113
346 le-112
WP_018681915. 1
361 le-112
WP_018853606. 1
362 le-112
WP_103547400. 1
361 le-112
WP_091786258. 1
360 le-112
WP_056700192. 1
361 le-112
WP_017582536. 1
361 le-112
WP_037617651.1
361 le-112
WP_035033836. 1
361 1le-112
WP_093615859. 1
361 1le-112
361 2e-112
361 2e-112
347 2e-112
360 3e-112
360 3e-112
360 3e-112
WP_055559772.1
360 3e-112
WP_013285700. 1
360 4e-112
WP_056908261. 1
360 4e-112
WP_030430361. 1
358 4e-112
358 4e-112
WP_012998773.1
360 5e-112
WP_106581006. 1
360 5e-112

WP_086829108.1
358 5e-112

GTP-binding protein [Streptomyces scabiei]

GTP-binding protein [Murinocardiopsis flavidal]

GTP-binding protein [Allokutzneria sp. NRRL B-...



WP_087767437.1 GTP-binding protein [Streptomyces sp. CS057]

359 5e-112

WP_037726743.1 GTP-binding protein [Streptomyces scabieil

OMFQ7155.1 GTP-binding protein [Paenibacillus sp. FSL H7-0331]

PLW96498.1 GTP-binding protein [Marinilabiliales bacterium]

SEF74622.1 ribosomal protection tetracycline resistance prote...

WP_083689717.1 GTP-binding protein [Paenibacillus sp. FSL H7-...

WP_013477235.1 GTP-binding protein

ACH92689.1 tetracycline resistance

360 5e-112
360 5e-112
360 6e-112
359 6e-112
360 6e-112
359 7e-112
343 7e-112
WP_005483987.1
360 8e-112
WP_031126850.1
359 8e-112
WP_099126970.1
359 8e-112
WP_093151315.1
357 le-111

GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein

protein

ASM62155.1 tetracycline resistance

345 le-111

WP_043177079.1 GTP-binding protein

358 le-111

[Micromonospora sp. L5]
protein [Enterococcus faec...
[Streptomyces bottropensis]
[Streptomyces sp. NRRL S-623]
[Streptomyces sp. ScaeMP-e48]
[Saccharopolyspora antimic...
protein tetM [Listeria mon...

[Streptomyces sp. NRRL F-2...

WP_018539074.1 tetracycline resistance ribosomal protection p...

358 le-111

AKG44647.1 gtp-binding protein [Streptomyces xiamenensis]

358 le-111

EEK78367.1 GTP-binding elongation factor protein, TetM/TetO [...

357 2e-111

WP_027767877.1 GTP-binding protein [Streptomyces sp. CNQ865]

358 2e-111

WP_073781949.1 tetracycline resistance ribosomal protection p...

SB093662.1 Oxytetracycline resistance protein 0trA [Nonomurae...

358 2e-111
359 2e-111
WP_047175224.1
358 2e-111
WP_060877830.1
356 2e-111
WP_069631354.1
358 2e-111
WP_061334743.1
356 2e-111
WP_094928628.1
359 2e-111
WP_051569350.1
357 2e-111

WP_036745743.1
358 2e-111

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein

protein

[Streptomyces sp. MNU77]
[Streptomyces scabieil]
[Streptomyces griseus]
[Streptomyces scabieil]
[Pseudonocardia sp. MH-G8]
[Alkaliphilus transvaalensis]

[Paenibacillus sp. UNC451MF]



WP_073343070.1 GTP-binding protein [Caldanaerobius fijiensis]

357 3e-111

CDP52193.1 Ribosome protection-type tetracycline resistance r...

357 3e-111
WP_049741027.1
357 3e-111
WP_061927785.1
358 3e-111
WP_003970925.1
358 3e-111
WP_091224856.1
358 3e-111
WP_088971135.1
357 3e-111
WP_030323194.1
357 4e-111
WP_069886168.1
358 4e-111
WP_091174333.1
357 4e-111
WP_049714089.1
357 5e-111
WP_035154545.1
357 6e-111
WP_106326020.1
357 7e-111
WP_028683953.1
357 7e-111
WP_056628693.1
357 7e-111

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Brevibacillus reuszeril

[Streptomyces

[Streptomyces

bungoensis]

griseus]

[Paenibacillus sp. BC26]

[Micromonospora siamensis]

[Streptomyces

[Streptomyces

sp. NRRL B-3...

luteocolor]

[Paenibacillus sp. 1_12]

[Streptomyces

caatingaensis]

[Cohnella thermotolerans]

[Actinoplanes

italicus]

MULTISPECIES: GTP-binding protein [Pseudomonas]

GTP-binding

protein

0SC85072.1 tetracycline resistance

342 8e-111
WP_015606904.1
357 %9e-111
WP_093561750.1
357 %9e-111
WP_067343820.1
357 %9e-111
WP_020550843.1
356 le-110
WP_059078408.1
357 le-110
WP_051861185.1
356 le-110
WP_030703094.1
356 le-110
WP_106767107.1
356 le-110
WP_079036352.1
357 le-110
WP_057470182.1
355 le-110
WP_097932402.1
356 2e-110

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

[Paenibacillus sp. S0il522]

protein tetM [Enterococcus...

[Streptomyces
[Streptomyces
[Streptomyces
[Streptomyces
[Streptomyces
[Streptomyces

[Streptomyces

fulvissimus]
sp. 0spMP-M43]
nourseil
scabrisporus]
scabieil
ochraceiscle...

griseus]

[Paenibacillus sp. Marseil...

[Streptomyces

[Rhizobium sp.

silaceus]

Root1203]

MULTISPECIES: GTP-binding protein [Streptomyces]



WP_102924936.1 tetracycline resistance ribosomal protection p...
356 2e-110

WP_028555190.1 GTP-binding protein [Paenibacillus sp. URHAQ014]
356 2e-110

AHH94550.1 Oxytetracycline resistance protein [Kutzneria albi...
355 2e-110

AMP54018.1 elongation factor Tu domain 2 [uncultured bacterium]
339 2e-110

WP_079043944.1 GTP-binding protein [Streptomyces kanamyceticus]
356 2e-110

WP_061982171.1 GTP-binding protein [Amycolatopsis regifaucium]
355 3e-110

WP_093683803.1 GTP-binding protein [Streptomyces sp. MnatMP-M77]
355 3e-110

WP_107155380.1 GTP-binding protein [Micromonospora sp. RP3T]

355 3e-110

WP_081139858.1 hypothetical protein [Enterococcus faecium]

339 3e-110

WP_032754132.1 GTP-binding protein [Streptomyces alboviridis]
355 3e-110

WP_020574476.1 GTP-binding protein [Actinopolymorpha albal

355 3e-110

WP_067687215.1 GTP-binding protein [Actinoplanes awajinensis]
355 3e-110

AHF55841.1 tetracycline resistance protein [bacterium KGJ-3-10]
339 4e-110

WP_067904776.1 GTP-binding protein [Actinomadura chibensis]

354 4e-110

WP_018956676.1 GTP-binding protein [Streptomyces sp. CNB091]

355 4e-110

WP_091289612.1 GTP-binding protein [Amycolatopsis xylanical

353 5e-110

WP_067589256.1 GTP-binding protein [Nocardia terpenical

353 5e-110

WP_094045244,1 MULTISPECIES: GTP-binding protein [Cohnellal

355 5e-110

WP_016702946.1 GTP-binding protein [Pseudomonas chlororaphis]
354 5e-110

WP_060888820.1 GTP-binding protein [Streptomyces scabieil

352 5e-110

WP_076260549.1 GTP-binding protein [Monashia flava]

355 5e-110

WP_070202857.1 GTP-binding protein [Streptomyces nanshensis]

354 6e-110

00X97406.1 hypothetical protein B6I20_12670 [Bacteroidetes ba...
354 6e-110

SMD19259.1 ribosomal protection tetracycline resistance prote...
352 7e-110

KU075292.1 hypothetical protein APF81_17550 [Desulfosporosinu...
353 8e-110

WP_091304439.1 GTP-binding protein [Amycolatopsis tolypomycinal
353 8e-110

WP_060881072.1 GTP-binding protein [Streptomyces scabieil

352 8e-110



WP_014651989.1
354 8e-110
WP_034263388.1
355 8e-110
WP_097231815.1
354 le-109
WP_081177270.1
353 le-109
WP_051115578.1
353 le-109
WP_044856247.1
353 le-109
WP_090799009.1
353 le-109

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein

protein

AHF55847.1 tetracycline resistance

338 1e-109
WP_075637212.1
353 1e-109
WP_077601884.1
352 1e-109
WP_076994264. 1
351 2e-109
WP_026241993.1
353 2e-109
WP_076335606. 1
353 2e-109
WP_028059603. 1
352 2e-109
WP_053562322.1
353 2e-109
WP_076966976. 1
353 3e-109
WP_052394416. 1
351 3e-109
WP_030566475. 1
353 3e-109
WP_076220604. 1
348 3e-109

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

AHF55828.1 tetracycline resistance

337 3e-109
WP_090294166.1
352 4e-109
WP_030442672.1
351 4e-109
WP_019527195.1
352 5e-109
WP_055633440.1
352 5e-109
WP_098754677.1
352 5e-109
WP_099213815.1
352 5e-109

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein

protein

ASM62154.1 tetracycline resistance

338 5e-109

[Paenibacillus mucilaginosus]

[Actinospica robiniae]

[Streptomyces

zhaozhouensis]

[Rhizobium rhizosphaerael

[Actinoplanes

globisporus]

[Amycolatopsis orientalis]

[Asanoa ishikariensis]

protein [bacterium KGJ-3-22]

[Rhizobium rhizosphaerae]

[Oceanobacillus sojae]

[Actinosynnema sp. ALI-1.44]

[Streptomyces

sp. ScaeMP-el0]

[Paenibacillus sp. FSL H8-...

[Solirubrobacter sp. URHDO...

[Streptomyces

[Streptomyces

[Kutzneria sp.

[Streptomyces

sp. CFMR 7]
sp. IB2014 0...
744]

cyaneofuscatus]

[Paenibacillus odorifer]

protein [bacterium KGJ-3-14]

[Ensifer sp. YR511]

[Actinoplanes
[Streptomyces
[Streptomyces

[Streptomyces

subtropicus]
sp. FxanaD5]
griseoruber]

sp. Ru87]

[Tenacibaculum sp. 4G03]

protein tetM [Listeria mon...



WP_093752766.1 GTP-binding protein

[Streptomyces sp. DvalAA-19]
[Paenibacillus sp. UNC496MF]
[Planobispora roseal

protein [bacterium KwD-2-2]
[Nocardia terpenical
[Amycolatopsis sp. MIM2582]
[Streptomyces sp. CB02115]
[Devosia insulae]

protein [bacterium KGJ-3-23]
[Pseudomonas chlororaphis]
[Kutzneria albidal

protein tetM [Campylobacte...

[Rhizobium sp. N122]

tetracycline resistance ribosomal protection p...

[Streptomyces sp. or20]
protein tetM [Campylobacte...
protein [bacterium KGJ-3-18]
[Clostridium amazonitimone...

[Bacillus sp. 105MF]

ribosomal protection tetracycline resistance prote...

[Rhizobium hidalgonense]

[Paenibacillus sp. FSL A5-...

[Streptomyces indicus]
[Amycolatopsis albal

[Streptomyces sp. CB00072]

352 6e-109

WP_090642395.1 GTP-binding protein
352 6e-109

WP_068925930.1 GTP-binding protein
351 6e-109

AHF55837.1 tetracycline resistance
336 7e-109

WP_098694911.1 GTP-binding protein
350 7e-109

WP_037341661.1 GTP-binding protein
350 8e-109

WP_073744089.1 GTP-binding protein
351 8e-109

WP_069911606.1 GTP-binding protein
350 9e-109

AHF55848.1 tetracycline resistance
335 le-108

WP_038579068.1 GTP-binding protein
351 le-108

WP_025354783.1 GTP-binding protein
350 le-108

KQI00749.1 tetracycline resistance
337 le-108

WP_088939695.1 GTP-binding protein
350 le-108

WP_020134823.1

349 le-108

WP_097963679.1 GTP-binding protein
350 le-108

KQI16217.1 tetracycline resistance
336 2e-108

AHF55846.1 tetracycline resistance
335 2e-108

WP_032123147.1 GTP-binding protein
350 2e-108

WP_018765788.1 GTP-binding protein
349 2e-108

SDJ58151.1

351 2e-108

WP_097534149.1 GTP-binding protein
350 2e-108

WP_076266373.1 GTP-binding protein
350 2e-108

PVD01959.1 GTP-binding protein [Streptomyces sp. CS0Q90A]
350 2e-108

AEP33194.1 TetS [Enterococcus faecium]
336 2e-108

WP_093607794.1 GTP-binding protein
351 2e-108

WP_020631031.1 GTP-binding protein
349 3e-108

WP_073870060.1 GTP-binding protein
350 3e-108



WP_053660898.1 GTP-binding protein

AHF55845.1 tetracycline resistance

AHF55827.1 tetracycline resistance

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein

protein

[Micromonospora sp. NRRL B...
protein [bacterium KGJ-3-16]
protein [bacterium KGJ-3-1]
[Bacillus sp. FJAT-280041]
[Allokutzneria albatal
[Rhizobium leguminosarum]
[Streptomyces sp. ZL-24]
[Amycolatopsis orientalis]
[Asanoa hainanensis]

[Streptomyces sp. CNQ-509]

MULTISPECIES: GTP-binding protein [Rhizobium]

GTP-binding
GTP-binding

GTP-binding

protein
protein

protein

[Streptomyces sp. NRRL F-5...
[Amycolatopsis orientalis]

[Clostridium algidicarnis]

AHF55824.1 tetracycline resistance protein [bacterium KwD-2-3]

GTP-binding

GTP-binding

protein

protein

[Paenibacillus sp. VKM B-2...

[Streptomyces katrael

0FY36837.1 hypothetical protein A2W91_00175 [Bacteroidetes ba...

GTP-binding protein [Paenibacillus mucilaginosus]

GTP-binding protein [Saccharibacillus sp. 023]

GTP-binding
GTP-binding

GTP-binding

protein
protein

protein

AHF55842.1 tetracycline resistance

350 3e-108
334 3e-108
334 3e-108
WP_054025580. 1
350 3e-108
WP_030431697.1
348 3e-108
WP_017965008. 1
350 3e-108
WP_103419141.1
350 3e-108
WP_037308011.1
349 3e-108
WP_089243950. 1
349 3e-108
WP_047019259.1
350 4e-108
WP_028735758.1
349 4e-108
WP_031521737.1
350 4e-108
WP_043831916.1
349 4e-108
WP_029451945. 1
350 4e-108
334 4e-108
WP_041048094. 1
350 4e-108
WP_079431487.1
349 4e-108
349 4e-108
WP_013919165. 1
350 5e-108
WP_088490834. 1
350 5e-108
WP_069464604. 1
350 5e-108
WP_020517034. 1
348 5e-108
WP_062369874. 1
349 5e-108
333 5e-108
WP_089296998. 1
349 6e-108
WP_090116095. 1
349 6e-108

GTP-binding

GTP-binding

protein

protein

AHF55839.1 tetracycline resistance

333 6e-108

[Streptomyces rubidus]
[Actinoplanes globisporus]
[Rhizobium altiplanil
protein [bacterium KGJ-3-11]
[Actinoplanes regularis]
[Cohnella sp. 0V330]

protein [bacterium KGJ-3-5]



AHF55836.1 tetracycline resistance protein [bacterium KwD-2-18]
333 6e-108

AHF55826.1 tetracycline resistance protein [bacterium KwD-2-5]
333 6e-108

WP_057311173.1 GTP-binding protein [Paenibacillus sp. S0il766]
349 6e-108

0IV36439.1 GTP-binding protein [Streptomyces gilvigriseus]

348 7e-108

WP_060516073.1 MULTISPECIES: GTP-binding protein [Ensifer]

348 7e-108

WP_104410087.1 GTP-binding protein [Clostridium algidicarnis]
349 7e-108

EPH39370.1 putative Oxytetracycline resistance protein [Strep...
351 le-107
WP_042157825.1 tetracycline resistance ribosomal protection p...
348 le-107

WP_079422478.1 GTP-binding protein [Clostridium oryzael

348 le-107

WP_047508868.1 GTP-binding protein [Rhizobium sp. YR528]

348 le-107

WP_056760020.1 GTP-binding protein [Terrabacter sp. Root181]
350 le-107

AHF55838.1 tetracycline resistance protein [bacterium KGJ-3-3]
333 le-107

WP_102413038.1 GTP-binding protein [Clostridiales bacterium M...
348 le-107

AHF55832.1 tetracycline resistance protein [bacterium KWD-2-4]
333 le-107

WP_034793153.1 MULTISPECIES: GTP-binding protein [Ensifer]

348 le-107

ANC47978.1 TetM [Butyrivibrio sp. 268.8]

336 le-107

AHF55825.1 tetracycline resistance protein [bacterium KGJ-3-4]
332 le-107

WP_053373614.1 GTP-binding protein [Paenibacillus sp. FJAT-27...
348 le-107

AHF55852.1 tetracycline resistance protein [bacterium KGJ-3-30]
332 le-107

WP_013017334.1 GTP-binding protein [Stackebrandtia nassauensis]
348 le-107

WP_028958988.1 GTP-binding protein [Streptomyces sp. UNC4Q1CL...
348 2e-107

WP_027087725.1 GTP-binding protein [Cohnella panacarvil

348 2e-107

WP_047520919.1 GTP-binding protein [Rhizobium sp. CF048]

347 2e-107

WP_077836582.1 GTP-binding protein [Enterococcus faecium]

333 2e-107

AHF55843.1 tetracycline resistance protein [bacterium KGJ-3-13]
332 2e-107

WP_037124502.1 GTP-binding protein [Rhizobium sp. 0V201]

347 2e-107

WP_079170395.1 GTP-binding protein [Streptomyces gilvigriseus]
347 2e-107



PKP01044.1 GTP-binding protein [Bacteroidetes bacterium HGW-B...
348 2e-107

ACQ85279.1 Tet0 [Campylobacter jejunil

335 2e-107

AHF55851.1 tetracycline resistance protein [bacterium KGJ-3-29]
332 2e-107

WP_101046161.1 GTP-binding protein [Tenacibaculum sp. Bg11-29]
348 2e-107

WP_082942297.1 GTP-binding protein [Neglecta timonensis]

350 2e-107

AHF55833.1 tetracycline resistance protein [bacterium KwWD-2-6]
332 2e-107

AHF55835.1 tetracycline resistance protein [bacterium KwD-2-12]
332 2e-107

WP_065387043.1 GTP-binding protein [Bacillus sp. FJAT-26390]

347 3e-107

WP_028937230.1 GTP-binding protein [Pseudonocardia spinosisporal
346 3e-107

PKB0O0878.1 ribosomal protection tetracycline resistance prote...
347 3e-107

ACQ85278.1 TetO [Campylobacter jejuni]

334 4e-107

WP_100864842.1 GTP-binding protein [Streptomyces sp. Agl09_G2-1]
347 4e-107

BAQ18917.1 tetracycline-resistance protein [Enterococcus faec...
331 4e-107

WP_102715800.1 GTP-binding protein [Paenibacillus castaneae]

347 4e-107

WP_076688896.1 GTP-binding protein [Streptomyces alfalfael

348 4e-107

KND42633.1 GTP-binding protein [Streptomyces stelliscabieil

344 4e-107

WP_038509069.1 GTP-binding protein [Amycolatopsis japonical

346 4e-107

WP_067990619.1 GTP-binding protein [Nocardia pseudobrasiliensis]
345 5e-107

ACK58049.1 tetracycline resistance protein [Vibrio tasmaniensis]
331 5e-107

AHF55834.1 tetracycline resistance protein [bacterium KwD-2-10]
331 5e-107

WP_062782474.1 GTP-binding protein [Streptomyces sp. NRRL S-1...
347 5e-107

WP_095435748.1 GTP-binding protein [Rhizobium sp. 10195]

346 6e-107

ABR22527.1 tetracycline resistance protein [Vibrio tasmaniensis]
331 7e-107

WP_057586367.1 GTP-binding protein [Terrabacter sp. So0il810]

348 7e-107

OKP70014.1 GTP-binding protein [Ensifer adhaerens]

346 7e-107

WP_030156384.1 GTP-binding protein [Glycomyces sp. NRRL B-16210]
346 9e-107

WP_091587648.1 GTP-binding protein [Micromonospora krabiensis]
346 9e-107



WP_037815988.1 GTP-binding protein [Streptomyces sp. NRRL F-3...

345 le-106
WP_005165950.1
345 le-106
WP_049144669.1
332 le-106

GTP-binding protein

GTP-binding protein

[Amycolatopsis azureal

[Enterococcus faecium]

OFY@7980.1 hypothetical protein A2W94_08540 [Bacteroidetes ba...

345 le-106

ACQ85281.1 Tet0 [Campylobacter colil

333 le-106

KGK88547.1 GTP-binding protein [Clostridium sp. HMP27]

345 2e-106

WP_015797426.1 GTP-binding protein [Catenulispora acidiphilal

345 2e-106

WP_047789600.1 GTP-binding protein [Tenacibaculum mesophilum]

KSV70644.1 hypothetical protein N182_05010 [Sinorhizobium sp....

ABR21775.1 TetM [Pseudoalteromonas marinal

ACQ85276.1 Tet0 [Campylobacter jejunil

GTP-binding protein
GTP-binding protein
GTP-binding protein

GTP-binding protein

[Rhizobium leguminosarum]
[Clostridium collagenovorans]
[Bacillus cereus]

[Amycolatopsis jejuensis]

tetracycline resistance ribosomal protection p...

GTP-binding protein
GTP-binding protein
GTP-binding protein
GTP-binding protein
GTP-binding protein

GTP-binding protein

ABQ23358.1 tetracycline resistance

345 2e-106
345 2e-106
329 2e-106
332 2e-106
WP_025416584.1
345 2e-106
WP_072830076.1
345 2e-106
WP_000418263.1
343 3e-106
WP_033293268.1
343 3e-106
WP_039629441.1
345 3e-106
WP_053249997.1
344 3e-106
WP_092712344.1
344 3e-106
WP_037365918.1
343 3e-106
WP_035748704.1
343 4e-106
WP_093948742.1
343 4e-106
WP_065656397.1
344 4e-106
328 4e-106
WP_072474510.1
343 4e-106
WP_093350263.1
343 4e-106
WP_079110165.1
347 5e-106

WP_073848196.1
343 5e-106

GTP-binding protein

[Ensifer adhaerens]
[Rhizobium multihospitium]
[Amycolatopsis orientalis]
[Glycomyces sp. NRRL B-16210]
[Amycolatopsis sp. H5]
[Agrobacterium tumefaciens]
efflux pump [Edwardsiella ...

[Amycolatopsis australiensis]

MULTISPECIES: GTP-binding protein [Saccharopol...

GTP-binding protein

GTP-binding protein

[Streptomyces sp. MBT76]

[Amycolatopsis sp. CB00013]



WP_104679733.1

GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein

protein

ABQ23360.1 tetracycline resistance

BAF95550.1 tetracycline resistance

WP_092748867.1 GTP-binding protein

EFR32593.1 GTP-binding domain protein [Peptoniphilus harei AC...

EGL39683.1 GTP-binding domain protein [Megasphaera sp. UPII 1...

ABQ23359.1 tetracycline resistance efflux pump, partial [Aero...

343 5e-106
WP_090575047.1
344 6e-106
WP_073183306.1
343 8e-106
WP_084428751.1
342 9e-106
327 le-105
327 le-105
343 le-105
328 le-105
WP_003580605.1
343 le-105
WP_047623375.1
343 le-105
WP_033357111.1
343 le-105
328 le-105
327 2e-105
WP_069814409.1
342 2e-105
WP_063854497.1
343 2e-105
WP_097598021.1
342 2e-105
WP_006731900.1
328 2e-105
WP_016336704.1
342 2e-105
WP_091529320.1
342 2e-105
WP_062240025.1
341 2e-105
WP_028890491.1
342 3e-105
WP_043841447.1
342 3e-105
WP_023363761.1
342 3e-105
WP_093575845.1
341 3e-105
WP_091609574.1
342 3e-105
WP_054182740.1
342 3e-105

WP_106998838.1
341 4e-105

[Agrobacterium tumefaciens]
[Paenibacillus sp. 0V219]
[Tenacibaculum mesophilum]

[Kibdelosporangium aridum]

efflux pump, partial [Aero...

protein [Streptomyces sp.

[Rhizobium aethiopicum]

GTP-binding protein [Rhizobium leguminosarum]

GTP-binding protein [Rhizobium leguminosarum]

GTP-binding protein [Dactylosporangium auranti...

GTP-binding protein [Streptomyces sp. TP-A0874]

tetracycline resistance ribosomal protection p...

GTP-binding
GTP-binding
GTP-binding

GTP-binding

tetracycline resistance ribosomal protection p...

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein

protein

protein
protein
protein
protein
protein
protein

protein

[Rhizobium sp. L9]
[Lactobacillus iners]
[Amycolatopsis orientalis]

[Microlunatus solil

[Tenacibaculum ovolyticum]
[Roseivivax atlanticus]
[Actinoplanes friuliensis]

[Amycolatopsis rubidal

[Micromonospora mirobrigen...

[Rhizobium acidisolil

[Rhizobium sp. JAB6]



OLE@1321.1 hypothetical protein AUG91_01940 [Actinobacteria b...

340 4e-105
WP_067698781.1
341 4e-105
WP_064249559. 1
341 4e-105
WP_077690258. 1
342 4e-105
WP_010074806. 1
342 4e-105
WP_060603596. 1
341 4e-105
WP_007890980. 1
327 5e-105
WP_064705513. 1
341 5e-105
WP_047614130.1
341 6e-105
WP_100445478.1
340 7e-105
WP_051308702.1
342 7e-105
WP_011722765.1
341 le-104

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein
protein
protein
protein

protein

BAF02677.1 tetracycline resistance

325 le-104
WP_072030488.1
340 le-104
WP_097542187.1
340 le-104
WP_017585393.1
340 le-104
WP_101917382.1
341 le-104
WP_080277886.1
338 le-104

GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein

protein

BAF95547.1 tetracycline resistance

325 le-104

WP_049868737.1 GTP-binding protein

341 le-104

WP_047610790.1 GTP-binding protein

[Actinoplanes awajinensis]
[Rhizobium leguminosarum]
[Nocardiopsis sinuspersici]
[Clostridium cellulovorans]
[Sinorhizobium sp. GW3]
[Streptococcus pseudoporci...
[Rhizobium bangladeshense]
[Rhizobium leguminosarum]
[Glycomyces sp. TRM 41368]
[Streptomyces sp. CNS606]
[Clostridium novyil

protein [Vibrio sp. 04Ya057]
[Amycolatopsis keratiniphilal
[Rhizobium anhuiensel
[Nocardiopsis ganjiahuensis]
[Tenacibaculum sp. TN0020]
[Bacillus anthracis]

protein [Brachybacterium s...
[Paenibacillus sp. D9]

[Rhizobium tropicil

KUJ70082.1 GTP-binding protein [Streptomyces albus subsp. albus]

SDS83464.1 ribosomal protection tetracycline resistance prote...

AMP51625.1 hypothetical protein [uncultured bacterium]

340 le-104
340 le-104
340 le-104
323 le-104
WP_086082386.1
340 le-104
WP_037771319.1
340 2e-104

WP_017988897.1
340 2e-104

GTP-binding protein [Rhizobium etli]

tetracycline resistance ribosomal protection p...

GTP-binding protein [Rhizobium leguminosarum]



WP_039283559.1 GTP-binding protein [Clostridium botulinum]

340 2e-104

ABP96836.1 tetracycline resistance protein [Vibrio splendidusl]
324 2e-104

ABM65168.1 TetW [Bifidobacterium pseudolongum subsp. globosum]
322 2e-104

WP_091425021.1 GTP-binding protein [Micromonospora tulbaghiae]
340 2e-104

WP_039257044.1 GTP-binding protein [Clostridium botulinum]

340 2e-104

WP_062213991.1 GTP-binding protein [Streptomyces sp. NBRC 109...
340 2e-104

WP_105734727.1 GTP-binding protein [Phyllobacterium myrsinace...
339 2e-104

WP_093939169.1 GTP-binding protein [Amycolatopsis thailandensis]
338 3e-104

WP_017591673.1 GTP-binding protein [Nocardiopsis potens]

340 3e-104

WP_069611866.1 GTP-binding protein [Rhizobium sp. YK2]

339 3e-104

WP_086857843.1 GTP-binding protein [Amycolatopsis lexingtonen...
338 3e-104

WP_039245283.1 GTP-binding protein [Clostridium novyil

340 3e-104

WP_003541224.1 GTP-binding protein [Rhizobium leguminosarum]

339 4e-104

WP_039259388.1 GTP-binding protein [Clostridium botulinum]

339 4e-104

WP_091413159.1 GTP-binding protein [Friedmanniella luteolal

340 4e-104

AHI45106.1 Tet0 [Campylobacter jejuni]

326 4e-104

WP_025395228.1 GTP-binding protein [Rhizobium leguminosarum]

338 5e-104

WP_052865430.1 tetracycline resistance ribosomal protection p...
338 5e-104

WP_095565394.1 GTP-binding protein [Plantactinospora sp. KBS50]
339 5e-104

WP_039276861.1 GTP-binding protein [Clostridium botulinum]

339 5e-104

WP_026413758.1 GTP-binding protein [Actinomadura oligosporal

338 6e-104

AUI41095.1 tetracycline resistance ribosomal protection prote...
322 6e-104

WP_063274413.1 GTP-binding protein [Amycolatopsis keratiniphilal
338 6e-104

BAF95546.1 tetracycline resistance protein [Brachybacterium s...
323 7e-104

WP_095315242.1 tetracycline resistance ribosomal protection p...
333 7e-104

BAF02689.1 tetracycline resistance protein [Vibrio sp. 04Ya004]
323 7e-104

WP_037671305.1 tetracycline resistance ribosomal protection p...
338 7e-104



WP_091039199.1
338 8e-104
WP_064694617.1
338 8e-104
WP_077978721.1

GTP-binding protein [Glycomyces harbinensis]
GTP-binding protein [Rhizobium aegyptiacum]
GTP-binding protein [Rhizobium laguerreae]

GTP-binding protein [Streptomyces sp. SAT1]

MULTISPECIES: GTP-binding protein [Rhizobium]

AFU65884.1 DacRl [Dactylosporangium sp. SC14051]

338 9e-104
WP_064536790.1
338 9e-104
WP_064810768.1
338 9e-104
338 le-103
WP_098215846.1
336 le-103
WP_085015334.1
338 le-103
WP_039251942.1
338 le-103
WP_081633949.1
342 le-103
WP_068705992.1
338 le-103
WP_067589893.1
337 le-103

GTP-binding protein [Bacillus pseudomycoides]
GTP-binding protein [Frankia sp. KB5]

GTP-binding protein [Clostridium novyi]
GTP-binding protein [Terracoccus sp. 273MFTsu3.1]
GTP-binding protein [Tenacibaculum soleae]

GTP-binding protein [Amycolatopsis sp. M39]

AMP52232.1 elongation factor Tu domain 2 [uncultured bacterium]

EJB07701.1 LOW QUALITY PROTEIN: small GTP-binding protein dom...

322 le-103
337 le-103
WP_069113481.1
338 le-103
WP_053852026.1
336 le-103
WP_090940822.1
337 le-103
WP_085778704.1
337 le-103
WP_064839413.1
337 2e-103
WP_047930292.1
338 2e-103

GTP-binding protein [Jiangella albal

tetracycline resistance ribosomal protection p...
GTP-binding protein [Nonomuraea jiangxiensis]
GTP-binding protein [Rhizobium sp. NXC14]
MULTISPECIES: GTP-binding protein [Rhizobium]

GTP-binding protein [Clostridium botulinum]

AHI45110.1 TetO [Campylobacter jejunil

PLX01135.1 GTP-binding protein [Marinilabiliales bacterium]

324 2e-103
337 2e-103
WP_063474642.1
337 2e-103
WP_057468060.1
337 2e-103
WP_028740902.1
337 2e-103

GTP-binding protein [Rhizobium anhuiense]
GTP-binding protein [Rhizobium sp. Root1203]

GTP-binding protein [Rhizobium leguminosarum]

BAF95552.1 tetracycline resistance protein [Arthrobacter sp.

322 2e-103
WP_030367961.1
337 2e-103

GTP-binding protein [Streptomyces roseovertici...



WP_006733447.1

GTP-binding protein
GTP-binding protein
GTP-binding protein

GTP-binding protein

[Lactobacillus iners]
[Rhizobium sp. Root708]
[Rhizobium leguminosarum]

[Rhizobium leguminosarum]

ANP86357.1 GTP-binding protein [Rhizobium leguminosarum]

ANZ45594.1 hypothetical protein BED41_11235 [Cloacibacillus p...

GTP-binding protein
GTP-binding protein

GTP-binding protein

[Rhizobium leguminosarum]
[Amycolatopsis niigatensis]

[Amycolatopsis benzoatilyt...

MULTISPECIES: GTP-binding protein [Rhizobium]

GTP-binding protein

ACH43046.1 tetracycline resistance

GTP-binding protein
GTP-binding protein
GTP-binding protein
GTP-binding protein
GTP-binding protein

GTP-binding protein

[Rhizobium leguminosarum]
protein Tet(M) [Enterococc...
[Rhizobium sp. R634]
[Streptomyces sp. TP-A0874]
[Clostridium botulinum]
[Micromonospora sp. WMMA2032]
[Clostridium botulinum]

[Rhizobium tropici]

MULTISPECIES: GTP-binding protein [Actinobacte...

GTP-binding protein
GTP-binding protein

GTP-binding protein

[Rhizobium leguminosarum]
[Rhizobium leguminosarum]

[Clostridium botulinum]

BAF95553.1 tetracycline resistance protein [Brachybacterium s...

GTP-binding protein

[Clostridium novyil

AAP21774.1 putative ribosomal protection protein [uncultured ...

322 2e-103
WP_056823271.1
337 2e-103
WP_017961207.1
337 2e-103
WP_011652714.1
337 2e-103
337 2e-103
337 2e-103
WP_075224069. 1
337 2e-103
WP_101435808. 1
336 2e-103
WP_020662538. 1
337 2e-103
WP_064803668. 1
337 2e-103
WP_018074229.1
337 2e-103
321 2e-103
WP_088687521.1
337 3e-103
WP_069812828.1
337 3e-103
WP_013726215.1
337 3e-103
WP_099161828.1
336 3e-103
WP_053284784.1
337 3e-103
WP_015341029.1
336 4e-103
WP_009072799.1
336 4e-103
WP_024320831.1
336 5e-103
WP_029870343.1
336 5e-103
WP_039240195.1
336 5e-103
320 5e-103
WP_039250656. 1
337 5e-103
329 6e-103
WP_097630451.1
336 6e-103

WP_064682644.1
336 7e-103

GTP-binding protein

GTP-binding protein

[Rhizobium anhuiense]

[Rhizobium bangladeshense]



WP_003366748.1 GTP-binding protein [Clostridium botulinum]

336 7e-103

AHI45108.1 TetO [Campylobacter jejunil

323 7e-103

WP_086341339.1 GTP-binding protein [Enterococcus sp. 6C8_DIVO...
335 8e-103

BAG23437.1 putative tetracycline resistance protein [Streptom...
336 8e-103

WP_085828953.1 GTP-binding protein [Clostridium massiliodielm...
336 8e-103

AHI45109.1 TetO [Campylobacter jejunil

322 8e-103

WP_042180585.1 GTP-binding protein [Kibdelosporangium sp. MJ1...
334 %9e-103

WP_030248611.1 GTP-binding protein [Streptacidiphilus jeojiensel
336 %9e-103

WP_012758195.1 GTP-binding protein [Rhizobium leguminosarum]

335 %9e-103

WP_017994661.1 GTP-binding protein [Rhizobium leguminosarum]

335 le-102

WP_025662269.1 GTP-binding protein [Rhizobium sp. IBUNI

335 le-102

WP_086683054.1 GTP-binding protein [Amycolatopsis pretoriensis]
334 le-102

WP_071613075.1 GTP-binding protein [Clostridium estertheticum]
335 le-102

WP_097592648.1 GTP-binding protein [Rhizobium sp. J15]

335 le-102

WP_079035534.1 GTP-binding protein [Streptomyces flocculus]

336 le-102

SB097526.1 Ribosome protection-type tetracycline resistance r...
335 le-102

WP_100605928.1 tetracycline resistance ribosomal protection p...
335 le-102

BAL04138.1 tetracycline resistance protein [Vibrio ichthyoent...
319 le-102

WP_076359067.1 MULTISPECIES: GTP-binding protein [Paenibacillus]
335 2e-102

WP_054292861.1 GTP-binding protein [Kibdelosporangium phytoha...
333 2e-102

BAF95544.1 tetracycline resistance protein [Bacillus sp. APFT...
319 2e-102

KJK11378.1 hypothetical protein UB45_14010 [Terrabacter sp. 28]
336 2e-102

WP_017621924.1 GTP-binding protein [Nocardiopsis gilval

335 2e-102

AHI45107.1 TetO [Campylobacter jejunil

322 2e-102

WP_007028189.1 GTP-binding protein [Amycolatopsis decaplaninal
333 2e-102

WP_056826659.1 GTP-binding protein [Terrabacter sp. Root85]

336 2e-102

WP_067360275.1 tetracycline resistance ribosomal protection p...
333 3e-102



BAF95545.1 tetracycline resistance protein [Bacillus sp. APFT...

318 3e-102
WP_084958049.1
333 3e-102
WP_017624595.1
334 3e-102
WP_018446486.1
334 3e-102
WP_086571522.1
335 3e-102

GTP-binding
GTP-binding

GTP-binding

protein
protein

protein

[Thermoactinospora rubral
[Nocardiopsis chromatogenes]

[Rhizobium gallicum]

tetracycline resistance ribosomal protection p...

AHI45112.1 TetO [Campylobacter jejuni]

321 3e-102
WP_088683289. 1
333 4e-102
WP_047629084. 1
333 4e-102
WP_056773652.1
335 4e-102
WP_018482862.1
333 6e-102
WP_097629337.1
333 7e-102
WP_028732787.1
333 7e-102
WP_037091390. 1
333 8e-102
WP_013454445,1
333 9e-102

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein

protein

SMI87769.1 tetracycline resistance

316 9e-102
WP_087925631.1
333 le-101
WP_106193694.1
331 le-101
WP_004950796.1
334 le-101

GTP-binding
GTP-binding

GTP-binding

protein
protein

protein

[Rhizobium sp. R635]
[Rhizobium tropicil
[Terrabacter sp. So0il811]
[Rhizobium leguminosarum]
[Rhizobium sp. L18]
[Rhizobium leguminosarum]
[Rhizobium leguminosarum]
[Marivirga tractuosal

protein TetP [Enterococcus...
[Streptomyces albireticulil

[Umezawaea tangerinal

[Streptomyces mobaraensis]

PHS08958.1 GTP-binding protein [Kordia sp.]

333 le-101
WP_034476055.1
332 le-101
WP_094085597.1
332 le-101
WP_101610104.1
332 le-101
WP_085515285.1
333 le-101
WP_091578945.1
332 2e-101
WP_035737742.1
332 2e-101
WP_026930414.1
332 2e-101
WP_096764780.1
332 2e-101

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein

protein

[Agrobacterium rhizogenes]
[Rhizobium leguminosarum]
[Amycolatopsis sp. BJA-103]
[Marivirga sericeal
[Micromonospora sediminicolal
[Glycomyces arizonensis]
[Glycomyces tenuis]

[Rhizobium sophoriradicis]



WP_071087632.1 GTP-binding protein [Rhizobium sp. RSm-3]

332 2e-101

WP_043619619.1 GTP-binding protein [Ensifer sp. ZNC0028]

332 2e-101

CNA02039.1 tetracycline resistance protein TetM [Streptococcu...
315 2e-101

WP_085737717.1 GTP-binding protein [Rhizobium sp. CIAT894]

332 2e-101

WP_097223733.1 tetracycline resistance ribosomal protection p...
330 3e-101

WP_028738651.1 MULTISPECIES: GTP-binding protein [Rhizobium]

331 3e-101

WP_020050745.1 GTP-binding protein [Rhizobium leguminosarum]

331 3e-101

EJZ18119.1 tetracycline resistance protein [Rhizobium sp. Pop5]
331 3e-101

WP_047468645.1 GTP-binding protein [Agrobacterium rhizogenes]
331 4e-101

AMP46949.1 elongation factor G, domain IV [uncultured bacterium]
317 4e-101

EJC75820.1 small GTP-binding protein domain protein [Rhizobiu...
332 5e-101

WP_007630281.1 GTP-binding protein [Rhizobium sp. CCGE 510]

331 5e-101

WP_095850965.1 tetracycline resistance ribosomal protection p...
330 5e-101

AMP51668.1 elongation factor G, domain IV [uncultured bacterium]
326 5e-101

WP_058884870.1 GTP-binding protein [Tenacibaculum dicentrarchil
331 5e-101

ANMO5045.1 translation elongation factor/tetracycline resista...
331 6e-101

WP_049733560.1 GTP-binding protein [Rhizobium ecuadorense]

330 6e-101

WP_085742851.1 GTP-binding protein [Rhizobium phaseolil]

330 7e-101

WP_090791959.1 GTP-binding protein [Asanoa ishikariensis]

330 7e-101

WP_018242774.1 GTP-binding protein [Rhizobium leguminosarum]

330 7e-101

WP_098745613.1 GTP-binding protein [Micromonospora sp. WMMA1996]
330 7e-101

AMP49507.1 elongation factor Tu GTP binding domain protein [u...
316 %9e-101

WP_078875480.1 GTP-binding protein [Streptomyces sp. NRRL F-5...
331 le-100

WP_030899138.1 GTP-binding protein [Streptomyces sp. NRRL F-5...
331 le-100

WP_046628486.1 GTP-binding protein [Neorhizobium galegael

330 le-100

WP_099944884.1 tetracycline resistance ribosomal protection p...
329 le-100

WP_097621729.1 GTP-binding protein [Rhizobium sp. L43]

330 le-100



WP_078872690.1 GTP-binding protein [Streptomyces sp. NRRL S-1...

331 le-100

AA016476.1 putative tetracycline resistance protein [uncultur...

323 2e-100
WP_007693710.1
330 2e-100
WP_075851581.1
329 2e-100
WP_091049845.1
328 2e-100
WP_086817188.1
330 2e-100
WP_016471516.1
330 3e-100
WP_080790836.1
328 3e-100
WP_101914537.1
329 3e-100
WP_088948994.1
329 3e-100

AA016475.1 putative tetracycline resistance protein [uncultur...

322 4e-100
WP_033180886.1
328 4e-100
WP_108493615.1
327 4e-100
WP_106366688.1
328 4e-100
WP_038689909.1
328 4e-100
WP_088673344.1
328 4e-100
WP_057216731.1
328 5e-100
WP_072380130.1
328 5e-100

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein

protein

protein
protein
protein
protein
protein
protein

protein

[Rhizobium sp.

AP16]

[Rhizobium hainanensel

[Glycomyces sambucus]

[Streptomyces cacaoi]

[Streptomyces sp. HPH0547]

[Agrobacterium

[Tenacibaculum

genomosp. 9]

finnmarkensel

[Micromonospora zamorensis]

[Rhizobium leguminosarum]

[Promicromonospora sp. AC04]

[Glycomyces artemisiae]

[Rhizobium sp.

[Rhizobium sp.

IE4771]

R339]

[Ensifer sp. Root127]

[Rhizobium tibeticum]

PCI34160.1 GTP-binding protein [Flavobacteriaceae

328 5e-100
WP_097667096.1
328 5e-100
WP_037107199.1
328 7e-100
WP_034315358.1
327 7e-100
WP_035103788.1
328 7e-100
WP_052589716.1
327 9e-100
WP_084814088.1
328 9e-100
WP_057206998.1
328 9e-100
WP_030408550.1
328 le-99

GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding
GTP-binding

GTP-binding

protein
protein
protein
protein
protein
protein
protein

protein

[Rhizobium sp.
[Rhizobium sp.

[Amycolatopsis

bacterium]
M1]
0K665]

luridal

[Devosia sp. LC5]

[Luteipulveratus mongolien...

[Ensifer sp. 1H6]

[Ensifer sp. Root31]

[Streptomyces sp. NRRL F-5...



PKP17033.1 GTP-binding protein [Bacteroidetes bacterium HGW-B...
328 1le-99

PHR24012.1 GTP-binding protein [Fluviicola sp.]

328 1le-99

WP_080866109.1 GTP-binding protein [Agrobacterium tumefaciens]
327 le-99

WP_012649611.1 GTP-binding protein [Agrobacterium tumefaciens]
327 le-99

WP_012558297.1 GTP-binding protein [Rhizobium leguminosarum]

327 le-99

WP_093871562.1 GTP-binding protein [Tenacibaculum sp. MAR_201...
327 le-99

WP_057226042.1 GTP-binding protein [Ensifer sp. Root142]

327 2e-99

WP_084070521.1 GTP-binding protein [Desulfobacterium vacuolatum]
327 2e-99

WP_101954789.1 GTP-binding protein [Tenacibaculum finnmarkense]
327 2e-99

WP_101932033.1 GTP-binding protein [Tenacibaculum dicentrarchil
327 2e-99

WP_101901742.1 GTP-binding protein [Tenacibaculum dicentrarchil
327 2e-99

WP_103785291.1 tetracycline resistance ribosomal protection p...
325 2e-99

WP_025430445.1 GTP-binding protein [Ensifer adhaerens]

327 2e-99

WP_034087015.1 GTP-binding protein [Streptacidiphilus albus]

325 2e-99

WP_099919107.1 tetracycline resistance ribosomal protection p...
325 3e-99

WP_092620003.1 GTP-binding protein [Jiangella sp. DSM 45060]

326 3e-99

WP_087743847.1 GTP-binding protein [Agrobacterium tumefaciens]
326 3e-99

WP_031028518.1 GTP-binding protein [Streptomyces sp. NRRL F-5...
327 3e-99

WP_030323068.1 tetracycline resistance ribosomal protection p...
325 3e-99

WP_020809762.1 GTP-binding protein [Agrobacterium tumefaciens]
326 3e-99

WP_053202290.1 GTP-binding protein [Jiangella muralis]

326 4e-99

AA016473.1 putative tetracycline resistance protein [uncultur...
319 4e-99

WP_077150566.1 hypothetical protein [Enterococcus faecium]

309 4e-99

KPC96456.1 GTP-binding protein [Streptomyces sp. NRRL F-6602]
325 4e-99

WP_062945390.1 GTP-binding protein [Rhizobium leguminosarum]

326 4e-99

WP_003502521.1 GTP-binding protein [Agrobacterium tumefaciens]
325 5e-99

WP_057221147.1 MULTISPECIES: GTP-binding protein [Ensifer]

325 6e-99



WP_007457364.1 GTP-binding protein [Micromonospora lupinil

325 6e-99

WP_064965718.1 GTP-binding protein [Tenacibaculum ovolyticum]
325 6e-99

WP_101907180.1 GTP-binding protein [Tenacibaculum dicentrarchi]
326 6e-99

WP_080864274.1 GTP-binding protein [Agrobacterium tumefaciens]
325 6e-99

WP_099085457.1 GTP-binding protein [Agrobacterium tumefaciens]
325 7e-99

AMP56067.1 elongation factor G, domain IV [uncultured bacterium]
310 7e-99

WP_107027067.1 GTP-binding protein [Ensifer sp. NM-2]

325 8e-99

WP_103836572.1 tetracycline resistance ribosomal protection p...
325 8e-99

WP_091877371.1 GTP-binding protein [Phyllobacterium sp. 0V277]
325 8e-99

WP_068400263.1 GTP-binding protein [Rhizobium sp. AC27/96]

325 9e-99

WP_028870517.1 GTP-binding protein [Psychroserpens burtonensis]
325 9e-99

WP_018494747.1 GTP-binding protein [Rhizobium leguminosarum]

325 1le-98

OWT31778.1 mosaic tetracycline resistance protein [Campylobac...
308 1le-98

WP_016430778.1 tetracycline resistance ribosomal protection p...
323 1le-98

WP_094923030.1 GTP-binding protein [Pseudonocardia sp. MH-G8]
323 2e-98

WP_076988305.1 GTP-binding protein [Actinosynnema sp. ALI-1.44]
323 2e-98

WP_018528928.1 tetracycline resistance ribosomal protection p...
323 2e-98

WP_049571435.1 GTP-binding protein [Nonomuraea sp. SBT364]

324 2e-98

WP_068953105.1 GTP-binding protein [Pararhizobium polonicum]

324 3e-98

WP_055508442.1 tetracycline resistance ribosomal protection p...
323 3e-98

WP_051823248.1 tetracycline resistance ribosomal protection p...
323 5e-98

0JU39843.1 tetracycline resistance ribosomal protection prote...
319 6e-98

WP_014151327.1 GTP-binding protein [Streptomyces cattleyal

323 8e-98

WP_095126029.1 GTP-binding protein [Pseudomonas sp. Irchel s3...
322 9e-98

WP_077062765.1 GTP-binding protein [Streptomyces sp. MP131-18]
323 9e-98

WP_016733539.1 GTP-binding protein [Rhizobium phaseolil

322 le-97

WP_064818588.1 GTP-binding protein [Rhizobium phaseolil

322 le-97



WP_015023938.1 GTP-binding protein [Psychroflexus torquis]

322 le-97

WP_038524612.1 GTP-binding protein [Streptomyces albulus]

322 2e-97

WP_015796768.1 GTP-binding protein [Catenulispora acidiphilal
322 2e-97

WP_053165149.1 GTP-binding protein [Streptomyces albulus]

322 2e-97

WP_091416501.1 GTP-binding protein [Friedmanniella luteolal

322 2e-97

WP_077982397.1 GTP-binding protein [Agrobacterium salinitoler...
322 2e-97

WP_086950907.1 GTP-binding protein [Vagococcus fluvialisl]

320 2e-97

WP_047461124.1 GTP-binding protein [Agrobacterium rhizogenes]
322 2e-97

AQZ61532.1 GTP-binding protein [Nonomuraea sp. ATCC 55076]

322 2e-97

WP_046664630.1 GTP-binding protein [Neorhizobium galegae]

321 2e-97

WP_086158027.1 GTP-binding protein [Streptomyces sp. SCSIO 03...
322 2e-97

SDR78662.1 ribosomal protection tetracycline resistance prote...
322 2e-97

WP_064827966.1 GTP-binding protein [Rhizobium phaseolil]

321 3e-97

WP_080046591.1 GTP-binding protein [Nonomuraea sp. ATCC 55076]
322 3e-97

WP_027668604.1 GTP-binding protein [Rhizobium leguminosarum]

321 3e-97

WP_106517566.1 tetracycline resistance ribosomal protection p...
320 3e-97

WP_028798647.1 tetracycline resistance ribosomal protection p...
320 3e-97

WP_095049040.1 GTP-binding protein [Pseudomonas sp. Irchel s3h9]
321 4e-97

WP_055584822.1 GTP-binding protein [Streptomyces diastatochro...
321 4e-97

CNE17313.1 tetracycline resistance protein TetM [Streptococcu...
306 4e-97

WP_030869320.1 tetracycline resistance ribosomal protection p...
320 4e-97

WP_103963050.1 GTP-binding protein [Nonomuraea solanil

320 4e-97

CT047212.1 putative conjugative element protein [Streptococcu...
306 5e-97

WP_020931295.1 GTP-binding protein [Streptomyces albulus]

320 5e-97

PLX13322.1 GTP-binding protein [Marinilabiliales bacterium]

319 5e-97

KUL36925.1 GTP-binding protein [Streptomyces sp. NRRL F-4489]
321 5e-97

SPL98248.1 Ribosome protection-type tetracycline resistance r...
322 6e-97



WP_051798217.1 tetracycline resistance ribosomal protection p...
320 6e-97

WP_011027352.1 tetracycline resistance ribosomal protection p...
320 6e-97

WP_024316514.1 GTP-binding protein [Rhizobium favelukesii]

320 7e-97

WP_045016004.1 GTP-binding protein [Agrobacterium arsenijeviciil
320 7e-97

A0S89055.1 TetM [Lactococcus garvieael

304 7e-97

PKP50826.1 GTP-binding protein [Bacteroidetes bacterium HGW-B...
320 8e-97

WP_057612944.1 tetracycline resistance ribosomal protection p...
318 9e-97

WP_059204263.1 tetracycline resistance ribosomal protection p...
318 1le-96

WP_105429325.1 GTP-binding protein [Neorhizobium sp. T6_25]

319 1le-96

WP_027420549.1 GTP-binding protein [Crocinitomix catalasitical
320 le-96

WP_079064357.1 GTP-binding protein [Streptomyces sp. NRRL F-4...
321 1le-96

WP_107156361.1 GTP-binding protein [Micromonospora sp. RP3T]

319 1le-96

CAM59625.1 tetracycline resistance protein [Lactobacillus par...
307 1le-96

WP_099276621.1 GTP-binding protein [Rhodobacteraceae bacteriu...
315 le-96

WP_046640980.1 GTP-binding protein [Neorhizobium galegael

319 2e-96

AMJ37914.1 elongation factor G, domain IV [uncultured bacterium]
313 2e-96

SMH99378.1 translation elongation factor G [Enterococcus faec...
303 2e-96

WP_105434621.1 GTP-binding protein [Neorhizobium sp. T20_22]

318 2e-96

WP_010971555.1 MULTISPECIES: GTP-binding protein [Agrobacteri...
319 2e-96

WP_089253453.1 GTP-binding protein [Asanoa hainanensis]

319 2e-96

AMP55632.1 elongation factor Tu GTP binding domain protein [u...
303 2e-96

WP_020014263.1 GTP-binding protein [Promicromonospora sukumoel
318 2e-96

WP_031175002.1 MULTISPECIES: GTP-binding protein [Streptomyces]
319 2e-96

EHL64011.1 small GTP-binding protein domain protein [Synergis...
318 2e-96

WP_062715834.1 tetracycline resistance ribosomal protection p...
318 2e-96

WP_099933415.1 tetracycline resistance ribosomal protection p...
317 3e-96

WP_009949137.1 GTP-binding protein [Saccharopolyspora erythraeal
317 3e-96



WP_071655982.1 GTP-binding protein [Streptomyces gilvigriseus]
318 3e-96

WP_105426565.1 GTP-binding protein [Neorhizobium sp. T17_20]

318 3e-96

WP_108015656.1 tetracycline resistance ribosomal protection p...
317 4e-96

CDZ57213.1 GTP-binding elongation factor protein, TetM/TetO [...
315 4e-96

WP_083829741.1 GTP-binding protein [Synergistes sp. 3_1_syn1l]
318 4e-96

WP_106017159.1 GTP-binding protein [Enterococcus faecium]

303 4e-96

WP_080440097.1 GTP-binding protein [Enterococcus faecium]

302 5e-96

WP_029681450.1 MULTISPECIES: GTP-binding protein [Enterococcus]
302 5e-96

EPI26045.1 GTP-binding domain protein [Enterococcus faecium S...
303 5e-96

WP_053615648.1 GTP-binding protein [Nocardiopsis sp. NRRL B-1...
318 5e-96

AMP49519.1 elongation factor Tu GTP binding domain protein [u...
310 6e-96

EJX65240.1 GTP-binding domain protein [Enterococcus faecium P...
303 6e-96

WP_095938152.1 tetracycline resistance ribosomal protection p...
317 6e-96

WP_033651157.1 MULTISPECIES: GTP-binding protein [Enterococcus]
302 6e-96

WP_037196453.1 GTP-binding protein [Rhizobium sp. 0K494]

317 7e-96

WP_037714257.1 tetracycline resistance ribosomal protection p...
316 7e-96

EJX82487.1 GTP-binding domain protein [Enterococcus faecium E...
302 7e-96

WP_033658535.1 MULTISPECIES: GTP-binding protein [Enterococcus]
302 8e-96

WP_105402079.1 GTP-binding protein [Neorhizobium sp. T7_12]

317 9e-96

ONN39273.1 hypothetical protein BTN91_17075 [Enterococcus fae...
302 9e-96

WP_026197042.1 GTP-binding protein [Sciscionella marina]

315 le-95

SNT61137.1 ribosomal protection tetracycline resistance prote...
317 le-95

CVK50870.1 tetracycline resistance protein TetM [Streptococcu...
301 2e-95

WP_062040124.1 tetracycline resistance ribosomal protection p...
315 2e-95

WP_037085515.1 GTP-binding protein [Rhizobium vignael

316 2e-95

WP_044398207.1 GTP-binding protein [Lacinutrix sp. Hel_I_90]

316 2e-95

WP_049134477.1 tetracycline resistance ribosomal protection p...
309 3e-95



WP_087563939.1 GTP-binding protein [Polaribacter sp. SA4-10]

316 3e-95

WP_105436481.1 GTP-binding protein [Neorhizobium sp. T11_12]

315 4e-95

WP_063775610.1 GTP-binding protein [Actinoplanes rectilineatus]
315 4e-95

WP_046800259.1 MULTISPECIES: GTP-binding protein [Rhizobium/A...
315 4e-95

AUT30819.1 TetM [Enterococcus faecalis]

301 4e-95

0JX16406.1 GTP-binding protein [Devosia sp. 67-54]

315 4e-95

A0S89057.1 TetM [Lactococcus garvieael

299 5e-95

WP_031046115.1 MULTISPECIES: tetracycline resistance ribosoma...
314 5e-95

WP_102919458.1 tetracycline resistance ribosomal protection p...
315 6e-95

WP_093455492.1 tetracycline resistance ribosomal protection p...
314 6e-95

WP_016325250.1 MULTISPECIES: tetracycline resistance ribosoma...
314 7e-95

WP_105154317.1 GTP-binding protein [Streptococcus suis]

300 7e-95

PCH76293.1 GTP-binding protein [Flavobacteriaceae bacterium]

315 7e-95

WP_045534099.1 MULTISPECIES: GTP-binding protein [Rhizobium]

315 8e-95

AMP49322.1 elongation factor Tu GTP binding domain protein [u...
299 le-94

WP_095683712.1 GTP-binding protein [Streptomyces sp. CLI2509]
315 le-94

WP_030607306.1 tetracycline resistance ribosomal protection p...
313 le-94

WP_064831270.1 GTP-binding protein [Rhizobium phaseolil]

314 2e-94

WP_086829605.1 GTP-binding protein [Allokutzneria sp. NRRL B-...
312 2e-94

WP_073900276.1 GTP-binding protein [Saccharothrix sp. CB0@851]
314 2e-94

WP_020117114.1 tetracycline resistance ribosomal protection p...
312 2e-94

BAF95548.1 tetracycline resistance protein [Bacillus sp. APFT...
298 2e-94

WP_007830218.1 GTP-binding protein [Streptomyces sp. Tu6071]

314 2e-94

WP_027735987.1 GTP-binding protein [Streptomyces sp. CNT360]

315 2e-94

WP_106504825.1 GTP-binding protein [Escherichia coli]

297 3e-94

ATU88011.1 TetM [Enterococcus faecalis]

300 3e-94

WP_078983558.1 tetracycline resistance ribosomal protection p...
313 3e-94



WP_084482346.1 GTP-binding protein [Cloacibacillus evryensis]
313 3e-94

WP_047555357.1 GTP-binding protein [Rhizobium leguminosarum]

313 3e-94

WP_002359507.1 GTP-binding protein [Enterococcus faecium]

298 4e-94

WP_034271652.1 GTP-binding protein [Actinospica robiniael

311 4e-94

WP_089965059.1 GTP-binding protein [Clostridium gasigenes]

313 5e-94

WP_037738227.1 tetracycline resistance ribosomal protection p...
311 5e-94

ONN47801.1 elongation factor G [Enterococcus faecium]

296 6e-94

WP_093816482.1 GTP-binding protein [Streptomyces sp. TverLS-915]
313 6e-94

WP_093583229.1 GTP-binding protein [Streptomyces sp. LcepLS]

313 7e-94

WP_105614890.1 GTP-binding protein [Vallitalea sp. S15]

312 7e-94

WP_077469487.1 GTP-binding protein [Rhizobium sp. P44RR-XXIV]
312 7e-94

WP_033699270.1 GTP-binding protein [Enterococcus faecium]

297 9e-94

WP_046611450.1 GTP-binding protein [Neorhizobium galegael

311 le-93

WP_010267699.1 MULTISPECIES: GTP-binding protein [Streptomyces]
311 2e-93

WP_052842639.1 tetracycline resistance ribosomal protection p...
311 2e-93

WP_046603362.1 GTP-binding protein [Neorhizobium galegae]

311 2e-93

WP_063736000.1 tetracycline resistance ribosomal protection p...
310 2e-93

WP_093737480.1 GTP-binding protein [Streptomyces sp. DvalAA-14]
311 2e-93

WP_063854498.1 tetracycline resistance ribosomal protection p...
310 2e-93

SMJ68293.1 translation elongation factor G [Enterococcus faec...
296 2e-93

WP_049099151.1 tetracycline resistance protein tetM [Enteroco...
294 2e-93

WP_073764118.1 tetracycline resistance ribosomal protection p...
311 3e-93

AIA10937.1 elongation factor Tu GTP binding domain protein [u...
310 4e-93

WP_050503017.1 tetracycline resistance ribosomal protection p...
310 4e-93

PLW92762.1 GTP-binding protein [Marinilabiliales bacterium]

308 le-92

WP_097271705.1 tetracycline resistance ribosomal protection p...
308 le-92

WP_037948005.1 tetracycline resistance ribosomal protection p...
309 le-92



WP_012484426.1 GTP-binding protein [Rhizobium etli]

309 le-92

WP_090765475.1 GTP-binding protein [Nonomuraea maritimal

309 le-92

WP_010726522.1 transposase [Enterococcus faecium]

292 le-92

WP_079046514.1 GTP-binding protein [Streptococcus pneumoniae]
293 le-92

AGP55678.1 tetracycline resistance protein tetM [Streptomyces...
309 le-92
AP032513.1 ferrous iron transport protein B [uncultured bacte...
292 le-92
AHK46947.1 peptide chain release factor 3 [Ensifer adhaerens ...
308 2e-92
SEG75335.1 ribosomal protection tetracycline resistance prote...
301 2e-92

AMP55645.1 elongation factor Tu domain 2 [uncultured bacterium]
291 2e-92

WP_092769184.1 MULTISPECIES: GTP-binding protein [Rhizobium]
308 2e-92

ACJ38543.1 tetracycline resistance protein [Trueperella pyoge...
294 3e-92
WP_069760792.1 tetracycline resistance ribosomal protection p...
307 3e-92
AP035566.1 ferrous iron transport protein B [uncultured bacte...
292 3e-92
WP_086882709.1 tetracycline resistance ribosomal protection p...
308 4e-92
WP_053752111.1 tetracycline resistance ribosomal protection p...
306 4e-92

WP_105439003.1 GTP-binding protein [Neorhizobium sp. T25_13]
307 4e-92

WP_106618717.1 GTP-binding protein [Saccharothrix carneal
308 5e-92

WP_102910277.1 tetracycline resistance ribosomal protection p...
306 5e-92
WP_009715689.1 tetracycline resistance ribosomal protection p...
306 6e-92
WP_006312585.1 GTP-binding protein [Agrobacterium sp. ATCC 31...
307 6e-92

PLX23049.1 GTP-binding protein [Salinivirgaceae bacterium]
306 8e-92

PSL52798.1 ribosomal protection tetracycline resistance prote...
307 9e-92

WP_046630937.1 GTP-binding protein [Neorhizobium galegae]
306 le-91

WP_044367550.1 tetracycline resistance ribosomal protection p...
306 2e-91
KFI82701.1 tetracycline resistance protein [Bifidobacterium r...
288 2e-91
WP_053923900.1 tetracycline resistance ribosomal protection p...
305 2e-91
WP_061440853.1 tetracycline resistance ribosomal protection p...
305 2e-91



WP_107478756.1 tetracycline resistance ribosomal protection p...
305 2e-91

PCIQ4775.1 GTP-binding protein [Flavobacteriaceae bacterium]

305 3e-91

WP_100045794.1 tetracycline resistance ribosomal protection p...
304 6e-91

WP_073728628.1 tetracycline resistance ribosomal protection p...
303 6e-91

WP_072664661.1 hypothetical protein [Escherichia colil

288 6e-91

EEM59365.1 GTP-binding elongation factor protein, TetM/TetO [...
297 8e-91

AMP50125.1 elongation factor Tu GTP binding domain protein [u...
287 8e-91

PRX69439.1 ribosomal protection tetracycline resistance prote...
301 le-90

WP_030185600.1 tetracycline resistance ribosomal protection p...
303 2e-90

WP_044571383.1 GTP-binding protein [Streptomyces iranensis]

303 3e-90

A0S89056.1 truncated TetM [Lactococcus garvieael

286 5e-90

WP_084913470.1 GTP-binding protein [Streptococcus salivarius]
286 6e-90

WP_020539169.1 GTP-binding protein [Lewinella cohaerens]

302 6e-90

AP028710.1 feoB: ferrous iron transport protein [uncultured b...
285 8e-90

WP_030937601.1 tetracycline resistance ribosomal protection p...
300 1le-89

AMP50695.1 elongation factor G, domain IV [uncultured bacterium]
296 1le-89

AEN80267.1 TetM [Enterococcus sp. R41]

284 1le-89

05C69059.1 GTP-binding protein [Streptomyces sp. 4F]

300 2e-89

WP_069571338.1 tetracycline resistance ribosomal protection p...
301 2e-89

WP_053745107.1 tetracycline resistance ribosomal protection p...
300 2e-89

AMP51655.1 elongation factor Tu domain 2 [uncultured bacterium]
285 2e-89

WP_087804965.1 tetracycline resistance ribosomal protection p...
300 3e-89

WP_018684401.1 GTP-binding protein [Actinokineospora enzanensis]
299 3e-89

A0S89058.1 truncated TetM [Lactococcus garvieael

284 3e-89

KII54090.1 tetracycline resistance protein tetM [Enterococcus...
287 3e-89

ASQ96433.1 GTP-binding protein [Streptomyces sp. 11-1-2]

300 3e-89

WP_046256897.1 tetracycline resistance ribosomal protection p...
299 4e-89



WP_100806474.1 tetracycline resistance ribosomal protection p...
299 5e-89

WP_055421184.1 tetracycline resistance ribosomal protection p...
298 9e-89

WP_086667986.1 GTP-binding protein [Lentzea kentuckyensis]

295 1le-88

WP_107019526.1 tetracycline resistance ribosomal protection p...
298 le-88

WP_014910024.1 GTP-binding protein [Nocardiopsis albal

298 2e-88

EGG58291.1 GTP-binding domain protein [Enterococcus faecalis ...
282 2e-88

WP_103631420.1 GTP-binding protein [Bacillus thuringiensis]

291 2e-88

AEA35204.1 tetracycline resistance protein class S [unculture...
283 2e-88

WP_013229872.1 GTP-binding protein [Amycolatopsis mediterraneil
296 3e-88

WP_078643040.1 tetracycline resistance ribosomal protection p...
297 3e-88

WP_037348098.1 GTP-binding protein [Sciscionella sp. SE31]

295 3e-88

ADI48098.1 tetracycline-resistance protein [Clostridium perfr...
285 3e-88

KwWw51894.1 tetracycline resistance protein [Bacillus cereus]

290 3e-88

WP_083107992.1 tetracycline resistance ribosomal protection p...
297 3e-88

PIN97650.1 elongation factor G [Enterococcus faecium]

281 3e-88

AEA35208.1 tetracycline resistance protein class S [unculture...
283 3e-88

WP_079258644.1 tetracycline resistance ribosomal protection p...
297 4e-88

WP_017533353.1 GTP-binding protein [Nocardiopsis albal

297 4e-88

CJH79444.1 tetracycline resistance protein TetM [Streptococcu...
280 4e-88

WP_095583585.1 GTP-binding protein [Streptomyces albireticulil
296 5e-88

WP_102937569.1 tetracycline resistance ribosomal protection p...
296 7e-88

WP_057327374.1 tetracycline resistance protein tetQ [Parabact...
290 9e-88

WP_079457349.1 hypothetical protein [Streptococcus agalactiael
279 le-87

CUQ43171.1 Tetracycline resistance protein tetM [Parabacteroi...
289 le-87

KII55329.1 tetracycline resistance protein tetM [Enterococcus...
283 le-87

WP_076972834.1 tetracycline resistance ribosomal protection p...
295 le-87

CIV86160.1 tetracycline resistance protein TetM [Streptococcu...
279 2e-87



WP_020427483.1 GTP-binding protein [Paenibacillus riograndensis]
289 2e-87

AEA35206.1 tetracycline resistance protein class S [unculture...
281 2e-87

WP_046089663.1 GTP-binding protein [Streptomyces antioxidans]
296 2e-87

WP_104634297.1 tetracycline resistance ribosomal protection p...
295 2e-87

WP_100772166.1 GTP-binding protein [Bacillus cereus]

292 3e-87

WP_053210483.1 tetracycline resistance ribosomal protection p...
295 3e-87

WP_072418866.1 MULTISPECIES: GTP-binding protein [Ruminococcus]
300 3e-87

WP_059148850.1 GTP-binding protein [Streptomyces violaceusniger]
295 6e-87

WP_067443428.1 tetracycline resistance ribosomal protection p...
293 7e-87

PLX12895.1 GTP-binding protein [Marinilabiliales bacterium]

288 7e-87

WP_086710200.1 GTP-binding protein [Streptomyces castelarensis]
294 7e-87

WP_082404254.1 GTP-binding protein [Saccharothrix sp. NRRL B-...
294 7e-87

WP_059194672.1 tetracycline resistance ribosomal protection p...
293 8e-87

WP_033278915.1 tetracycline resistance ribosomal protection p...
293 9e-87

WP_053140772.1 tetracycline resistance ribosomal protection p...
293 9e-87

PIS15418.1 elongation factor G [Candidatus Shapirobacteria ba...
295 le-86

AMP56071.1 elongation factor Tu GTP binding domain protein [u...
278 le-86

SFP48736.1 ribosomal protection tetracycline resistance prote...
291 le-86

WP_007389370.1 tetracycline resistance ribosomal protection p...
292 2e-86

WP_071422986.1 GTP-binding protein [Ruminococcaceae bacterium...
292 3e-86

WP_062133520.1 tetracycline resistance ribosomal protection p...
291 3e-86

KII52668.1 tetracycline resistance protein tetM [Enterococcus...
275 3e-86

WP_030043927.1 tetracycline resistance ribosomal protection p...
291 4e-86

WP_063483863.1 tetracycline resistance ribosomal protection p...
291 4e-86

WP_099014622.1 tetracycline resistance ribosomal protection p...
291 4e-86

WP_069455734.1 GTP-binding protein [Streptomyces griseus]

290 8e-86

CJH78357.1 tetracycline resistance protein TetM [Streptococcu...
277 8e-86



WP_077850345.1 GTP-binding protein [Enterococcus faecium]
276 8e-86

WP_043670310.1 tetracycline resistance ribosomal protection p...
290 le-85
WP_069864988.1 tetracycline resistance ribosomal protection p...
290 le-85
WP_059296825.1 tetracycline resistance ribosomal protection p...
290 le-85

KPC76460.1 GTP-binding protein [Streptomyces sp. NRRL WC-3753]
290 le-85

WP_079150242.1 GTP-binding protein [Streptomyces sp. NBRC 109...
292 le-85

WP_049060605.1 GTP-binding protein [Enterococcus faecium]

275 2e-85

K0X19037.1 GTP-binding protein [Saccharothrix sp. NRRL B-16348]
290 2e-85

WP_051818878.1 tetracycline resistance ribosomal protection p...
290 2e-85
WP_064731132.1 tetracycline resistance ribosomal protection p...
288 3e-85

WP_092561486.1 GTP-binding protein [[Clostridium] populeti]
289 4e-85

CDE42291.1 tetracycline resistance protein TetO [Clostridium ...
272 6e-85
WP_087788470.1 tetracycline resistance ribosomal protection p...
288 6e-85
PJP85164.1 tetracycline resistance ribosomal protection prote...
273 6e-85

WP_066464840.1 GTP-binding protein [Caryophanon latum]

288 8e-85

AMP51281.1 hypothetical protein [uncultured bacterium]

272 8e-85

WP_079118662.1 GTP-binding protein [Streptococcus pneumoniae]
272 8e-85

WP_072830040.1 GTP-binding protein [Clostridium collagenovorans]
288 le-84
WP_006380594.1 MULTISPECIES: tetracycline resistance ribosoma...
287 le-84
WP_103337124.1 GTP-binding protein [Amycolatopsis sp. CA-126428]
286 le-84
SCJ71024.1 Tetracycline resistance protein tetM from transpos...
271 le-84

WP_066028268.1 GTP-binding protein [Streptomyces hygroscopicus]
290 le-84

WP_087161275.1 GTP-binding protein [Lachnoclostridium sp. An169]
294 le-84

WP_096270147.1 GTP-binding protein [Paucisalibacillus globulus]
288 le-84

OWw57409.1 tetracycline resistance protein tetM [Enterococcus...
271 2e-84
WP_086851149.1 GTP-binding protein [Amycolatopsis kentuckyensis]
285 2e-84

WP_088775802.1 GTP-binding protein [Enterococcus hirael
270 3e-84



WP_085803961.1 GTP-binding protein [Enterococcus faecium]

271 3e-84

WP_031015919.1 tetracycline resistance ribosomal protection p...
286 4e-84

AMP55647.1 elongation factor Tu GTP binding domain protein [u...
270 4e-84

AGU@2289.1 TetO [Streptococcus uberis]

270 7e-84

WP_013624993.1 GTP-binding protein [Syntrophobotulus glycolicus]
286 7e-84

KKP61449.1 Elongation factor G [Candidatus Roizmanbacteria ba...
286 8e-84

PLQ02832.1 hypothetical protein CYQ99_15070 [Enterococcus fae...
269 8e-84

ANS48646.1 tetracycline resistance protein TetP [Bacillus thu...
283 le-83

WP_089509560.1 GTP-binding protein [Streptomyces sp. NBS 14/10]
287 le-83

ABK81676.1 TetS [Streptococcus uberis]

271 le-83

WP_014054313.1 GTP-binding protein [Streptomyces violaceusniger]
286 le-83

WP_028510304.1 GTP-binding protein [Ruminococcus sp. NK3A76]

290 le-83

WP_013781759.1 elongation factor G [Mahella australiensis]

286 le-83

ONI44112.1 hypothetical protein AN641_08275 [Epulopiscium sp....
290 le-83

AP026817.1 Elongation factor G C-terminus [uncultured bacterium]
267 2e-83

WP_086875633.1 tetracycline resistance ribosomal protection p...
284 2e-83

WP_019327708.1 tetracycline resistance ribosomal protection p...
283 3e-83

PIV01874.1 elongation factor G [Candidatus Shapirobacteria ba...
285 4e-83

WP_100797582.1 GTP-binding protein [Viridibacillus sp. 0K@51]
283 5e-83

WP_105969624.1 tetracycline resistance ribosomal protection p...
283 5e-83

AEA35213.1 tetracycline resistance protein class 0 [unculture...
267 6e-83

PQW15828.1 elongation factor G [Enterococcus faecium]

267 7e-83

0GD96528.1 translation elongation factor G [Candidatus Curtis...
285 7e-83

WP_019057737.1 tetracycline resistance ribosomal protection p...
282 8e-83

GBD10978.1 Elongation factor G [bacterium HR23]

284 8e-83

WP_096918739.1 GTP-binding protein [Eubacterium sp. YI]

283 8e-83

WP_099204091.1 GTP-binding protein [Neglecta sp. Marseille-P3...
288 le-82



0GE13101.1 translation elongation factor G [Candidatus Curtis...
284 le-82

KKR58682.1 Elongation factor G [Candidatus Curtissbacteria ba...
284 le-82

WP_088800563.1 MULTISPECIES: tetracycline resistance ribosoma...
282 le-82

WP_002352610.1 GTP-binding protein [Enterococcus faecium]

267 le-82

AGM39434.1 Tet0 [Staphylococcus aureus]

266 2e-82

WP_071312686.1 GTP-binding protein [Anaerobacillus arsenicise...
282 2e-82

WP_093491555.1 tetracycline resistance ribosomal protection p...
282 2e-82

WP_049932630.1 GTP-binding protein [Lachnospiraceae bacterium...
287 2e-82

ETP71420.1 small GTP-binding domain-containing protein [Lachn...
287 2e-82

WP_003059844.1 GTP-binding protein [Amycolatopsis vancoresmyc...
278 3e-82

WP_093643011.1 tetracycline resistance ribosomal protection p...
281 3e-82

ONI44590.1 hypothetical protein AN642_02200 [Epulopiscium sp....
286 3e-82

0GK18226.1 translation elongation factor G [Candidatus Roizma...
282 3e-82

WP_008860288.1 elongation factor G [Dialister succinatiphilus]
282 4e-82

PIZ64024.1 elongation factor G [Candidatus Roizmanbacteria ba...
282 4e-82

WP_058696196.1 GTP-binding protein [Eubacterium limosum]

281 5e-82

WP_074616473.1 GTP-binding protein [Eubacterium limosum]

281 6e-82

WP_092354504.1 GTP-binding protein [[Clostridium] cocleatum]

285 le-81

KKQ@1599.1 Elongation factor G [Candidatus Roizmanbacteria ba...
281 le-81

WP_093623495.1 tetracycline resistance ribosomal protection p...
279 le-81

WP_006420036.1 elongation factor G [delta proteobacterium Nap...
280 le-81

WP_018659661.1 elongation factor G [Allofustis seminis]

281 2e-81

WP_031046532.1 tetracycline resistance ribosomal protection p...
279 2e-81

WP_102691995.1 GTP-binding protein [Rummeliibacillus pycnus]

279 2e-81

WP_093648431.1 tetracycline resistance ribosomal protection p...
279 2e-81

WP_094792268.1 tetracycline resistance ribosomal protection p...
280 2e-81

0GE71612.1 translation elongation factor G [Candidatus Davies...
280 3e-81



WP_108308693.1 elongation factor G [Thermodesulfobium acidiph...
280 3e-81
ABK81674.1 Tet0O [Streptococcus uberis]

263 3e-81
GBD28583.1 Elongation factor G [bacterium HR31]
280 3e-81

WP_029199713.1 GTP-binding protein [Oribacterium sp. NK2B42]

284 3e-81

PTQ51252.1 Translation elongation factor G [Brockia lithotrop...
280 3e-81

WP_093392979.1 elongation factor G [Thermodesulforhabdus norv...
280 3e-81

AAD48368.1 tetracycline resistance protein [Neisseria gonorrh...
266 3e-81

WP_087302683.1 GTP-binding protein [Erysipelatoclostridium sp...
283 3e-81

EKD84761.1 hypothetical protein ACD_38C00165G0018 [uncultured...
280 3e-81

WP_054645867.1 elongation factor G [Lactobacillus lindneril

280 3e-81

WP_022777853.1 GTP-binding protein [Butyrivibrio sp. AE3009]

284 4e-81

WP_068719878.1 elongation factor G [Veillonellaceae bacterium...
280 4e-81

WP_052230178.1 GTP-binding protein [Streptomyces sp. CT34]

279 4e-81

WP_013755869.1 elongation factor G [Thermodesulfobium narugense]
280 4e-81

KII55114.1 tetracycline resistance protein tetM [Enterococcus...
262 4e-81

WP_072889071.1 GTP-binding protein [Ornithinibacillus halophi...
278 5e-81

CRH93428.1 Protein translation elongation factor G (EF-G) [Ch...
271 5e-81

WP_055148632.1 GTP-binding protein [[Ruminococcus] torques]

284 5e-81

KMP74408.1 tetracycline resistance protein [Bacillus cereus]

271 5e-81

WP_054405439.1 GTP-binding protein [Paenibacillus solani]

278 5e-81

WP_052856795.1 tetracycline resistance ribosomal protection p...
278 6e-81

WP_010098752.1 GTP-binding protein [Ornithinibacillus scaphar...
278 6e-81

WP_007070676.1 elongation factor G [Dialister invisus]

279 6e-81

WP_027088750.1 GTP-binding protein [[Clostridium] saccharogumial
283 6e-81

CUQ91200.1 Tetracycline resistance protein tetM from transpos...
283 7e-81

WP_017262646.1 elongation factor G [Lactobacillus rossiae]

279 8e-81

WP_055173065.1 GTP-binding protein [[Ruminococcus] torques]

284 8e-81



WP_052848087.1 GTP-binding protein [Streptomyces avicenniae]

278 8e-81

WP_051733642.1 tetracycline resistance ribosomal protection p...
278 %9e-81

WP_057880298.1 GTP-binding protein [Lactobacillus kimchiensis]
278 %9e-81

CCZ53729.1 elongation factor G [Dialister invisus CAG:218]

278 %9e-81

O0GH10512.1 translation elongation factor G [Candidatus Levyba...
279 1le-80

WP_007391713.1 MULTISPECIES: elongation factor G [Megasphaeral
278 1le-80

WP_019068508.1 tetracycline resistance ribosomal protection p...
276 1le-80

WP_062106466.1 GTP-binding protein [Bacillus niameyensis]

277 1le-80

AIL24707.1 tetracycline-resistance protein TetO [Nocardia vet...
261 1le-80

WP_069679706.1 GTP-binding protein [Clostridium taeniosporum]
277 2e-80

WP_046325358.1 elongation factor G [Lactobacillus melliventris]
278 2e-80

WP_041101244.1 GTP-binding protein [Bacillus badius]

276 2e-80

WP_024722797.1 GTP-binding protein [Clostridiales bacterium V...
281 2e-80

WP_038353213.1 GTP-binding protein [Eubacterium limosum]

276 2e-80

WP_072536333.1 elongation factor G [Anaerococcus mediterranee...
278 2e-80

PIZ27478.1 elongation factor G [Candidatus Berkelbacteria bac...
278 2e-80

WP_072211623.1 elongation factor G [Candidatus Kryptobacter t...
278 2e-80

WP_075062243.1 elongation factor G [Ornatilinea apprimal

278 2e-80

WP_063442095.1 GTP-binding protein [Bacillus badius]

276 2e-80

WP_056979033.1 MULTISPECIES: elongation factor G [Lactobacillus]
278 2e-80

WP_090837612.1 elongation factor G [Paraburkholderia hospital
277 2e-80

WP_013740885.1 elongation factor G [Selenomonas sputigena]

277 3e-80

WP_034572629.1 GTP-binding protein [Clostridiales bacterium o...
276 3e-80

WP_087285613.1 GTP-binding protein [[Clostridium] spiroformel
281 3e-80

WP_042833882.1 elongation factor G [Thermoanaerobacter sp. YS13]
277 3e-80

CDC18888.1 putative uncharacterized protein [Eubacterium sp.

276 3e-80

WP_097073121.1 GTP-binding protein [Lysinibacillus xylenil

276 3e-80



WP_066929768.1 GTP-binding protein [Streptomyces sp. NBRC 110...
277 3e-80

WP_099871253.1 tetracycline resistance ribosomal protection p...
276 3e-80

WP_057706172.1 GTP-binding protein [Lactobacillus xiangfangen...
276 3e-80

CDC15180.1 small GTP-binding protein domain [Ruminococcus sp....
282 3e-80

KKP60975.1 Elongation factor G [Candidatus Roizmanbacteria ba...
277 3e-80

WP_055157681.1 GTP-binding protein [[Ruminococcus] torques]

282 4e-80

WP_073386739.1 GTP-binding protein [Butyrivibrio fibrisolvens]
281 4e-80

WP_073346338.1 elongation factor G [Caldanaerobius fijiensis]
276 4e-80

AEA35217.1 tetracycline resistance protein class 0 [unculture...
260 4e-80

WP_010022706.1 elongation factor G [Lactobacillus fructivorans]
277 5e-80

WP_060203648.1 GTP-binding protein [Sporosarcina koreensis]

275 5e-80

WP_077193787.1 tetracycline resistance ribosomal protection p...
276 5e-80

KKQ59843.1 Elongation factor G [Candidatus Daviesbacteria bac...
276 5e-80

WP_008791700.1 GTP-binding protein [Coprobacillus sp. 8_2_54B...
280 5e-80

WP_093988072.1 GTP-binding protein [Massilimaliae timonensis]
275 6e-80

WP_090411765.1 GTP-binding protein [Eubacterium callanderi]

275 7e-80

WP_042148661.1 GTP-binding protein [Paucisalibacillus sp. EB@2]
275 7e-80

ERI89773.1 putative translation elongation factor G [Clostrid...
275 7e-80

WP_053491222.1 GTP-binding protein [Bacillus sp. FJAT-18019]

275 7e-80

AIW80581.1 elongation factor Tu GTP binding domain protein [u...
261 7e-80

AUD72267.1 ribosomal protection tetracycline resistance prote...
260 8e-80

0GF26485.1 translation elongation factor G [Candidatus Falkow...
276 8e-80

WP_026486974.1 elongation factor G [Caldanaerobius polysaccha...
276 8e-80

WP_072892239.1 GTP-binding protein [Clostridium fallax]

275 8e-80

SCH35930.1 Tetracycline resistance protein tetM from transpos...
275 8e-80

WP_057888472.1 GTP-binding protein [Lactobacillus mindensis]

275 8e-80

WP_004609887.1 GTP-binding protein [[Clostridium] spiroformel
280 8e-80



WP_081832666.1 GTP-binding protein [Oribacterium sp. P6A1]

280 9e-80

KKR72666.1 Elongation factor G [Candidatus Roizmanbacteria ba...
276 9e-80

WP_105326397.1 elongation factor G [Acidaminococcus sp. Marse...
276 9e-80

WP_087255436.1 GTP-binding protein [[Clostridium] spiroformel
279 le-79

SKC92731.1 translation elongation factor 2 (EF-2/EF-G) [Maled...
275 le-79

WP_041114214.1 GTP-binding protein [Bacillus badius]

275 le-79

AEA35215.1 tetracycline resistance protein class 0 [unculture...
259 le-79

WP_078035884.1 GTP-binding protein [Oribacterium sp. C9]

280 le-79

WP_079496076.1 elongation factor G [Maledivibacter halophilus]
276 le-79

WP_087373948.1 GTP-binding protein [Erysipelatoclostridium sp...
279 le-79

WP_009301056.1 GTP-binding protein [Coprobacillus sp. 3_3_56FAA]
279 2e-79

WP_009645153.1 elongation factor G [Selenomonas sp. CM52]

275 2e-79

0GE18986.1 translation elongation factor G [Candidatus Davies...
276 2e-79

WP_090567578.1 GTP-binding protein [Paenisporosarcina quisqui...
274 2e-79

WP_021283040.1 GTP-binding protein [Clostridium sp. BL8]

273 2e-79

PIR27235.1 elongation factor G [Candidatus Berkelbacteria bac...
275 2e-79

WP_009009888.1 GTP-binding protein [Coprobacillus sp. D7]

279 2e-79

WP_047133619.1 elongation factor G [Candidatus Kryptonium tho...
275 2e-79

WP_015164461.1 elongation factor G [Pseudanabaena sp. PCC 7367]
275 2e-79

WP_062189630.1 elongation factor G [Anaerolinea thermolimosal
275 2e-79

CUU09042.1 translation elongation factor 2 (EF-2/EF-G) [Candi...
275 2e-79

WP_106779097.1 GTP-binding protein [Lysinibacillus sp. Marsei...
274 2e-79

0IN88790.1 translation elongation factor G [Candidatus Berkel...
275 2e-79

ABI95379.1 TetS [Lactococcus sp. LP-P1-2]

259 3e-79

CDC22708.1 putative uncharacterized protein [Clostridium nexi...
279 3e-79

WP_068550218.1 elongation factor G [Thermosulfidibacter takaiil
275 3e-79

OLA06806.1 translation elongation factor G [Eubacterium sp. 3...
279 3e-79



AEA35224.1 tetracycline resistance protein class 0 [unculture...
258 3e-79

WP_077847757.1 GTP-binding protein [Clostridium puniceum]

274 3e-79

WP_084092933.1 elongation factor G [Andreprevotia lacusl]

274 3e-79

WP_074950875.1 elongation factor G [Alicyclobacillus macrospo...
274 4e-79

WP_096231733.1 elongation factor G [Thermoanaerobacterium sp....
274 4e-79

WP_031390650.1 GTP-binding protein [Kineothrix alysoides]

278 4e-79

WP_104438723.1 GTP-binding protein [Bacteroides xylanolyticus]
278 4e-79

WP_065547771.1 MULTISPECIES: GTP-binding protein [Lachnoclost...
279 5e-79

WP_009656098.1 elongation factor G [Selenomonas sp. FOBRC6]

274 5e-79

CBL41369.1 small GTP-binding protein domain [butyrate-produci...
279 5e-79

WP_044916722.1 GTP-binding protein [Oribacterium sp. FC2011]

278 5e-79

WP_045313550.1 GTP-binding protein [Lechevalieria aerocolonig...
269 5e-79

WP_029421883.1 elongation factor G [Alicyclobacillus macrospo...
274 5e-79

WP_037358720.1 elongation factor G [Selenomonas sp. oral taxo...
274 5e-79

OMG45220.1 translation elongation factor G [Paenibacillus mac...
272 5e-79

CBL25338.1 small GTP-binding protein domain [Ruminococcus tor...
278 6e-79

WP_049675302.1 elongation factor G [Desulfocarbo indianensis]
273 6e-79

WP_013382676.1 MULTISPECIES: GTP-binding protein [Clostridiales]
273 6e-79

WP_071120016.1 GTP-binding protein [Romboutsia timonensis]

273 6e-79

0JV65739.1 translation elongation factor G [Clostridiales bac...
273 6e-79

KKR33664.1 Elongation factor G [Candidatus Gottesmanbacteria ...
274 7e-79

WP_074663369.1 GTP-binding protein [[Clostridium] clostridiof...
278 7e-79

AEA35223.1 tetracycline resistance protein class 0 [unculture...
256 7e-79

AEA35218.1 tetracycline resistance protein class 0 [unculture...
256 7e-79

WP_047986014.1 GTP-binding protein [Ornithinibacillus califor...
272 8e-79

WP_069126086.1 elongation factor G [Candidatus Thiodiazotroph...
273 8e-79

WP_003537696.1 GTP-binding protein [Erysipelatoclostridium ra...
277 8e-79



ANC47979.1 Tet0 [Veillonella parvulal
256 8e-79

WP_084774746.1 tetracycline resistance ribosomal protection p...
272 8e-79
CDC10905.1 putative uncharacterized protein [Roseburia sp. CA...
277 9e-79

WP_063384009.1 GTP-binding protein [Bacillus badius]
272 9e-79

SFG35042.1 small GTP-binding protein domain-containing protei...
278 9e-79

WP_009166711.1 elongation factor G [Lactobacillus florum]

273 %9e-79

WP_004612550.1 MULTISPECIES: GTP-binding protein [Tyzzerellal
278 le-78

WP_091265309.1 elongation factor G [Alkalibacterium thalassium]
273 le-78

WP_087740010.1 elongation factor G [Paraburkholderia piptaden...
273 le-78

WP_007556212.1 elongation factor G [Dialister micraerophilus]
273 le-78

WP_018088912.1 tetracycline resistance ribosomal protection p...
272 le-78

PLQ10613.1 elongation factor G [Enterococcus faecium]

256 le-78

WP_076326457.1 GTP-binding protein [Paenibacillus lautus]
272 le-78

WP_009756995.1 GTP-binding protein [Lachnospiraceae bacterium...
277 le-78
KRT69044.1 fusA-3, elongation factor G, elongation factor G [...
273 le-78

WP_040330363.1 GTP-binding protein [Clostridium ihumii]
272 le-78

WP_093495490.1 GTP-binding protein [Psychrobacillus psychrodu...
271 le-78

WP_022201621.1 GTP-binding protein [Clostridium sp. C105KS014]
278 le-78

WP_008300674.1 GTP-binding protein [Bhargavaea cecembensis]

271 le-78

AMP46962.1 elongation factor Tu domain 2 [uncultured bacterium]
259 le-78

WP_002587585.1 GTP-binding protein [[Clostridium] clostridiof...
278 le-78

WP_067204196.1 GTP-binding protein [Sporosarcina psychrophilal
271 le-78

WP_006555650.1 elongation factor G [Veillonella seminalis]

273 le-78

WP_057571551.1 GTP-binding protein [[Clostridium] clostridiof...
278 le-78

WP_091205828.1 GTP-binding protein [Oribacterium sp. WCC10]
277 le-78

WP_003525381.1 GTP-binding protein [[Clostridium] clostridiof...
278 le-78

WP_027640156.1 GTP-binding protein [Clostridium cadaveris]
271 le-78



OFW63305.1 translation elongation factor G [Actinobacteria ba...
273 2e-78

WP_057805226.1 GTP-binding protein [Pediococcus ethanolidurans]
271 2e-78

WP_039957433.1 elongation factor G [Selenomonas infelix]

272 2e-78

WP_057800125.1 elongation factor G [Lactobacillus kalixensis]
273 2e-78

AP066172.1 translation elongation factor/tetracycline resista...
269 2e-78

WP_069181131.1 elongation factor G [Selenomonas sp. oral taxo...
272 2e-78

WP_013705453.1 elongation factor G [Desulfobacca acetoxidans]
272 2e-78

WP_090815323.1 GTP-binding protein [Oribacterium sp. KHPX15]

276 2e-78

WP_021638349.1 MULTISPECIES: GTP-binding protein [Clostridiales]
277 2e-78

WP_071354284.1 GTP-binding protein [Bacillus sp. MUM 116]

271 2e-78

WP_059075190.1 GTP-binding protein [Lactobacillus farciminis]
271 2e-78

WP_028043497.1 GTP-binding protein [Candidatus Stoquefichus m...
276 2e-78

WP_006307576.1 elongation factor G [Centipeda periodontiil

272 3e-78

WP_066846696.1 elongation factor G [Selenomonas sp. oral taxo...
272 3e-78

WP_026886519.1 GTP-binding protein [Clostridium beijerinckiil
271 3e-78

SCJ80828.1 Tetracycline resistance protein tetM from transpos...
276 3e-78

AKP@3759.1 elongation factor G [Lactobacillus farciminis]

271 3e-78

WP_054648241.1 elongation factor G [Desulfovibrio brasiliensis]
271 3e-78

WP_006213006.1 GTP-binding protein [Paenibacillus vortex]

271 3e-78

WP_022753643.1 GTP-binding protein [Butyrivibrio fibrisolvens]
276 3e-78

WP_062353716.1 GTP-binding protein [Bacillus kwashiorkoril

271 3e-78

AMP50723.1 elongation factor G, domain IV [uncultured bacterium]
263 3e-78

WP_024544870.1 MULTISPECIES: elongation factor G [Synechococcus]
272 3e-78

WP_077533798.1 GTP-binding protein [Massilimaliae massiliensis]
271 3e-78

WP_102889573.1 elongation factor G [Megasphaera genomosp. typ...
272 3e-78

CDD80643.1 elongation factor G [Dialister sp. CAG:357]

272 3e-78

WP_093062393.1 GTP-binding protein [Psychrobacillus sp. 0K028]
271 3e-78



WP_007555316.1 elongation factor G [Dialister micraerophilus]
272 3e-78

WP_100540888.1 GTP-binding protein [Paenibacillus sp. GM2FR]

271 3e-78

WP_002564819.1 GTP-binding protein [[Clostridium] bolteael

276 3e-78

WP_024728790.1 GTP-binding protein [Anaerostipes sp. BGO1]

276 3e-78

WP_002572577.1 GTP-binding protein [[Clostridium] bolteae]

276 3e-78

KKS84649.1 Elongation factor G [Candidatus Gottesmanbacteria ...
272 3e-78

WP_006695836.1 elongation factor G [Selenomonas noxial

271 3e-78

AMP54817.1 elongation factor G, domain IV [uncultured bacterium]
263 4e-78

WP_027714011.1 elongation factor G [Desulfuromonas sp. TF]

271 4e-78

0GG05096.1 translation elongation factor G [Candidatus Gottes...
271 4e-78

SCH47786.1 Tetracycline resistance protein tetM [uncultured R...
275 4e-78

WP_007392634.1 elongation factor G [Megasphaera sp. UPII 135-E]
271 4e-78

GBC85303.1 Elongation factor G [bacterium HR11]

271 4e-78

0GD92110.1 translation elongation factor G [Candidatus Curtis...
272 4e-78

WP_022757233.1 GTP-binding protein [Butyrivibrio fibrisolvens]
276 4e-78

WP_059364073.1 elongation factor G [Veillonella tobetsuensis]
271 4e-78

WP_011668502.1 elongation factor G [Lactobacillus brevis]

271 4e-78

WP_027415326.1 elongation factor G [Aneurinibacillus terranov...
271 4e-78

0I006013.1 translation elongation factor G [Candidatus Falkow...
271 4e-78

WP_061776008.1 elongation factor G [Lactobacillus senmaizukeil
271 4e-78

WP_074925007.1 GTP-binding protein [[Clostridium] clostridiof...
276 4e-78

0GL@5271.1 translation elongation factor G [Candidatus Rokuba...
271 4e-78

CDC81560.1 small GTP-binding protein domain [Clostridium sp.

275 4e-78

WP_106626491.1 elongation factor G [Selenomonas massiliensis]
271 4e-78

AMP55462.1 elongation factor Tu GTP binding domain protein [u...
254 4e-78

SCI32144.1 Tetracycline resistance protein tetM from transpos...
276 4e-78

WP_093042785.1 GTP-binding protein [Ruminococcaceae bacterium...
275 4e-78



WP_034491140.1 GTP-binding protein [Butyrivibrio fibrisolvens]
276 4e-78

WP_108477457.1 elongation factor G [Lactobacillus brevis]

271 5e-78

WP_067403399.1 GTP-binding protein [Sporosarcina sp. HY008]
270 5e-78

WP_035913850.1 GTP-binding protein [Lechevalieria aerocolonig...

267 5e-78

CUM79245.1 Tetracycline resistance protein tetM [[Ruminococcu...

276 5e-78

0GE25985.1 translation elongation factor G [Candidatus Davies...

272 5e-78

WP_076153330.1 GTP-binding protein [Paenibacillus glucanolyti...

270 5e-78
WP_034489465.1 GTP-binding protein [Butyrivibrio fibrisolvens]
276 5e-78

WP_106459859.1 elongation factor G [Anaerococcus sp. Marseill...

271 6e-78

WP_009729158.1 elongation factor G [Selenomonas sp. F0473]

271 6e-78

WP_074758725.1 GTP-binding protein [Butyrivibrio fibrisolvens]
276 6e-78

WP_079413367.1 elongation factor G [[Clostridium] thermoalcal...

271 be-78

WP_063477964.1 GTP-binding protein [Paenibacillus glucanolyti...

270 6e-78

0LAQ4425.1 translation elongation factor G [Clostridiales bac...

276 6e-78
EJX57124.1 elongation factor G [Enterococcus faecium R497]
253 6e-78

0GG07316.1 translation elongation factor G [Candidatus Gottes...

271 6e-78
WP_055109419.1 GTP-binding protein [Paenibacillus ihumii]
270 7e-78
WP_084113261.1 GTP-binding protein [Clostridium acidisoli]
270 7e-78
WP_015009809.1 GTP-binding protein [Amphibacillus xylanus]
270 7e-78
WP_057815988.1 GTP-binding protein [Lactobacillus futsaiil
270 7e-78
WP_075759551.1 GTP-binding protein [Anaerostipes sp. 494al
275 7e-78

0GG12299.1 translation elongation factor G [Candidatus Gottes...

271 7e-78

WP_107925658.1 GTP-binding protein [Lysinibacillus parviboron...

270 7e-78
WP_034484646.1 GTP-binding protein [Butyrivibrio fibrisolvens]
275 7e-78

0GK23396.1 translation elongation factor G [Candidatus Roizma...

271 8e-78
SCH85645.1 Vegetative protein 19 [uncultured Eubacterium sp.]
275 8e-78

WP_056831315.1 GTP-binding protein [Psychrobacillus sp. FJAT-...

269 8e-78



O0ON97347.1 hypothetical protein ATN31_08270 [Epulopiscium sp....
274 8e-78

WP_027216775.1 GTP-binding protein [Butyrivibrio fibrisolvens]
275 8e-78

WP_035792592.1 GTP-binding protein [Clostridium botulinum]

270 8e-78

WP_024526561.1 elongation factor G [Lactobacillus brevis]

271 le-77

WP_021742678.1 elongation factor G [Lactobacillus brevis]

271 le-77

ABB70063.1 TetS [Lactococcus lactis]

255 le-77

0GG33099.1 translation elongation factor G [Candidatus Gottes...
271 le-77

SLL32007.1 translation elongation factor 2 (EF-2/EF-G) [Mycob...
269 le-77

WP_087094260.1 elongation factor G [Lactobacillus brevis]

270 le-77

WP_043022653.1 elongation factor G [Lactobacillus brevis]

270 le-77

PIQ72936.1 elongation factor G [Candidatus Roizmanbacteria ba...
270 le-77

WP_044505176.1 elongation factor G [Megasphaera massiliensis]
270 le-77

PUU86428.1 elongation factor G [Halanaerobium sp.]

270 le-77

WP_066721154.1 GTP-binding protein [Clostridium sp. Marseille...
274 le-77

PIR20472.1 elongation factor G [Deltaproteobacteria bacterium...
270 le-77

WP_035586554.1 elongation factor G [Hippea jasoniael

270 le-77

WP_091481990.1 elongation factor G [Alkalibacterium pelagium]
270 le-77

WP_073297585.1 elongation factor G [Atopostipes suicloacalis]
270 le-77

WP_033159693.1 elongation factor G [Mycoplasma alvil

270 le-77

WP_010619587.1 elongation factor G [Lactobacillus maleferment...
270 le-77

WP_081834113.1 GTP-binding protein [Lachnospiraceae bacterium...
274 le-77

WP_056966148.1 elongation factor G [Lactobacillus ozensis]

270 le-77

O0KY72037.1 translation elongation factor G [Limnothrix sp. CA...
270 le-77

WP_015797864.1 elongation factor G [Acidimicrobium ferrooxidans]
270 2e-77

WP_072621274.1 elongation factor G [Spirulina majorl]

270 2e-77

WP_062413030.1 elongation factor G [Megasphaera sp. MJR8396C]
270 2e-77

WP_036639869.1 MULTISPECIES: GTP-binding protein [Paenibacillus]
269 2e-77



WP_066678229.1 GTP-binding protein [Clostridium septicum]

269 2e-77

WP_090164669.1 elongation factor G [Eubacterium pyruvativorans]
270 2e-77

0GJ88160.1 translation elongation factor G [Candidatus Raymon...
270 2e-77

WP_019228643.1 GTP-binding protein [Sedimentibacter sp. B4l
269 2e-77

WP_092055083.1 GTP-binding protein [Bhargavaea ginsengi]
268 2e-77

WP_011375452.1 elongation factor G [Lactobacillus sakeil
270 2e-77

0GE62981.1 translation elongation factor G [Candidatus Davies...
270 2e-77
EEL50311.1 GTP-binding elongation factor protein, TetM/TetO [...
258 2e-77
EFM70282.1 GTP-binding domain protein [Enterococcus faecalis ...
252 2e-77
KXA66863.1 translation elongation factor G [Megasphaera sp. M...
270 2e-77
WP_099320988.1 elongation factor G [Anaerococcus sp. Marseill...
270 2e-77

WP_065360576.1 elongation factor G [Megasphaera sp. DISK 18]
270 2e-77

WP_105092679.1 elongation factor G [Veillonella tobetsuensis]
270 2e-77

WP_044922697.1 GTP-binding protein [Lachnospiraceae bacterium...
273 2e-77

WP_078766419.1 GTP-binding protein [Eubacterium uniforme]
274 2e-77

CDB18463.1 putative translation elongation factor G [Eubacter...
274 2e-77

WP_036487778.1 elongation factor G [Myxosarcina sp. GI1]

270 2e-77

WP_014256908.1 GTP-binding protein [[Clostridium] clariflavum]
273 2e-77

WP_044149654.1 GTP-binding protein [Epulopiscium sp. 'N.t. mo...
273 2e-77

WP_106056138.1 elongation factor G [Mogibacterium diversum]
270 2e-77

WP_013537013.1 elongation factor G [Thermovibrio ammonificans]
270 2e-77

0GU19087.1 translation elongation factor G [Ignavibacteria ba...
270 2e-77

WP_049660171.1 GTP-binding protein [Bacillus sp. FJAT-27231]
268 2e-77

WP_050638909.1 GTP-binding protein [Eubacterium sp. SB2]

274 2e-77

WP_107950795.1 GTP-binding protein [Lysinibacillus parviboron...
268 2e-77
WP_093537945.1 GTP-binding protein [Psychrobacillus psychroto...
268 2e-77

WP_055155184.1 GTP-binding protein [Faecalicatena contortal
274 2e-77



WP_057829630.1 elongation factor G [Lactobacillus cacaonum]
270 2e-77

WP_098548384.1 GTP-binding protein [Bacillus megaterium]
268 2e-77

WP_092613280.1 elongation factor G [Raineyella antarctical
270 3e-77

EEX77972.1 translation elongation factor G [Selenomonas sputi...
269 3e-77
WP_037346671.1 elongation factor G [Selenomonas sp. oral taxo...
269 3e-77

WP_068658173.1 GTP-binding protein [Paenibacillus crassostreael
268 3e-77

WP_077391271.1 elongation factor G [Mobilibacterium timonense]
269 3e-77

KKS45459.1 Elongation factor G [Candidatus Gottesmanbacteria ...
270 3e-77

WP_060929288.1 elongation factor G [Anaerococcus tetradius]
269 3e-77

WP_004837180.1 elongation factor G [Anaerococcus tetradius]
269 3e-77

WP_035779163.1 GTP-binding protein [Butyrivibrio sp. MC2013]
274 3e-77

WP_035781202.1 GTP-binding protein [Butyrivibrio sp. LB2008]
274 3e-77

WP_009353908.1 MULTISPECIES: elongation factor G [Veillonellal
269 3e-77

WP_016265721.1 elongation factor G [Lactobacillus sakeil

269 3e-77

WP_096212298.1 tetracycline resistance ribosomal protection p...
268 3e-77
WP_049458103.1 elongation factor G [Stenotrophomonas maltophi...
269 3e-77

WP_026905861.1 GTP-binding protein [Paucisalibacillus globulus]
268 3e-77

WP_057886466.1 elongation factor G [Lactobacillus nageliil

269 3e-77

WP_105083569.1 MULTISPECIES: elongation factor G [Veillonella]
269 4e-77

0I097028.1 translation elongation factor G [Anaerolineae bact...
269 4e-77

WP_004828288.1 elongation factor G [Anaerococcus lactolyticusl]
269 4e-77

0QY07155.1 elongation factor G [Desulfobacteraceae bacterium ...
268 4e-77
KRM90069.1 elongation factor G [Lactobacillus cacaonum DSM 21...
269 4e-77

WP_013559426.1 elongation factor G [Anaerolinea thermophilal
269 4e-77

WP_067978349.1 elongation factor G [Aerococcus urinaehominis]
269 4e-77

WP_009753871.1 MULTISPECIES: elongation factor G [Selenomonas]
269 4e-77

WP_029739039.1 MULTISPECIES: GTP-binding protein [Enterococcus]
251 4e-77



WP_092041823.1 GTP-binding protein [Butyrivibrio sp. TBI

273 4e-77

WP_057769089.1 GTP-binding protein [Lactobacillus selangorensis]
268 4e-77

WP_099798388.1 elongation factor G [Synechococcus lividus]

269 4e-77

WP_038153000.1 elongation factor G [Veillonella montpellieren...
269 4e-77

WP_086043510.1 elongation factor G [Macrococcus canis]

269 4e-77

WP_015393117.1 GTP-binding protein [Clostridium saccharoperbu...
268 4e-77

WP_053591227.1 GTP-binding protein [Bacillus sp. FJAT-22090]

267 4e-77

0GC60812.1 translation elongation factor G [candidate divisio...
269 5e-77

0UW95936.1 elongation factor G [Chloroflexi bacterium TMED230]
269 5e-77

WP_084139632.1 GTP-binding protein [Lachnospiraceae bacterium...
273 5e-77

KKS76370.1 Elongation factor G [Candidatus Gottesmanbacteria ...
270 5e-77

WP_016476503.1 elongation factor G [Veillonella sp. HPAQ@37]

268 5e-77

WP_004270213.1 elongation factor G [Lactobacillus curvatus]

269 5e-77

WP_093485991.1 MULTISPECIES: tetracycline resistance ribosoma...
267 5e-77

WP_066390093.1 elongation factor G [Bacillus mesonael

268 5e-77

WP_094673072.1 elongation factor G [Hydrocoleum sp. CS-953]

269 5e-77

WP_025086707.1 elongation factor G [Lactobacillus apodemi]

268 5e-77

WP_075577029.1 GTP-binding protein [Olsenella sp. Marseille-P...
268 5e-77

WP_098749161.1 GTP-binding protein [Paenibacillus sp. EZ-K15]
267 5e-77

WP_023965562.1 GTP-binding protein [Paenibacillus sp. JCM 10914]
267 5e-77

WP_014431694.1 elongation factor G [Caldilinea aerophilal

268 5e-77

WP_015739499.1 elongation factor G [Ammonifex degensiil

268 5e-77

WP_105176556.1 GTP-binding protein [Clostridium sp. Marseille...
267 6e-77

PIS25265.1 elongation factor G [bacterium (Candidatus Stahlba...
268 6e-77

WP_072968773.1 elongation factor G [Caminicella sporogenes]

268 6e-77

WP_087238449.1 GTP-binding protein [Anaeromassilibacillus sp....
268 6e-77

WP_029332256.1 MULTISPECIES: elongation factor G [Exiguobacte...
268 6e-77



WP_056945156.1 GTP-binding protein [Lactobacillus farciminis]
267 6e-77

WP_005377031.1 MULTISPECIES: elongation factor G [Veillonellal
268 6e-77

SCI33380.1 Vegetative protein 19 [uncultured Eubacterium sp.]
272 6e-77

WP_057810434.1 elongation factor G [Lactobacillus siliginis]

268 6e-77

WP_010019535.1 GTP-binding protein [Lactobacillus farciminis]
267 6e-77

PJE63980.1 elongation factor G [Candidatus Roizmanbacteria ba...
269 6e-77

WP_099532980.1 elongation factor G [Limnothrix sp. PR1529]

268 6e-77

WP_010580238.1 elongation factor G [Lactobacillus vinil

268 6e-77

WP_098277897.1 GTP-binding protein [Bacillus megaterium]

267 6e-77

WP_011916517.1 elongation factor G [Caldicellulosiruptor sacc...
268 Te-77

WP_086662059.1 elongation factor G [Lentzea kentuckyensis]

268 Te-77

WP_013433112.1 MULTISPECIES: elongation factor G [Caldicellul...
268 Te-77

WP_009016333.1 MULTISPECIES: elongation factor G [Acidaminoco...
268 Te-77

EEU99562.1 putative translation elongation factor G [Roseburi...
271 1e=77

WP_045165672.1 elongation factor G [Caldicellulosiruptor naga...
268 Te-77

WP_013411632.1 elongation factor G [Caldicellulosiruptor owen...
268 Te-77

WP_096077876.1 elongation factor G [Macrococcus sp. IME1552]

268 Te-77

WP_098600495.1 GTP-binding protein [Bacillus megaterium]

267 8e-77

WP_065713057.1 elongation factor G [Synechococcus sp. PCC 7003]
268 8e-77

WP_006567674.1 MULTISPECIES: GTP-binding protein [Anaerostipes]
272 8e-77

WP_023859682.1 elongation factor G [Lactobacillus equil

268 8e-77

WP_005345641.1 GTP-binding protein [[Eubacterium] hallii]

272 8e-77

WP_038038870.1 elongation factor G [Thermorudis peleael

268 8e-77

AMJ37807.1 elongation factor Tu GTP binding domain protein [u...
250 8e-77

WP_097010996.1 elongation factor G [Pseudodesulfovibrio profu...
268 8e-77

AMP55644.1 elongation factor G C-terminus [uncultured bacterium]
249 8e-77

0PX33626.1 translation elongation factor G [Desulfobacteracea...
268 8e-77



KUK84206.1 translation elongation factor G [Microgenomates ba...
268 8e-77

WP_066547691.1 GTP-binding protein [Caryophanon tenue]

267 8e-77

WP_095299362.1 GTP-binding protein [Bacillus sp. 7586-K]

267 8e-77

WP_091363128.1 elongation factor G [Allisonella histaminiform...
268 9e-77

WP_025306585.1 elongation factor G [Thermocrinis ruber]

268 O9e-77

CUN86194.1 Vegetative protein 19 [[Eubacterium] hallii]

272 9e-77

PKN81822.1 elongation factor G [Chloroflexi bacterium HGW-Chl...
268 9e-77

WP_057908165.1 elongation factor G [Lactobacillus graminis]

268 9e-77

WP_015225447.1 elongation factor G [Halothece sp. PCC 7418]

268 le-76

WP_095132221.1 GTP-binding protein [Anaeromicrobium sediminis]
266 le-76

KXB86033.1 translation elongation factor G [Veillonella dispar]
268 le-76

WP_013430774.1 elongation factor G [Caldicellulosiruptor kron...
268 le-76

WP_005385490.1 elongation factor G [Veillonella dispar]

268 le-76

WP_098901042.1 GTP-binding protein [Bacillus megaterium]

267 le-76

WP_092246829.1 GTP-binding protein [Butyrivibrio sp. IN1la21]
272 le-76

WP_040773669.1 elongation factor G [Megasphaera micronuciformis]
268 le-76

WP_091761011.1 elongation factor G [Marinilactibacillus psych...
268 le-76

WP_068781520.1 GTP-binding protein [Paenibacillus sp. GM2]

267 le-76

WP_021876179.1 GTP-binding protein [Clostridium chauvoeil]

266 le-76

PIY93887.1 elongation factor G [Candidatus Levybacteria bacte...
268 le-76

WP_035354112.1 elongation factor G [Bacillus ginsengihumi]

268 le-76

WP_012422849.1 GTP-binding protein [Clostridium botulinum]

266 le-76

WP_039235715.1 GTP-binding protein [Quasibacillus thermotoler...
266 le-76

PIV11069.1 elongation factor G [Candidatus Roizmanbacteria ba...
268 le-76

WP_096145335.1 GTP-binding protein [Clostridium chauvoeil

266 le-76

CCX55647.1 elongation factor G [Veillonella sp. CAG:933]

268 le-76

SCH92033.1 Tetracycline resistance protein tetM from transpos...
273 le-76



KXB84505.1 translation elongation factor G [Veillonella parvulal
268 le-76

WP_099577392.1 elongation factor G [Macrococcus goetziil

268 le-76

SCI31423.1 Tetracycline resistance protein tetM [uncultured C...
272 le-76

WP_077363227.1 GTP-binding protein [Clostridium saccharoperbu...
267 le-76

WP_015907356.1 elongation factor G [Caldicellulosiruptor besciil
267 le-76

WP_068623488.1 MULTISPECIES: elongation factor G [Trichococcus]
268 le-76

WP_069176737.1 elongation factor G [Dialister pneumosintes]

267 le-76

WP_004693557.1 MULTISPECIES: elongation factor G [Veillonellal
267 le-76

WP_077839457.1 GTP-binding protein [Clostridium beijerinckii]
267 le-76

CDA57645.1 small GTP-binding protein domain [Roseburia intest...
272 le-76

WP_009657363.1 MULTISPECIES: elongation factor G [Selenomonas]
267 le-76

WP_015737677.1 GTP-binding protein [Paenibacillus sp. Y412MC10]
266 le-76

CED94179.1 Tetracycline resistance protein TetP [Romboutsia i...
266 2e-76

WP_008714945.1 elongation factor G [Veillonella sp. 3_1_44]

267 2e-76

WP_083624950.1 GTP-binding protein [Roseburia sp. 831b]

271 2e-76

WP_067846524.1 elongation factor G [Alicyclobacillus mali]

267 2e-76

WP_077842625.1 GTP-binding protein [Clostridium beijerinckiil
267 2e-76

PIP74576.1 elongation factor G [Candidatus Levybacteria bacte...
267 2e-76

WP_071274296.1 GTP-binding protein [Bacillus aryabhattail

266 2e-76

WP_098325311.1 GTP-binding protein [Bacillus megaterium]

266 2e-76

ARF99847.1 -elongation factor G [Veillonella atypical

267 2e-76

WP_045574719.1 GTP-binding protein [Desulfosporosinus sp. I2]
271 2e-76

WP_087058384.1 elongation factor G [Marinilactibacillus psych...
267 2e-76

CBL14198.1 small GTP-binding protein domain [Roseburia intest...
271 2e-76

OLR40953.1 translation elongation factor G [Roseburia sp. 831b]
271 2e-76

CUNQ4340.1 Vegetative protein 19 [[Eubacterium] hallii]

271 2e-76

WP_070430142.1 MULTISPECIES: elongation factor G [Aerococcus]
267 2e-76



0GL66124.1 translation elongation factor G [Candidatus Uhrbac...

267 2e-76
WP_039307741.1 GTP-binding protein [Clostridium botulinum]
266 2e-76
WP_055182960.1 GTP-binding protein [[Eubacterium] hallii]
271 2e-76

CNJ03978.1 tetracycline resistance protein TetM [Streptococcu...

249 2e-76

WP_028257523.1 elongation factor G [Veillonella montpellieren...

267 2e-76

WP_038092251.1 elongation factor G [Tumebacillus flagellatus]
267 2e-76

WP_031434859.1 elongation factor G [Methylomarinum vadil

267 2e-76

PKM75866.1 elongation factor G [Firmicutes bacterium HGW-Firm...

267 2e-76
WP_086439865.1 elongation factor G [Lactobacillus fermentum]
267 2e-76

WP_012065444.1 elongation factor G [Alkaliphilus metalliredig...

267 2e-76
WP_020310057.1 MULTISPECIES: elongation factor G [Megasphaeral
267 2e-76

WP_008976776.1 GTP-binding protein [Lachnospiraceae bacterium...

271 2e-76

WP_026573398.1 GTP-binding protein [Bacillus sp. UNC438CL73Ts...

266 2e-76
WP_090096306.1 elongation factor G [Lentzea jiangxiensis]
266 2e-76

WP_069998086.1 GTP-binding protein [Cellulosilyticum sp. I15G...

271 2e-76

WP_086335294.1 elongation factor G [Enterococcus mundtii]

267 2e-76

WP_025270584.1 elongation factor G [Hippea sp. KM1]

267 2e-76

WP_010859228.1 GTP-binding protein [Lysinibacillus sphaericus]
266 2e-76

WP_107933357.1 GTP-binding protein [Lysinibacillus chungkukja...

266 2e-76

WP_045317523.1 elongation factor G [Lechevalieria aerocolonig...

266 2e-76
WP_015639813.1 GTP-binding protein [Lactobacillus plantarum]
266 2e-76

SCG94959.1 Tetracycline resistance protein tetM from transpos...

271 2e-76
WP_017352507.1 GTP-binding protein [Clostridium botulinum]
266 2e-76

0GK57427.1 translation elongation factor G [Candidatus Roizma...

267 2e-76

WP_073152663.1 elongation factor G [Paramaledivibacter camini...

266 2e-76

0GD26070.1 translation elongation factor G [Candidatus Aminic...

267 2e-76

0GK19650.1 translation elongation factor G [Candidatus Roizma...

267 2e-76



WP_095066420.1 elongation factor G [Veillonella rodentium]
266 2e-76

WP_057243523.1 GTP-binding protein [Bacillus sp. Root239]
266 2e-76

GBD22370.1 Elongation factor G [bacterium HR28]

267 2e-76
AB087316.1 TetO [Streptococcus pyogenes]
252 2e-76

WP_003870266.1 MULTISPECIES: elongation factor G [Thermoanaer...
266 3e-76
SDZ76817.1 small GTP-binding protein domain-containing protei...
271 3e-76

WP_022792003.1 elongation factor G [Weissella halotolerans]
267 3e-76

WP_055193477.1 GTP-binding protein [Roseburia intestinalis]
271 3e-76

WP_007122710.1 elongation factor G [Lactobacillus gastricus]
267 3e-76

0PX30908.1 translation elongation factor G [Candidatus Omnitr...
266 3e-76
0GE25349.1 translation elongation factor G [Candidatus Davies...
267 3e-76
WP_004402356.1 elongation factor G [Thermoanaerobacter thermo...
266 3e-76

WP_055739678.1 GTP-binding protein [Bacillus shackletonii]
266 3e-76

PIE26444.1 elongation factor G [Micrococcales bacterium]

267 3e-76

WP_088460070.1 elongation factor G [Lactobacillus fermentum]
266 3e-76

WP_025729841.1 elongation factor G [Bacillus ginsengihumi]
266 3e-76

AB087322.1 TetM [Streptococcus pyogenes]

251 3e-76

WP_078081863.1 GTP-binding protein [Bacillus megaterium]

265 3e-76

WP_070618524.1 MULTISPECIES: elongation factor G [Aerococcus]
266 3e-76

WP_013403742.1 elongation factor G [Caldicellulosiruptor hydr...
266 3e-76

WP_082141799.1 GTP-binding protein [Clostridium cylindrosporum]
269 3e-76

WP_076149115.1 elongation factor G [Lactobacillus murinus]

266 3e-76

WP_014063493.1 MULTISPECIES: elongation factor G [Thermoanaer...
266 3e-76
SCJ86555.1 Tetracycline resistance protein tetM from transpos...
270 3e-76

WP_073598145.1 elongation factor G [Hydrococcus rivularis]
266 3e-76

WP_103434485.1 elongation factor G [Lactobacillus sanfrancisc...
266 3e-76

WP_015359647.1 GTP-binding protein [[Clostridium] stercorarium]
270 3e-76



WP_065715831.1 elongation factor G [Synechococcus sp. PCC 8807]
266 3e-76

WP_038116211.1 MULTISPECIES: elongation factor G [Veillonellal
266 3e-76

WP_066128796.1 elongation factor G [Gemella asaccharolytical
266 3e-76

WP_054025331.1 elongation factor G [Bacillus sp. FJAT-28004]
266 3e-76

WP_025083315.1 elongation factor G [Lactobacillus fuchuensis]
266 3e-76

WP_066162473.1 GTP-binding protein [[Bacillus] sp. KCTC 13219]
265 3e-76

WP_017763331.1 tetracycline resistance protein [Bacillus thur...
263 3e-76
WP_077368848.1 elongation factor G [Anaerosalibacter sp. Mars...
266 3e-76

WP_034993732.1 elongation factor G [Lactobacillus vini]
266 4e-76

WP_045174337.1 elongation factor G [Caldicellulosiruptor dani...
266 4e-76

WP_029321921.1 MULTISPECIES: GTP-binding protein [Bacillus]
265 4e-76

EXY76255.1 small GTP-binding domain protein [Bacteroides frag...
254 4e-76

WP_008406632.1 MULTISPECIES: GTP-binding protein [Solibacillus]
265 4e-76

WP_089940407.1 GTP-binding protein [Lachnospiraceae bacterium...
271 4e-76

WP_022670822.1 elongation factor G [Hippea alviniael

266 4e-76

WP_076546208.1 elongation factor G [Halanaerobium kushneri]
266 4e-76

WP_066354480.1 elongation factor G [Fervidicola ferrireducens]
266 4e-76

WP_057864746.1 elongation factor G [Lactobacillus diolivorans]
266 4e-76

WP_099448720.1 GTP-binding protein [Lachnospiraceae bacterium]
270 4e-76

WP_012963495.1 elongation factor G [Hydrogenobacter thermophi...
266 4e-76

WP_028255445.1 elongation factor G [Veillonella magnal
266 4e-76

KRT71003.1 elongation factor G, elongation factor G [candidat...
266 4e-76
WP_014082380.1 elongation factor G [Lactobacillus sanfrancisc...
266 4e-76

WP_098563177.1 GTP-binding protein [Bacillus megaterium]
265 4e-76

AB087314.1 TetO [Streptococcus pyogenes]

251 4e-76

WP_057273225.1 GTP-binding protein [Bacillus sp. So0il531]
265 4e-76

WP_034819253.1 elongation factor G [[Eubacterium] nodatum]
266 4e-76



WP_053984608.1 GTP-binding protein [Niameybacter massiliensis]
270 4e-76

0GH39059.1 translation elongation factor G [Candidatus Levyba...
266 4e-76

WP_015144239.1 elongation factor G [Pleurocapsa minor]

266 4e-76

WP_087975039.1 elongation factor G [Oceanobacillus rekensis]

266 5e-76

0EU50646.1 translation elongation factor G [Desulfobacterales...
266 5e-76

WP_013787147.1 elongation factor G [Thermoanaerobacterium xyl...
266 5e-76

WP_072745447.1 elongation factor G [Sporanaerobacter acetigenes]
266 5e-76

WP_005214458.1 GTP-binding protein [Clostridium celatum]

265 5e-76

PIR57075.1 elongation factor G [Parcubacteria group bacterium...
266 5e-76

PIU28529.1 elongation factor G [Actinobacteria bacterium CGO8...
266 5e-76

WP_098196519.1 GTP-binding protein [Bacillus megaterium]

265 5e-76

WP_013057167.1 MULTISPECIES: GTP-binding protein [Bacillus]

265 5e-76

WP_061858888.1 MULTISPECIES: GTP-binding protein [Clostridium]
265 5e-76

KYH28346.1 tetracycline resistance protein TetO [Clostridium ...
265 5e-76

WP_076712804.1 elongation factor G [Desulfurobacterium indicum]
266 5e-76

WP_062305129.1 elongation factor G [Alicyclobacillus sendaien...
266 5e-76

WP_008265364.1 elongation factor G [Stenotrophomonas sp. SKA14]
265 5e-76

WP_088217580.1 elongation factor G [Caldicellulosiruptor besciil
266 6e-76

WP_027895363.1 elongation factor G [Megasphaera elsdenii]

266 6e-76

WP_047242126.1 elongation factor G [Enterococcus cecorum]

266 6e-76

WP_053509024.1 elongation factor G [Stenotrophomonas maltophi...
265 6e-76

WP_036203202.1 elongation factor G [Megasphaera elsdeniil

266 6e-76

WP_014015732.1 elongation factor G [Megasphaera elsdeniil

266 6e-76

WP_024867029.1 GTP-binding protein [Butyrivibrio sp. FCS@14]

270 6e-76

WP_034989692.1 elongation factor G [Lactobacillus sucicolal

266 6e-76

WP_029594429.1 elongation factor G [Exiguobacterium chirighuchal
266 6e-76

WP_071219757.1 GTP-binding protein [Paenibacillus sp. LC231]

265 6e-76



WP_019502051.1 elongation factor G [Pseudanabaena sp. PCC 6802]
266 6e-76

WP_013083280.1 GTP-binding protein [Bacillus megaterium]

265 6e-76

WP_097643724.1 elongation factor G [Chloroflexi bacterium Kir...
266 6e-76

WP_039041593.1 GTP-binding protein [Sporosarcina sp. ZBG7A]
265 6e-76

WP_066394237.1 GTP-binding protein [Bacillus horneckiael

265 6e-76

WP_017751846.1 GTP-binding protein [Clostridium tyrobutyricum]
265 6e-76

WP_076271434.1 elongation factor G [Paenibacillus sp. FSL A5-...
266 6e-76

WP_101646634.1 GTP-binding protein [Bacillus cucumis]

265 6e-76

AB087317.1 Tet0 [Streptococcus pyogenes]

251 6e-76

WP_049685823.1 elongation factor G [Thermoanaerobacter kivuil
265 6e-76

WP_010694173.1 elongation factor G [Treponema denticolal

265 6e-76

WP_087227048.1 GTP-binding protein [Olsenella sp. An270]

265 7e-76

WP_096368910.1 elongation factor G [Lactococcus garvieael

266 7e-76

ERJ95606.1 translation elongation factor G [Selenomonas sp. 0...
265 7e-76
0GE41585.1 translation elongation factor G [Candidatus Davies...
266 7e-76

WP_061859810.1 GTP-binding protein [Bacillus megaterium]

265 7e-76

WP_025028109.1 elongation factor G [Bacillus mannanilyticus]
265 7e-76

WP_066894529.1 GTP-binding protein [Clostridium nigeriense]
265 7e-76

WP_098314956.1 GTP-binding protein [Bacillus megaterium]

265 7e-76

WP_017370008.1 elongation factor G [Lactococcus garvieael
266 7e-76

WP_056942092.1 elongation factor G [Lactobacillus kimchicus]
266 7e-76

0GH04541.1 translation elongation factor G [Candidatus Levyba...
266 7e-76
WP_052168199.1 elongation factor G [Desulfurobacterium sp. TC...
266 7e-76

WP_033934656.1 elongation factor G [Lactobacillus mucosael
265 7e-76

WP_018125648.1 elongation factor G [Desulfovibrio oxyclinael
265 7e-76

WP_025751824.1 MULTISPECIES: GTP-binding protein [Bacillus]
265 7e-76

WP_026964707.1 elongation factor G [Alicyclobacillus pomorum]
265 7e-76



WP_013290054.1 elongation factor G [Caldicellulosiruptor obsi...
265 7e-76

WP_017295627.1 elongation factor G [Geminocystis herdmanii]
266 7e-76

WP_066505595.1 GTP-binding protein [Clostridiales bacterium M...
264 8e-76
0GW93077.1 translation elongation factor G [Omnitrophica bact...
265 8e-76

WP_019637176.1 GTP-binding protein [Paenibacillus fonticola]
265 8e-76

WP_039767328.1 elongation factor G [Caldicellulosiruptor sp.
265 8e-76

SCH62478.1 Tetracycline resistance protein tetM from transpos...
270 8e-76

KXK09097.1 Elongation factor G [Microgenomates bacterium OLB22]
266 8e-76

0JV64300.1 translation elongation factor G [Clostridiales bac...
270 8e-76

WP_093587804.1 GTP-binding protein [Lentzea waywayandensis]
261 8e-76

WP_024372179.1 MULTISPECIES: elongation factor G [Exiguobacte...
265 8e-76
WP_027643561.1 GTP-binding protein [[Clostridium] clostridiof...
270 8e-76

WP_015136214.1 elongation factor G [Leptolyngbya sp. PCC 7376]
265 8e-76

WP_044665946.1 elongation factor G [Syntrophaceticus schinkii]
265 8e-76

WP_063671653.1 MULTISPECIES: GTP-binding protein [Bacillus]
264 8e-76

WP_057756444.1 GTP-binding protein [Lactobacillus dextrinicus]
265 8e-76

WP_056959057.1 elongation factor G [Lactobacillus murinus]

265 8e-76

GBD15522.1 Elongation factor G [bacterium HR26]

265 9e-76

WP_083429811.1 GTP-binding protein [Blautia sp. Marseille-P32...
269 9e-76
WP_066444786.1 GTP-binding protein [Candidatus Stoquefichus s...
269 9e-76

AB087326.1 TetM [Streptococcus pyogenes]
250 9e-76

WP_007048812.1 elongation factor G [Anaerofustis stercorihomi...
265 9e-76
0GW77013.1 translation elongation factor G [Omnitrophica bact...
265 9e-76

WP_098238777.1 GTP-binding protein [Bacillus megaterium]

264 %9e-76

WP_091526921.1 elongation factor G [Microlunatus solil

265 %9e-76

WP_075727553.1 elongation factor G [Tissierella creatinophilal
265 %9e-76

WP_012511014.1 elongation factor G [Stenotrophomonas maltophi...
265 le-75



KPK87120.1 elongation factor G [bacterium SM23_31]

265 le-75

WP_016764228.1 GTP-binding protein [Bacillus megaterium]

264 le-75

AB087360.1 TetM [Streptococcus pyogenes]

250 le-75

WP_063724116.1 GTP-binding protein [Lactobacillus plantarum]

265 le-75

WP_068453776.1 GTP-binding protein [Kurthia sp. 11kri321]

264 le-75

WP_090871934.1 GTP-binding protein [Oceanobacillus limil

264 le-75

0GW99723.1 translation elongation factor G [Omnitrophica bact...
265 le-75

AMP47122.1 elongation factor Tu GTP binding domain protein [u...
248 le-75

CBL09694.1 small GTP-binding protein domain [Roseburia intest...
269 le-75

WP_040467015.1 elongation factor G [[Eubacterium] brachyl

265 le-75

0GP77075.1 translation elongation factor G [Deltaproteobacter...
265 le-75

WP_002681223.1 elongation factor G [Treponema denticola]

265 le-75

AB087319.1 TetM [Streptococcus pyogenes]

250 le-75

AP027240.1 Elongation factor G C-terminus [uncultured bacterium]
247 le-75

WP_014562616.1 elongation factor G [Lactobacillus fermentum]

265 le-75

WP_074592834.1 elongation factor G [Thermoanaerobacter thermo...
265 le-75

AB087318.1 TetO [Streptococcus pyogenes]

250 le-75

OLA53452.1 translation elongation factor G [Roseburia intesti...
269 le-75

WP_026962529.1 elongation factor G [Alicyclobacillus herbarius]
265 le-75

WP_079439476.1 GTP-binding protein [Clostridium chromiireducens]
265 le-75

WP_098980117.1 GTP-binding protein [Bacillus megaterium]

264 le-75

KPK98538.1 elongation factor G [Omnitrophica WOR_2 bacterium ...
265 le-75

WP_097004485.1 GTP-binding protein [[Clostridium] amygdalinum]
269 le-75

WP_075718252.1 GTP-binding protein [Roseburia sp. 499]

269 le-75

KPJ81771.1 elongation factor G [Gemmatimonas sp. SG8_23]

265 le-75

WP_047932425.1 GTP-binding protein [Bacillus megaterium]

264 le-75

EGC78697.1 elongation factor G 1 [Treponema denticola F0402]

265 le-75



WP_087374817.1 GTP-binding protein [Butyricicoccus pullicaeco...
268 le-75

WP_106172571.1 elongation factor G [filamentous cyanobacteriu...
265 le-75

WP_086874619.1 elongation factor G [Lactobacillus johnsonii]

265 le-75

ESE29699.1 translation elongation factor G [Eubacterium brach...
265 le-75

WP_087284777.1 elongation factor G [Lactobacillus johnsonii]

265 le-75

WP_072693480.1 MULTISPECIES: elongation factor G [Marinilacti...
265 le-75

WP_034813846.1 elongation factor G [[Eubacterium] sulcil

265 le-75

WP_098804724.1 GTP-binding protein [Bacillus megaterium]

264 le-75

WP_003681566.1 MULTISPECIES: elongation factor G [Lactobacillusl]
265 le-75

WP_084067091.1 elongation factor G [Desulfobacterium vacuolatum]
265 le-75

WP_091651387.1 elongation factor G [Megasphaera paucivorans]

265 le-75

WP_059075693.1 MULTISPECIES: elongation factor G [Veillonella...
265 le-75

WP_067532962.1 elongation factor G [Emergencia timonensis]

265 le-75

0PX41791.1 translation elongation factor G [Desulfobacteracea...
265 le-75

0GW94332.1 translation elongation factor G [Omnitrophica bact...
265 le-75

WP_051654590.1 GTP-binding protein [Lachnospiraceae bacterium...
268 le-75

WP_056937303.1 elongation factor G [Lactobacillus gastricus]

265 le-75

0GB64916.1 translation elongation factor G [Caldithrix sp. RB...
265 le-75

WP_034804017.1 MULTISPECIES: elongation factor G [Exiguobacte...
265 le-75

PD011306.1 translation elongation factor G [Paenibacillaceae ...
265 le-75

KPU26423.1 elongation factor G [Caloranaerobacter sp. TR13]

265 le-75

WP_036223427.1 elongation factor G [Mesoaciditoga lauensis]

265 le-75

WP_002608208.1 GTP-binding protein [[Clostridium] innocuum]

268 le-75

WP_105412275.1 MULTISPECIES: GTP-binding protein [Clostridium]
264 le-75

WP_016147750.1 GTP-binding protein [Butyricicoccus pullicaeco...
268 le-75

WP_072978060.1 elongation factor G [Tissierella praeacutal

265 2e-75

GBD24541.1 Elongation factor G [bacterium HR29]

265 2e-75



WP_068335040.1 elongation factor G [Photobacterium jeanii]

265 2e-75

WP_104878538.1 elongation factor G [Lactobacillus fermentum]

265 2e-75

WP_097812491.1 GTP-binding protein [Bacillus megaterium]

263 2e-75

WP_066713831.1 elongation factor G [Clostridiales bacterium K...
265 2e-75

WP_076345527.1 elongation factor G [Alicyclobacillus vulcanalis]
265 2e-75

WP_005998591.1 elongation factor G [[Eubacterium] infirmum]

265 2e-75

WP_039658496.1 GTP-binding protein [Clostridium tyrobutyricum]
263 2e-75

WP_009269507.1 GTP-binding protein [Erysipelotrichaceae bacte...
268 2e-75

WP_008755239.1 GTP-binding protein [Lachnoanaerobaculum sabur...
268 2e-75

KKR86526.1 Elongation factor G [Candidatus Curtissbacteria ba...
265 2e-75

WP_072338030.1 MULTISPECIES: elongation factor G [Paenibacillus]
265 2e-75

WP_066546913.1 GTP-binding protein [Clostridium sp. AT4]

269 2e-75

SNR92387.1 translation elongation factor 2 (EF-2/EF-G) [Desul...
265 2e-75

WP_056995813.1 GTP-binding protein [Lactobacillus equigenerosi]
263 2e-75

WP_069775732.1 elongation factor G [Lactobacillus fermentum]

265 2e-75

00X65653.1 elongation factor G [Desulfococcus sp. 4484_242]

264 2e-75

WP_004050332.1 MULTISPECIES: elongation factor G [Lactobacillus]
265 2e-75

AB087345.1 TetM [Streptococcus pyogenes]

249 2e-75

EQC59548.1 elongation factor P [Lactobacillus fermentum MTCC ...
265 2e-75

0GH47673.1 translation elongation factor G [Candidatus Levyba...
265 2e-75

0GH24286.1 translation elongation factor G [Candidatus Levyba...
265 2e-75

WP_057313455.1 elongation factor G [Paenibacillus sp. So0il766]
264 2e-75

WP_011697909.1 elongation factor G [Syntrophobacter fumaroxid...
265 2e-75

WP_050636613.1 GTP-binding protein [Candidatus Stoquefichus s...
268 2e-75

WP_079653813.1 elongation factor G [Thermocrinis minervae]

265 2e-75

WP_025786283.1 GTP-binding protein [Sporosarcina sp. D27]

263 2e-75

WP_012991662.1 elongation factor G [Thermocrinis albus]

265 2e-75



AOR74003.1 Elongation factor G [Lactobacillus fermentum]

265 2e-75

WP_004831805.1 elongation factor G [Parvimonas micral

264 2e-75

KKS04740.1 Elongation factor G [Candidatus Curtissbacteria ba...
265 2e-75

WP_048735482.1 elongation factor G [Lactobacillus koreensis]

265 2e-75

WP_003373544.1 GTP-binding protein [Clostridium botulinum]

263 2e-75

WP_095183405.1 elongation factor G [Lactobacillus johnsoniil

265 2e-75

WP_044351937.1 elongation factor G [Dethiosulfatarculus sandi...
264 2e-75

WP_092337349.1 GTP-binding protein [Butyrivibrio sp. M55]

268 2e-75

WP_053487289.1 GTP-binding protein [Bacillus sp. FJAT-21351]

263 2e-75

WP_055260322.1 GTP-binding protein [Coprococcus comes]

269 2e-75

WP_077568371.1 GTP-binding protein [Paenibacillus ihbetael

263 2e-75

WP_014465736.1 elongation factor G [Alicyclobacillus acidocal...
264 2e-75

WP_012081649.1 elongation factor G [Nitratiruptor sp. SB155-2]
264 2e-75

WP_013682368.1 elongation factor G [Hippea maritimal

264 2e-75

WP_058953796.1 GTP-binding protein