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Supplemental Table 3

Table S3 Private alleles of analysed microsatellite loci in two hatcheries and six wild populations in Hungary and in one wild Serbian population.
	Population
	Locus
	Allele
	Frequency

	LF1
	BFRO002
	110
	0.004

	
	OMM1064
	158
	0.001

	
	
	164
	0.006

	
	
	216
	0.003

	
	
	234
	0.001

	
	
	239
	0.001

	
	
	263
	0.001

	
	
	346
	0.003

	
	SsoSL417
	169
	0.001

	
	SsoSL438
	93
	0.003

	
	
	97
	0.162

	LF2
	OMM1064
	186
	0.123

	
	
	225
	0.009

	
	
	286
	0.003

	
	
	296
	0.003

	
	
	337
	0.003

	
	Ssa408uos
	213
	0.002

	
	
	225
	0.007

	
	
	269
	0.002

	
	
	281
	0.002

	
	
	285
	0.002

	
	
	303
	0.002

	SZV
	OMM1064
	331
	0.007

	BI
	OMM1064
	202
	0.167

	
	Ssa408uos
	245
	0.056

	
	SsoSL417
	196
	0.056

	JO
	OMM1064
	250
	0.061

	
	
	272
	0.015

	
	
	277
	0.030

	
	
	316
	0.106

	
	Ssa408uos
	253
	0.045

	
	
	260
	0.015

	
	
	273
	0.015

	KE
	OMM1064
	162
	0.045

	AK
	OMM1064
	166
	0.104

	
	
	224
	0.052

	KO
	OMM1064
	174
	0.321

	
	Ssa408uos
	289
	0.231

	BA
	OMM1064
	252
	0.020

	
	Ssa408uos
	284
	0.020

	SRB
	OMM1064
	206
	0.036

	
	Ssa408uos
	309
	0.250
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