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	NC_000915
	25
	TTCAATCAAGGGACTTATCACTTTA
	4
	3
	35, 32, 29

	HPAG1 
	28
	TTTCAATCAAGGGACTTATAACTTTAAT
	5
	4
	32, 29, 29, 26

	B8
	25
	TTCAATCAAGGGACTTATCACTTTA
	4
	3
	35, 32, 29

	B38
	25
	TTCAATCAAGGGACTTATCACTTTA
	4
	3
	35, 32,29

	Rif1
	25
	TTCAATCAAGGGACTTATCACTTTA
	4
	3
	35, 32, 29

	Rif2
	25
	 TTCAATCAAGGGACTTATCACTTTA
	4
	3
	35, 32, 29

	NC_018939
	25
	TTCAATCAAGGGACTTATCACTTTA
	4
	3
	32, 29, 29, 26

	2017
	27
	TTCAATCAAGGCACTTATAATTTTAAT
	4
	3
	33, 30, 27

	2018
	27
	TTCAATCAAGGCACTTATAATTTTAAT
	4
	3
	33, 30, 27

	908
	27
	TTCAATCAAGGCACTTATAATTTTAAT
	4
	3
	33, 30, 27

	XZ274
	23
	AACTTCAATCAAGGGACTTATAA
	4
	3
	22, 49, 26

	India7
	25
	TTCAATCAAGGCACTTATCATTTTA
	4
	3
	35, 32, 29

	SNT49
	27
	TTCAATCAAGGGACTTATCATTTTAAT
	4
	3
	33, 30, 27

	F57
	26
	TTTCAATCAAGGGACTTATAATTTTA
	5
	4
	34, 31, 28, 28

	J99
	27
	AACAGCAATTTCAATCAAGGGACTTAT
	4
	3
	33, 30, 27

	Shi112
	23
	 AGATAAAGACAATCTAACTAAAG
	4
	3
	19, 19, 19

	Shi417
	23
	AGATAAAGACAATCTAACTAAAG
	4
	3
	19, 19, 19

	Shi470
	36
	TTTTCTTGCGGGGTTTCTACATCTTGCGGTGTTTCT
	7
	6
	33, 33, 33, 33, 36, 63, 69 

	SJM180
	29
	TCTTGTTTGTTTTCTGTCTTTCTTGTTCT
	5
	4
	34, 34, 34, 34 

	SJM180
	25
	TTCAATCAAGGGACTTATCACTTTA
	4
	3
	35, 32, 29

	SJM180
	23
	TTGTCTTTTGTTTTTCTTGTTCT
	5
	4
	31, 19, 31, 31

	BM012A 
	23
	TTTCTACATCTTGCGGTATTTCT
	4
	2
	19, 25, 31 



