File S10 The gene model for RcDofl7 The coding region is marked with uppercase letters, above
which are its deduced amino acids (the DOF domain is shown in red). The transcribed untranslated
regions, including 5’ UTR, intron and 3’ UTR sequences, are marked with lowercase letters. The

start and stop codons are marked with bold letters.

1 cagctctetetetetetatetatetecttgtagactcacttgagtagtgactttttetty
61 ccttcttattcacaacccacgccactccatttcctacatgacaaattcaatctectteat
121 tcacttctgtccctetttacaatectettettetgtcaccatagaatteccagtttececte
181 ctcttactacttgtcteccatcatettettetattettgecatggtcagtgaagetgecaat
241 atgaaataaatttaagtgtggtgtgaagtgttgctgaattggttttgetegagtetgtty
1 M S L T S L
301 tttecttttgtectttttgttgetagaacttgttttggtttaATGAGTCTTACTTCACTT
7Q V. C M D S T D WL Q
361 CAAGTTTGCATGGATTCCACTGATTGGCTTCAGgtaaagctatatctcattacttacttg
421 agcttgattattggacatgatgtgttaggttatattgaatatgtacctgtaaaagtacaa
481 atggtgtaaataatgtaatggggacaattttgttttatttccttgactgttcttgataag
541 gcatatgtaagtaaaggcttaaactggcatgaaattgtatctgaactatatgttctcaag
601 aacaagttatcatgaattgaaatgaactgcagcaccgaaaattgttgaaatgaaacgata
661 ttcttcttttatatccatgaaattcttgetgecacaagtatgataagatatcctataatta
721 aattcgaccttctggtttttcataaatttggaaaccttatgcacgtacatttttgaaagt
781 ttcttgttcttggecatgtgtgaatctetggeatttttggaattaattaaattcagacatt
841 ctagctatctagatgtgtgaaagactgaaagaatgtctctggtecttttgcattattaat
901 atctttaaaaggacaaaggaatttcacaattttcaattctctaaaacccttaaattattg
961 caattgtatgctgataggaacatgtctgacacatttctccatcataattttettttettt
18 G T I HEZETGMDS S
1021 cttttcttgetttecttgtgtcagGGTACGATTCACGAGGAGACTGGAATGGATTCTTCT
30S p S GGDMLTZ CSI RPILTIETRTR RTLTR RYP
1081 TCCCCTTCGGGGGATATGCTAACATGTTCAAGGCCATTGATAGAGAGGAGGCTTAGGCCA
50p H D Q AL KCPZRZCDSTWHTIKFCY
1141 CCGCATGACCAAGCTCTAAAGTGTCCAAGGTGCGACTCAACACACACCAAATTTTGTTAC
70Y NN Y S L S QP RYF CIKTTZ CZ RI RYW
1201 TACAACAATTACAGTCTTTCTCAGCCAAGGTACTTCTGCAAGACTTGCAGAAGGTACTGG
90T K G G T L R N T PV GGG CR KN KK
1261 ACTAAAGGGGGGACTTTAAGGAACATTCCTGTTGGTGGTGGGTGTAGAAAGAATAAGAAA
110 v A K K S NS NEWHUHQPTINUQNNTILG
1321 GTAGCTAAAAAATCGAACAGTAATGAACATCATCAACCCATTAACCAGAACAACCTCGGA
30S S S SHHNPTUDILUHTLSZ FPDAQV Q
1381 TCATCATCTTCTCATCATAATCCTACTGATCTTCACCTTTCATTTCCTGATCAAGTCCAA
OF S HL NNTILNTAQGTTILANPTTFM
1441 TTCTCACATCTTAATAACATACTTAACACTCAAGGGACACTTGCAAACCCTACTTTCATG
W0E S K'Y S I GMULENPRPTIDTEFMES
1501 GAGAGTAAGTACAGCATCGGTATGCTTGAAAACCCTAGGCCTATTGACTTTATGGAGAGC
9K L EA IV GGS S S TSI RNYDFMGN
1561 AAGTTAGAAGCAATAGTTGGATCATCAAGCACTTCTAGGAACTATGATTTTATGGGGAAT
208 DM GMV S GLGDQTINUHUHUHHHH
1621 AGTGATATGGGCATGGTTAGTGGGCTTGGAGATCAAATTAATCATCATCATCATCATCAT
20H HHQ GLAPNYHGTLT CSU®PFGMS
1681 CATCATCACCAGGGATTAGCACCAAACTATCACGGTCTTTGCTCTCCATTTGGTATGTCC
20M D G S NGTVFMETT C QI RTLMLP YD
1741 ATGGATGGGAGTAACGGAACGTTCATGGAAACTTGCCAAAGGTTAATGCTTCCGTATGAC
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270
1801
290
1861
310
1921
330
1981
2041
2101
2161

HQ GNDEW QNTTIDUVKZ®PNAI KTLTLS
CATCAAGGGAATGATGAGCAAAACACAATCGATGTCAAGCCCAATGCGAAGCTCTTATCC
L EWQ EQGQ G CSHDGGZ KDTFG
CTTGAATGGCAAGAGCAAGGTCAAGGGTGCTCTCATGATGGTGGGAAAGACACATTTGGG
YL NNLGSSWTOGMMNGYGS ST
TACTTAAACAATTTGGGATCATCATGGACCGGGATGATGAATGGTTATGGATCATCAACA
T NP L V %
ACCAACCCTTTGGTGTAAtctaaaagaacatcaattcgectttgataatggaaaggtttt
gttattttctcttttggtgettectttectattataaggtggtcatatatatgaaattatca
ttgacttgacaaaggagcagcagcagaaggggtgtgtgaatgagaagtttaaagagtcca
aaaatgactgcctttagtatcttactgttt
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