File S3 The gene model for JcDof7.2 The coding region is marked with uppercase letters, above
which are its deduced amino acids (the DOF domain is shown in red). The transcribed untranslated
regions, including 5’ UTR, intron and 3’ UTR sequences, are marked with lowercase letters. The

start and stop codons are marked with bold letters

1 atatccctcagaactcgtttcagtgtcectecagattectetetetetetecataaaaggee
61 catctctgectecttttgecacccacacaaacacaaacacaaacaatccatacccaattcca
121 cattcttctttgetgtecattttetcaactettttaatetttatettettetttetegaa
181 tattgatcataactaaccaaaagcaaagcagaacaaaacaaagaagaacgaaacctaaat
1 M P SDSSSTETRRL
241 tacccacttcccatttcccaaaATGCCATCAGACTCTTCTTCCACTGAAACTAGAAGATT
4 T K P HNTGAPUPUPDAQEHTLUPCPR
301 AACTAAACCCCATAACACAGGAGCTCCACCGCCAGACCAAGAACACCTTCCATGCCCGCG
34 ¢C DS TNTI KV FCYYNNYNTFSQPR
361 CTGCGATTCTACTAACACTAAGTTCTGCTATTACAACAACTATAATTTTTCCCAGCCTCG
5 H F CK S CURURYCPUPGGTTULI RATIP
421 TCATTTCTGTAAGTCTTGTCGCCGTTACTGTCCCCCCGGCGGCACCCTTCGTGCCATTCC
74 V G G G T R KNAKIZ RS ST RTTSSSGC CT
481 GGTTGGTGGTGGCACTCGGAAAAATGCTAAAAGATCACGCACCACTTCTAGTGGTTGTAC
949 v v ¢ P M TANTADUHNTIT®PTLUPATP

541 TGTAGTAGGGCCTATGACGGCCAACACAGCTGACCATAACATTCCATTACCGGCTACACC

14 v L. v P L M AKQ GNSTQFGCG GGG

601 AGTACTGGTCCCACTTATGGCCAAACAAGGAAATTCTATACAGTTTGGCTGCGGTGGCGG

3 D G K GGNGCGS S GNSTVSGS FT

661 TGATGGGAAGGGGAATGGGTGTGGTTCTAGTGGTAATTCTACAGTATCTGGTAGCTTTAC

4 S L L NTQ GP GFLALSGTFGTVLGL

721 TTCTTTGTTGAATACTCAGGGCCCTGGATTTCTAGCATTGAGTGGGTTTGGGCTTGGACT

74 ¢ S G F EDMGFGLARG GV WPFPG

781 TGGATCTGGGTTTGAAGATATGGGCTTTGGGCTTGCAAGAGGAGTCTGGCCTTTTCCCGG

94 v 6 DGGAGGVYVY GSNGGSAGTGMS

841 TGTAGGAGATGGTGGTGCTGGCGGTGTTGGTAGCAATGGCGGTTCTGCTGGAGGAATGAG

214 NT WQ FESGDNGTEFV GGDCTFSW

901 TAACACGTGGCAATTTGAGAGTGGTGATAATGGATTTGTAGGTGGGGATTGCTTTTCTTG

24 P DL AT STUPGNTGTUL K *

961 GCCAGATCTTGCTATTTCAACCCCAGGAAATGGTCTTAAATGAgatattgttcttttagt
1021 agttcttgttttttctectgatgggtttagacccaattctaggaaaaaaaaaaaaaaaaat
1081 taaagaaccttgtttgatgggtttagttaattaattactacttactattaagtgttgaga
1141 agataattaggtttgaaattagaaagaaaaatatgtaacttttctttactctatttcatg
1201 tgattttgttagtttgatgtacctctttttgtgtagttttcatatacatgecacccttta
1261 aattctcttttcctctctagcaaatttttaatacaaactttttattgaatgattatggac
1321 cgactaatcttaatttaatatgaaattcacattttcttctattcatttcatgaatgggta
1381 caaatggaatttcccttttagagtttgcagcatatacttcaatttgtatttaatatataa
1441 taattgactgatttgatttttgaggcccacatttaaattttaattcttagtataatttat
1501 aatgatttgctagttcaacattaattgagtgcaatcattctcattgcataag
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