File S5 The gene model for JcDof7.4 The coding region is marked with uppercase letters, above
which are its deduced amino acids (the DOF domain is shown in red). The transcribed untranslated
regions, including 5’ UTR, intron and 3’ UTR sequences, are marked with lowercase letters. The

start and stop codons are marked with bold letters

1 cttatggttatggttcactctatctttagecttttagecagecatttttgettagtattgag
61 ctccatgactttgcaggtatgatatattatttatttatttattttttgcaaacttaatta
121 actgaatttaactacttataaactatcatttctctgtgcaggagctcaaactagtggtgt
181 taacttatggcagagttgctgacaaccttccctttectcatcaagtaatactgtgtgcaa
241 atccaagaacattcaaagaattgaaaaacgaaacctaaattacccacttcccatttccca
1 M P SDSSSTATRIRTLTI KUPHNTG
301 aaATGCCATCAGATTCTTCTTCCACGGCAACTAGAAGATTAACCAAACCCCATAACACAG
21 AP P ADQEHTL®PCPIRZCDSTTTK
361 GAGCTCCACCGGCAGACCAGGAACACCTTCCATGCCCGCGCTGCGATTCTACAACAACTA
41 FCYYNSYNTFSQPURHF CZKSCR
421 AGTTCTGCTATTACAACAGCTATAATTTTTCCCAGCCTCGTCATTTCTGTAAGTCTTGTC
61 R Y W THSGGTULIRDTI®PV GGG T R K
481 GCCGTTACTGGACCCACGGCGGCACCCTTCGTGACATTCCGGTTGGTGGTGGCACTCGGA
81 NA KRS RTTSSGCTUVV GPMTA
541 AAAATGCTAAAAGATCACGCACCACTTCTAGTGGTTGTACTGTAGTAGGTCCTATGACGG
101 NTGDHNTLUPLPAT®PVLVPLMT
601 CCAACACAGGTGACCATAACCTTCCATTACCGGCTACACCAGTACTGGTCCCACTTATGA
121 NQ A TS I Q F G CGOGOGDGI KGNV C
661 CCAATCAAGCAACGTCTATACAGTTTGGCTGCGGTGGCGGTGATGGGAAGGGTAATGTGT
141 GSSGNSTVSGSFTSULILNTAQG
721 GTGGTTCTAGTGGTAATTCTACAGTATCTGGTAGCTTTACTTCTCTGTTGAATACTCAGG
161 P GGFLALSGTFS GV GLGSGFET DM
781 GTCCTGGATTTCTAGCATTGAGTGGGTTTGGGGTTGGACTTGGATCTGGGTTTGAAGATA
181 G F GLARGVWPF®PGV GEG GG GAG
841 TGGGCTTTGGGCTTGCAAGAGGAGTCTGGCCTTTTCCCGGTGTAGGAGAAGGTGGTGCCG
201 G VGSNGGSAGGMSNTWAQTFE S
901 GTGGTGTTGGTAGCAATGGCGGTTCTGCTGGAGGAATGAGTAACACGTGGCAATTTGAGA
221 G DNGFVGGDCFSWPDLATIST
961 GTGGTGATAATGGATTTGTAGGTGGGGATTGCTTTTCTTGGCCAGATCTTGCTATTTCAA
241 P G N G L K %
1021 CCCCAGGAAATGGTCTTAAATGAgatattgttcttttagtagttcttgttttttetetta
1081 taggtttagacttagacccaattctaggaaaaaaaaaaaaaaaaaaaaaattaaagaacc
1141 ttgtttgacgggtttagttaattaattactacttactattaagtgttgagaagataatta
1201 ggt
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