
EMBOSS_001        29 IAHMVEDDCVDNGVPLPNVTSKILAKVIEYCKRHVEAAASKAEAVEGAA 
                     I  M EDDC DNG+PLPNVTSKIL  VIEYCK+HV         VE    
                     IKGMAEDDCADNGIPLPNVTSKILLLVIEYCKKHV---------VE--- 
EMBOSS_001      3672 aagaggggtggagacccagaaaacttgagttaacg         gg    
                     tagtcaaagcaagtctcatcgattttttaagaaat         ta    
                     agtgaacttcttacttacgacgacaggcgtcggcc         tg    

EMBOSS_001        78 TSDDDLKAWDADFMK-IDQATLFELILAANYLNIKNLLDLTCQTVADMI 
                       ++DLK WDA+FMK  +Q+ LF++++AANYLNI++LLDLT QTVAD++ 
                     SKEEDLKKWDAEFMKKMEQSILFDVMMAANYLNIQSLLDLT!QTVADLL 
EMBOSS_001      3783 aagggcaatgggtaaaagctactggaaggatcaacaccgcatcagggtc 
                     gaaaataagacattaataactttatttccaatatagttatctactcatt 
                     caaatagggctacggggaagtctttggtgttctcactttcatatcttgc 

EMBOSS_001       126 KGKTPEEIRTTFNIKNDFTPEEEEEVRRENQWAFE               
                      GKTP EIR+ FNI+NDFT E E E+R+ NQWAFE              
                     SGKTPGEIRSYFNIENDFTAEGEAEIRKVNQWAFE               
EMBOSS_001      3931 tgaacggactttaagagtaggggggacagactgtg               
                     cgaccgatgcatataaatccagacatgataagcta               
                     acatacgtcacctcgctcaagaatgccggtagtta               
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