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MAKKIIVLTSSDGDSFQIDEAVAFQSAMIKGMDEDKCADNGIPLPNVTS
agaaaagtaatgggttcagggggtctgaaagagggatggagacccagaa
tcaattttcgcagactataactctaccttagtaaaagcaagtctcatcg
ggggacgggcctttttgtcaggacagggagtgtatgtcttacttactac

KILAKVIEYCKRHVEAAASKAEAVEGAATSDDDLKAWDADFMK-IDQAT
KIL VIEYCK+HV VE ++DLK WD +FMK +Q+
KILLLVIEYCKKHV=-==—=————— VE--SNEEEDLKKWDTEFMKKMEQST

aacttgagttaacg gg aaggggcaatgagtaaaagcta
attttttaagaaat ta <gaaaaataagacattaataact
gccgggtgteggece cg ccaaatcgggctacggggaagt
LFELILAANYLNIKNLLDLTCQTVADMIKGKTPEEIRTTFNIKNDFT

+F++++AANYLNI++L+DLTCQTVAD++ GKTPEEIR F I+ND+T
VFDVMMAANYLNIQSLIDLTCQTVADLLSGKTPEEIRAYFKIENDLT
gtggaaggatcaacacagcatcagggtctgaacggacgttaagagta
ttatttccaatatagttatcgactcattcgaccaatgcatataaatc
ctttggtgttctcactttcttattttgcacataggtcatcgcgctaa
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gggaacagactgtg

aacatgtaaagcta

aatgtcggtagttg



