
Table 1

Potential PEST sequence occurrence in DHN subclasses 

SK-Type
Specie Access number/Name PEST score Position Protein size Sequence
Amborella trichopoda AtrDHN-SK 6.65


0.87

12.19

162-177

5-17


201-212

212 MADEHTTSVVPESGDGRVEVHERGLFGHHHPETPEQKQEEALASKFEEVYVSEEKKEEKEKDEEKKGSLLEKL
HRSGSSSSSSSSDEEEAEEWKKKKKERKGLKEKIKEKLSGGSEAVKEKAGEGAPHCAGAEHAHEKEKKGLPE
KIKEKLHGGGGYGAPQHPVEAPESAPQTSAPHPEGQSHEEKKGFLEKIKEKFSGYHPNSGEETTPSH

Amborella trichopoda AtrDHN-SK2 ND 148 MAEYRGDERYQKHEHGYEQGQPGYYGGTVTGTGTGAGTGAGTGTGGVMLGTTGAGMMHGTQPEQQKLHR
SNSSSSSSSEDDGMGGRRKKKGLKEKIKEKLPGGHKTTEGQGHEAGAGVHGHEHEHEKKGIIEKIKEKLPGH
HKDQLNA

Aquilegia coerulea AcDHN2-SK2 4.15 125-136 233 MAEQQPQTTVEGAEIKDRGMFDFLSKKKEEEKPQEAEVLATELENVHVSEPVHDHHVAEPVEVKKEEVDEEKK
PSLLEKLHRSDSSSSSSSSEEEVEEDGQKIKRKKNKGLKEKIKEKISPEEKKVEEDTTVPIEKFDDEVGVVSHEGE
VKHPEEKKTFMEKIKEKLPGGNKKTADHESASTPDAIVLPPPAAPVHEEEPKEKKGILEKIKEKLPGYHKTEDEK
KETTTTTEH

Arabidopsis halleri Araha.
12526s0002.1_SK2

ND 106 MQSSDEEAGENGEKKEKEKKNKKKKEVVADQCETEEKNKEKLPAGIGHEDGKEKGFMEKMKDKLPGGHHGK
PEAEPHNDKGKEKGFMEKIKEKLPGHTNDEKKKET

Arabidopsis halleri Araha.23419s0001.1 
(ERD10)

0.95 

11.33

4.96  

 2.52  

202-224

6-21


36-49

160-173

258 MAEEYKNNVPEESSTTTPEVKERGMFDFLKKKEEVKPQETTTLASEFEHKTQISEPEPFVAKHEEEEQIKEQKPT
LLEKLHQKHEEEEENKPSLLDKLHGSNSSSSSSSDEEGEDGEKRKKKKEKKKIVEGDVKTEEEENQGVMDKIK
EKFPYGEKPEGHDDVPEITTMPAPHSVEDKKPEEEEKKGLMDKIKEKLPGHSKKPEDSQVVNSAPLVETATPIAE
HPEEKKGFMDKIKEKLPGYHAKTSGEEEKKDKESL

Arabidopsis halleri Araha.3199s0027.1 
(ERD14)

12.07 

4.52 

43-56

58-69

190 MAEEIKNVHEQEVPKVATEESSSAEVTDRGLFDFLGKKKGETKPEETTIDSEFEQKVHISEPEPAPEVKHESLLEK
LHRSDSSSSSSSEEEGEDGEKRKKKKEKKKPVAEVEVKTEEEKKGFMEKLKEKLPGNSKKPEDGSAVAAAPVV
VPPPVEEAHPAEKKGILEKIKEKLPGYHPKTTVEEEKKDKE

Arabidopsis halleri Araha.9031s0001.1 
(COR47)

4.53

4.40 

4.40 


11.04 

153-175

199-217

 16-32

 46-59

260 MAEEYKNNVPEHETPKVATEESPATTTEVTDRGLFDFLGKKEEEVKPQETTTLEPEFDHKAQNSEPELAAEHEEV
KENKITLLEELQEKTEEDEENKPSVIEKLHRSNGSASSSSDEEGEEKKEKKKIVEGEEEKKGLAEKIKEKLPGHH
DKKPEDDVPVSTTIQVPVSESVVEHDQPEEEKKGPVQKIKEKLPGHHDKTAEDSPAVTSTPLVVTEHPVEPTTEH
PEEKKGILGKIKEKLPGYHAKTTEEEEKKVKETDA

Arabidopsis lyrata AL1G33370.t1 (COR47) 6.70 

7.91


12.64 

10.60

153-175

199-217


16-32

46-59

264 MAEEYKNNVPEHETPKVATEESPATTTEVTDRGLFDFLGKKEEEVKPQETTTLESEFDHKAQISEPELAAEHEEV
KENKITLLEELQEKTEEDEENKPSVIEKLHRSNSSASSSSDEEGEEKKEKKKIVEGEEEKQGLAEKIKEKLPGHH
DKKPEDDVPVSTTIPVPVSESVVEHDQTEEEKKGLGEKIKEKLPGHHDKTPEDSPAVTSTPLVVTEHPVEPTTEH
PVEHPEEKKGILEKIKEKLPGYHAKTSEEEEKKVKETDD

Arabidopsis lyrata AL1G33380.t1 (ERD10) 1.45

11.33 

4.96

0.50 

200-222

6-21


36-49

50-62

256 MAEEYKNNVPEESSTTTPEVKERGLFDFLKKKEEVKPQETTTLASEFEHKTQISEPEPSVAKHEDEELKEHKPTL
LEKLHQKHEEEEENKHGLLDKLHRSNSSSSSSSDEEGEDGEKRKKKKEKKKIVEGDVKTEEEENQGVMDKIKE
KFPYGEKPEGHDVPVVTTMPAPHLVDDKKPEEEEKKGLMDKIKEKLPGHSKKPEESQVVNTAPLVETATPIAEHP
EEKKGFMDKIKEKLPGYHAKTSGEEEKKDKESL

Arabidopsis lyrata AL2G36240.t1_(ERD14) 12.07

4.52

 43-56 106 MAEEIKNVPEQEVPKVATEESSSAEVTDRGLFDFLGKKKDETKPEETTIDSEFEQKVHISEPEPAPEVKHESLLEK
LHRSDSSSSSSSEEEGEDGEKRKKKKEKKKSVAEVEVKTEEEKKGFMEKLKEKAAAPVEEAHPAEKKGILEKIK
EKLPGYHPKTTVKEEKKDKE

Arabidopsis lyrata AL7G10280.t1_SK2 ND 164 MADHPRSSEQQEADVAASKGCGMFDFLKKKPEDVHSSENAGVTKEPKEEEKPSLAERLHLSDSSSSDEEAGE
NGEKKEKENKKKNKKEVVAAQCETEEKLPAGRGHEDGKEKGFMEKMKDKLPGGHHGKPEAEAHNDKGKEK
GFMEKIKEKLPGHTNDETKKET

Arabidopsis thaliana AT1G20440-
SK3(COR47)

5.35

18.89

2.40


10.60

6.02

153-176

12-32


201-218

46-59


218-230

265 MAEEYKNNVPEHETPTVATEESPATTTEVTDRGLFDFLGKKEEEVKPQETTTLESEFDHKAQISEPELAAEHEEV
KENKITLLEELQEKTEEDEENKPSVIEKLHRSNSSSSSSSDEEGEEKKEKKKKIVEGEEDKKGLVEKIKEKLPGHH
DKTAEDDVPVSTTIPVPVSESVVEHDHPEEEKKGLVEKIKEKLPGHHDEKAEDSPAVTSTPLVVTEHPVEPTTELP
VEHPEEKKGILEKIKEKLPGYHAKTTEEEVKKEKESDD

Arabidopsis thaliana AT1G20450-
SK3(ERD10)

7.32

4.96

1.34

204-230

43-56

16-28

260 MAEEYKNTVPEQETPKVATEESSAPEIKERGMFDFLKKKEEVKPQETTTLASEFEHKTQISEPESFVAKHEEEEH
KPTLLEQLHQKHEEEEENKPSLLDKLHRSNSSSSSSSDEEGEDGEKKKKEKKKKIVEGDHVKTVEEENQGVMD
RIKEKFPLGEKPGGDDVPVVTTMPAPHSVEDHKPEEEEKKGFMDKIKEKLPGHSKKPEDSQVVNTTPLVETATPI
ADIPEEKKGFMDKIKEKLPGYHAKTTGEEEKKEKVSD

Arabidopsis thaliana AT1G76180-
SK2(ERD14)

6.83 42-55 185 MAEEIKNVPEQEVPKVATEESSAEVTDRGLFDFLGKKKDETKPEETPIASEFEQKVHISEPEPEVKHESLLEKLHR
SDSSSSSSSEEEGSDGEKRKKKKEKKKPTTEVEVKEEEKKGFMEKLKEKLPGHKKPEDGSAVAAAPVVVPPPV
EEAHPVEKKGILEKIKEKLPGYHPKTTVEEEKKDKE

Arabidopsis thaliana AT4G38410-SK2 ND 163 MADHPRSTEQQEADAAASKGCGMFDFLKKKPEDVHSSENARVTKEPKEEEKPSLAERFHLSDSSSSDEEAGE
NGEKKEKKKKKKKNEVAEDQCETEEKIPAGIGHEDGKEKGFMEKIKDKLPGGHNGKPEAEPHNDKAKEKGFM
EKIKEKLPGHTNDEKKKET

Brachypodium distachyon BdDHN1-SK3 12.51

17.87

204-219

158-169

252 MEDERNTQSHQAADQVEVTDRGLFDKFIGKKKEEEDKKQEEVLVTGMEKVSVEEPEVKEEEVHQDGEKKESLF
TKLQRSSSSSSSSSDEEEEVIDDNGEVIKRKKKKGLKEKIKEKLPGHKDTEGEHKTAAPTPGPPVPSHHDDDGA
VVVEKIDGEVKTEAPPAPEEEKKGFLEKIKEKLPGGHKKPEDTAAVPVTHGAPAPVHTPGPAATEEVSSPEKKGIL
GKIMDKLPGYHKTPGEEDKAAAGEHKTTA

Brachypodium distachyon BdDHN2-SK3 6.71

10.00

3.94

122-140

158-169

205-221

254 MEDERSTQSHQGGEADQVEVTDRGLFDKFIGKKKEEEDKKQEEVLVTGMEKVSVEEPEVKEEEHQDGEKKESL
FTKLQRSSSSSSSSSDEEEEVIDDNGEVIKRKKKKGLKEKIKEKLPGHKDTETAAPTPAPPAPVVTHGGHHDDG
AVAVEKIDEVKTEAPVAPEEEKKGFLEKIKEKLPGGHKKPEEAAAVPAVTHAAPAPVHAPAVPAATEEVSSPEKKGI
LGKIMDKLPGYHKTPGEEDKAAAGEHKTTA

Cajunus cajan CajDHN-SK ND 126 MAEAQIRDQLGNPIPLTDQFGNPVKLTDENGNPVVLTGVATTLTGTVPDLLPTQARNNETDLARSSSTTSTSSSS
SSSSSSEDDEEQHAEITTASHPTVTTISHPEPEKKGLLEKIKEKLPGHLNQ

Cajunus cajan CajDHN-SK2 4.44

11.45

8-22

156-171

216 MAEEPQNKYETSQPSEVEVNDRGVFDFLGKKKEEDKPQEEVIVTEFENKVTVSGEADKKQEEGEKKPSLLEKL
HRSDSSSSSSSEEEGEDGEKKKKKKKEKKGLKEKIEEKIGGDHHKEEDTSVPVEKVEVVDAPHPEEKKGFLEKI
KEKLPGQKKEEATPPPPVAASSDHGEGAHHHEGEAKEKKGILEKIKEKLPGYHPKTEEEKEKEKESGAH

Capsicum annum CaDHN24-SK3 11.84

12.02

162-181

9-26

219 MADQYEHNKPSVEETTTGANVESTDRGLFDFLGKKEEEKPTHAHEEQAISSEFGEKVKVGEEEHKEEEKKKEE
KKLHRSSSSSSSSSDEEEEVVGEDGQKIKKKKKKGLKDKMKDKISGDHKEEDKKTEDTSVPVEKYEETEEKKG
FLDKIKDKLPGGGQKKTEEAAAPPSPPPPPAVAEHEAEGKEKKGFLDKIKEKLPGYHSKTEEEKEKEKEAASH

Citrus x paradisi CpDHN-SK3 2.98

4.68

12-27

189-201

234 MAEEIKKQQKSHEYEPSVGTEGAVETKDRGMLDFLGKKEEEKPQHHDQEVIATEFEKVHVSEPQPKVEEHRKE
EKEEEKKPGFLDKLHRSTSSSSSSSDEEEGDDEEKKKKKKEKKGLKEKLKEKISGEKEEDTTVPVEKLDDVHAP
HHQEEAHPEEKKGFLNKIKEKLPGQQKKPGDHQVPSPPAAEHPTSVEAPEAEAKEKKGILEKL 
KEKLPGYHPKSEDEKDKDKETAAH

Coffea canephora CcaDHN-SK3 4.44

9.17  

121-132

166-190

227 MAEYDQSNIKVEEGSAVEATDRGLFNLGKKEEVKKCDQGQAISAEFDEKVRVSEPDKEEGKKHGGLLEKLHRS
GSSSSSSSEEEVEEGGEKKKKKKEKKGLKDKIKEKISGDKKDEEKVEKCEEDTSIPVEKYAEPAHADAAHEPEE
KKGFLDKIKEKLPGGGQKKTEEVAAAAPPPPPAECTATEGEAKDKKGFLDKIKEKLPGYHPKTEEEKEKEKEKE
KEAGCH

Hordeum vulgare DHN10-SK ND 295 MEYQGQHGNAANRVDQHGNPVAALGATAVTGPPTGGQLQPGREEHKTRGILHRRSSSSSSSSSEDDGMGG 
RRKKGIKEKIKEKLPGARKQTYGQPAAPAGMTGAGATGGPHYVQPAPAGTGVHGTTATTGTYVQPAPAGT 
GAHGTTATTGTYGQPAPAGMTGTGAHGTTATGEKKGMKDKIMEKLPGGHKNGQHTMPSAGAYGQPGMTAA 
GMDGNTTTGGGYGGQPGHAGTGTHGHATTGGAYDHQGNPGMTGTGAHGTTATGGAYNQQGHAGLAGTGE
K KGIMDKIKEKLPGQH

Hordeum vulgare DHN8-SK 2.63

12.28

204-219

157- 169

255 MEDERSTQSYQGAEADQVEVTDRGLLGNLLGKKKEEEDKKKEEELVTGMEKVSVEEPEVKEDGEKKETLF 
SKLHRSSSSSSSSSDEEEEEEVIDENGEVIKRKKKKGLKEKLKEKLPGHKDNEAEHVTGLPAPMAPASVQ 
THHDTDVVVEKIDGDAKTEATPAVPEEEKKGFLEKIKEKLPGGHKKPEDAAAVPVTHAAPAPVHAPAPAA 
EEVSSPDAKEKKGLLGKIMDKLPGYHKTGEEDKAAAPSGEHKPRA 

Lycopersicum LyDHN-SK2 7.09 155-172 206 MADQYEQNKASVEETVGTNVEATDRGLFDFIGKKEEEKPSHAHEEEAISSELSEKVNVSEEVEPKEEEKKLHRS
NSSSSSSSDEEEEIGEDGQKIKKKKKKGLKDKIKEKISGDHKEESKAEDTSVPVEKYEETEEKKGFLDKIKEKLP
GGGHKKTEEVAAPPPPPPAAVEHEAEGKEKKGFLDKIKEKLPGYHSKAEEEKEKEKD

Malus domestica MdDHN8-SK3 2.25

3.22


20.14

54-71

230-247

184-195

284 MAEEYNKSQEHEYERKTGDYEEGSGAGETKDRGLFDFLGKKAEEKPTSYQHEEKPASYQEEEVIVTEFDEKAKI
SDHHEALAPDQYTSSYSKVEEDKEKKHENLLQKLHRSNSSSSSSSDEEEDEEKKKQRKEKKGLKDKIKEKISG
DDHKEEGYHKEDTAVPVEKVYEEEHHHQAPAPVVHHHEEPTDYPTEEKKGFLEKIKEKLPGHEKTEEVPVGAAS
YEQQSHDHHATEPPVVASYEAGEEPKEKKGIMEKIKEKLPGYHSKTEEDHKDIKEKEKDTPSY

Malus domestica MdDHN9-SK3 0.91

28.65

223-240

177-188

277 MAEEYNKKSDEHEYERKTGDYEEGSGAGETKDRGLFDFLGKKEEEKPTPYQQGDQVNVAEFDEKVKISDHHD
QHASSYNKVEEEEDKEKKHETLLQKLHRSESSSSSSSDEEEDEEKKKKRKEKKGLTDKIKEKISGDEHKEEGYH
KEEDTAVPVEKVYEEEHHHPAPAPAPVVHYHEEPTDSPTEEKKGFLEKIKEKLPGHKKTEEVPVGAASHEQHSD
DKHAAEPPVAASYEAGEEPKEKKGILEKIKEKLPGYHSKPEEDHKDIKEKEKDTPSY

Musa acuminata MaDHN-SK ND 130 MAEEHHKAVESGEEVEVQDRGLFDFLGKKKEEEKTEECHEEVLVSGVEKIHLEEAGKEEDKKEGLLEKLHRSHS
SSSSSSSDDEEEEDGGENKEKKKKKKGLKEKIKEKLGCEKKEGEEEAKRRRVSWGS

Musa acuminata MaDHN-SK ND 96 MPATQGYGVGAGAAGKEQHHGGGGITGMLHRSGSSSSSSSEDDGQGGRRKKKGLKQKIKEKLPGGHKEHE
SSVEKQHEKKGFVEKVKEKMPGHHKE

Musa acuminata MaDHN-SK2 2.66  164-179 220 MAEEHNKAMESGEEVAVQDRELFDFMEKKKDEERKECHEEEEVLVTGVEKVQIEEGEKANEEEKMGLLEKLHR
SHSSSSSSSSDDEEEAEGENKEKKKKKKGLKEKIKEKLVCEEEAKKPEVDEGTAVVVEKMQEDTVKVEATPPEQ
EKGLLEKIKEKLPGHKKPADEAPAPPSPCAGHGEEHERDEGKEKKGILGRIMEKLPGYHKTEEKEGEKKSPSK

Opuntia streptacantha OpsDHN1-SK3 3.80

8.06

146-166

237-248

248 MAEEHQKGDNVNVESSDRGLFDFMKKNKESGDEKKDQEEVIATEFHHKVEVSKEDKHDENKEGGLLHKLHRS
DASSSSSDEEEGDDEDKKRRKKEKKEKKGLKEKIKEKLPGHHKEQEEEQEDKQKDHHHHHHDEEDTNIAIEKI
HVEEVIYSEPSYPAPAPPPPHLEAEGEKKGLLEKIKDKLPGQHKKAEAEHEVVPTATATVAEGEAQEKKGFLDKIK
EKIPGFHFKAPEEDKKDVECDQPPSST

Oryza sativa OsDHN1-SK3 7.14

14.84

213-238

238-252

290 MEDERNTESHQGGEAAEQVEVKDRGLFDNLLGRKKDDQPEEKKHEEELVTGMEKVSVEEPKKEEHHAEGEKK
ESLLSKLHRSSSSSSSSSDEEEEVIDDNGEVVKRKKKKGLKEKIKEKLPGHKDHAGEHAPPPAATGFPAPAPPA
SVVTAAPTPAPAPVVTHGDHHHDTAVPVEKIEGDHAKTEATLPRAPEEEKKGFLDKIKEKLPGGHKKPEDATAVP
PPAASPAAPATTPAPAHPPPATEEVSSPDGKEKKGILGKIMEKLPGYHKGSGEEDKTAA

Populus canadensis Peudhn1-SK2 2.52 39-52
 225 MAEGNKSHEYETKVGEESGAVETKDRGLFDFLGKKEEEKPQEEVIATDFEEKLQVSEPETKVEEEHK
KKEEEEKKPTLFEKLHRSGSSSSSSSSDEEEGDDEEKKKKKKEKRSLKEKMKISGEKGEEKEHEDTS
VPVEVVHTETPHEPEDKKGFLDKIKEKLPGHKKADEVPPPAPEHVSPEAAVSHEGDAKEKKGLLEKIK
EKIPGYHPKTEEEKEKEKESASQ

Populus trichocarpa PtrDHN-3-SK2 3.84 39-52 226 MAEENKSHEYETKVGEESGAVETKDRGLFDFLGKKEEEKPQEEVIGTEFEEKLQVSEPETKVEEEHK
KKEEEEKKPTLFEKLHRSGSSSSSSSSDEEEGDDEEKKKKKKEKRSLKEKMKISGEKGEEKEHEDTS
VPVEVVHTETPHEPEDKKGFLDKIKEKLPGHKKADEVPPPAPEHVSPEAAVSHEGDAKEKKGLLEKIK
EKLPGYHP KTEEEKEKEKESASQR

Prunus pérsica PpeDHN1-SK2 ND 182 MADHYPKETKESQSPTKVGEEGQGCGMFDFLKKKENEKPHQEQEQHKHTLAEKLHHHGGDSSSSSSDEEG
GEKKKKGLKGKIKEKKSGKKEEGDAYHASVPVEKTHDIENGAPHADDKKGFIEKIKEKLPGQQKEAEHGAHAE
YHAMDDHSHEAEPKKGILEKIKDKLPGGHKNEEEKPKEY

Prunus pérsica PpeDHN2-SK2 0.37 184-198 254 MAEEYNKSQDRGYEGKAGEYEEGSGARAAECGEIKDRGLFDFLGKKEAEKPQEEVIVTEFEKVKVSDHEAPHP
HHHEPESYKVEQEEDKEKKHGSLLEKLHRSDSSSSSSSDEEEGEGGEKKKKKKEKKGLKEKICGDHDQKVED
TAVPVEKIYEEPTHEEKKEEEKKGFLEKIKEKLPGQQKKPEEIPASYDDQQCHAQHAEPAEPAGVGCEPKEKKGI
LEKIKEKIPGYHPKTEEEKEAIKEKEKEKETSSY

R.catawbiense RcDhn5-SK 1.80

24.98

170-199

224-235

240 MAEQPDHHQHHHHVEEKSGECGGAGKTGEVPIETADRGLFDFTAVKQKEECCEEIKTTHHVEEQDEVIGAEFD
KLHVSEPEHKEEEKKGSLLEKFHRSDSASSSSSSDEEEGEEKKEKKKKKGLKEKKEKHEEDTNVPIEKYEEEAV
AQPEEKKGFLDKIKEKLPGQHKKTEEAAVAPPPPPPVVVECYAAEESSQVGHEADQPKEKKGFLEKIKEKIPGY
HPKSPTSSPSEEEKEKEKD

Setaria itálica SitDHN2-SK2 17.43  194-205 290 MEDERNTQLHHQGGEAQEKAADQVEVKDRGILDTLLGRKKPEDQEKKQEEELVTGMEKVTVAEPEKHEHKKE
EHEAGEKKESLLAKLHRTSSSSSSSSDEEEEVIDENGEIVKRKKKKGLKEKIKEKLPGHKDHAEGEHHTAVPAPA
PAPVETHAYKEDDHKPYVPAPAPPPVETHVHHHDHAVVVQKIEDDAKTDAPPAPEEEKKGLLDKIKEKLPGGHK
KPEDAAGAPAVHAPAPTPHTEDVSSPDGKEKKGLLGKIMDKIPGYNKGSGEEDHKAAGAAAGEHKTTSS

Setaria itálica SitDHN3-SK2 ND 138 MEHQGQHGHATNQANEYGNPVAAGHGATGVGAAGDQVQPMRDDHKTDGLLRRSGSSSSSSSEDDGMGGR
RKKGIKEKIKEKLPGGNKDSTGQQHTTTGGAVGQQGHAGATGTGAHGTEGTGEKKGLMDKIKEKLPGQH

Setaria itálica SitDHN5-SK2 ND 138 MEYQGQHGHATNQANEYGNPVAAGHGATGVGAAGDQVQPMRDDHKTDGLLRRSGSSSSSSSEDDGMGGR
RKKGIKEKIKEKLPGGNKDSTGQQHTTTGGAVGQQGHAGATGTGAHGTEGTGEKKGLMNKIKEKLPGQH

Stipa purpurea SpDHN1-SK3 6.19

17.87

217-232

171-182

271 MEDERNTQSYQSGEADQVEVKERGLFDSLLGEKKQEEDKKQEEVLVTGMEKVSVEEPEVKEEEHEGGEKKES
LLSKLQRSDSSSSSSSDEEEEVIDENGEIVKRKKKKGLKEKIKEKLPGHKDHVEGEHVAAAPAPFVTHGGHHDT
PAPVVTHGGHHDTDVVVEKFEGDVKTEAPPAPEEEKKGFLEKIKEKLPGGHKKPEDAAAVPATHAAPAPAHAPA
PVTEEVSSPDGKEKKGILGKIMDKLPGYGHKAAGEEDKAATAAAAEHKTSG

Theobroma cacao TcDHN-SK2 9.63 100-112 173 MEGHHAEGDHNKAVETTDRGMFDFLKKEDEDVAMADAHKPNNAKEKEKPKEKLHRADSNSSSSSDEEEEGE
DGEKKKKKKGLKGKIKEKISGDKEATEHKDTSIPTANPEEKKGFLDKIKEKLPGQNKKPEDNALDGHPAEREPK
EKGILEKIKEKIPGYHGHKTEEDKGKEN

Theobroma cacao TcDHN-SK3 ND 234 MAEEHHSKAPECESNVAGEGAVETKDRGLFDFLGKKEEKKPQEEVVIATEFDEKVKIEETKVEEEHKKEAGEEK
KHSLLEKLHRSDSSSSSSSDEEEGEGEEKKKKKKKEKKEKKGLKEKIEEKLGGEKKEEEMKHEDTSVPVEKCA
EPVVQAEPEKKGFLEKIKEKLPGQYKKAEEVPPPPPPPPAECVAAEPHEGAEAKEKKGILEKIKEKLPGYHSKTE
EEKEKEKESASH

Triticum aestivum TaWCOR410-SK3 5.56

7.38

211-226

164-176


262 MEDERSTQSYQGGEAAEQVEVTDRGLLGNLLGKKKAEEDKEKEEELVTGMEKVSVEEPEVKKEEHEDGEKKET
LFSKLHRSSSSSSSSSDEEEEEVIDDNGEVIKRKKKKGLKEKLQGKLPGHKDTEGEHVTGLPAPAAPASVQTHG
GHHDTDVVVEKIDGDVKTEAAPAVPEEEKKGFLEKIKEKLPGGHKKPEDAAAVPVTHAAPAPVHAPVPAPEEVSS
PDAKEKKGLLGKIMDKLP GYHKTGEEDKAAAATGEHKPSA

Triticum aestivum TaWCOR410b-SK3 2.63

12.28

217-232

162-174

268 MEDERSTQSYQGGEAAEQVEVTDRGLLGNLLGKKKAEEDKEKKEEELVTGMEKVSVEEPEVKKEEHVDGEKK
ETLFSKLHRSSSSSSSSSDEEEEEVIDDNGEVIKRKKKKGLKEKLQEKLPGHKDTEGEHVTALPAPAAPASVQTH
HDTDVVVEKIDGDVKTEATPAVPEEEKKGFLEKIKEKLPGGHKKPEDAAAVPVTHAAPAPVTHAAPAPVHAPAPA
AEEVSSPDAKEKKGLLGKIMDKLPGYHKTGEEDKAAAATGEHKPSA

Triticum aestivum TaWCOR410c-SK3 2.63

7.38

208-223

161-173

259 MEDERSTQSYQGGEAAEQVEVTDRGLLGNLLGKKKAEEDKEKQEELVTGMEKVSVEEPEVKKEEHEDGEKKE
TLFSKLHRSSSSSSSSSDEEEEEVIDDNGEVIKRKKKKGLKEKLKEKLPGHKDTEGEHVTGLPAPAAPASVQTH
HDTDVVVEKIDGDVKTEAAPAVPEEEKKGFLEKIKEKLPGGHKKPEDAAPVPVTHAAPAPVHAP 
APAAEEVSSPDAKEKKGLLGKIMDKLPGYHKTGEEDKAAAAAGEHKPSA

Zea mays ZmDHN-SK 14.01 193-205 289 MEDERNTQQHQGGEQAQDQENEVKDRGLLDSLLGRNKHDDQEKKNQQEEEELATGMEKVTVAEPDHKEEG
HEAAEKKDSLLAKLHRTSSSSSSSSDDEEEEVIDENGEIVKRKKKGLKEKVKEKSAAHKAHDEGDHHQPGVPA
PAPAPPVAVDTHAHHQEGEHKPHFPAPAPPPHVETHHPVVVHKIEDDDTKTQTPPQAPEEEKKGLLDKIKEKLP
GGHKKPEDAAAAAAAPAVHAPPPPAPHAEVDVSSPDGKKGLLGKIMDKIPGYHKSSGEEDRKDAAGEHKTSS

Zea mays ZmDHN-SK3 0.49

1.19

235-252

139-153

290 MEDERNTQQHQGGEAQQDAADQVDVKDRGLLDSLLGRKKHDDDQEKKKQTDELATGMEKVTVSEPEKHGH
KEEEHEVVGEKKEGLLAKLHRTSSSSSSSSDEEEEAIDENGEIIKRKKKKMGLKEKLKEKLPGHKDGHHTAAPS
PAPAPVETHAHHQEEAHRPHVVPTPAPPPPPHVHQHDHGVVVQDDVKTGTPPHAPEEEKKGLLDKIKEKLPGG
HNKKPEAAAAAAPAPPVHAPAPAPQAENVSSPDGKEKKGLLGKIMDKIPGYHKSSAEEADHKADAAGEHRTSS

YSK-Type

Specie Access number/Name PEST score Position Protein size Sequence
Arabidopsis thaliana AT3G50980-YSK2(Xero/

LT145)
ND 128 MESYQNQSGAQQTHQQLDQFGNPFPATTGAYGTAGGAPAVAEGGGLSGMLHRSGSSSSSSSEDDGLGGRR

RKKKGITEKIKEKLPGHHDSNKTSSLGSTTTAYDTGTVHHEKKGMMEKIKEKLPGGHH

Arabidopsis thaliana AT5G66400-Y2SK2(RAB 
18)

ND 186 MASYQNRPGGQATDEYGNPIQQQYDEYGNPMGGGGYGTGGGGGATGGQGYGTGGQGYGSGGQGYGTG
GQGYGTGTGTEGFGTGGGARHHGQEQLHKESGGGLGGMLHRSGSGSSSSSEDDGQGGRRKKGITQKIKEK
LPGHHDQSGQAQAMGGMGSGYDAGGYGGEHHEKKGMMDKIKEKLPGGGR

Avicennia marina AmDHN1-YSK2 2.92 61-91 195 MAEYGDQYGRQTDEYGNPIRQTGEFGATGAYGANQQYGTTGTTVGYGTDQCVTTVTTGAQKTDQYGTPGTT
GAYGTDQYGTTGTTGEYGTHGGGIAPGATDAGLAGGGGGHRRLGSSGSSSSEDDGQGGRRKKGIKEKIKEKL
PGGGHGDDQTHPTPPGSGGYGYEHGGAAESPEHEEKKGIMDKIKEKLPGGHH

Brachypodium distachyon BdDHN-YSK ND 157 MDRYQGQQGYGANQVDEYGNPVARHGATGGMGGTYEAPGAFTGTGGGQGQGQQFQPTNGEHKTGGILHR
SGSSSSSSSEDDGVGGRRKKGMKEKIKEKFPGGHKENQQHMAAGTGGAYGQQQGYGGMTGTGAGAHGVD
TGEKKGLMDKIKEKLPGQH

Coffea canephora CcaDHN-Y3SK ND 162 MADLRDEYGNPMQLTDQYGNPVQLKDEYGNPMQLSGVAITAGTASAVHSTGTGPTAATGTQQHQEQLHRSSS
SSSGSSEDDGQGGRRKKKGLKEKIKEKLTGGRHKDRDDQEHIDDQHAHSASPPTTTTGSGTSTTVGGQQHEK
KSMVEKIMEKLPGHHDTR

Coffea canephora CcaDHN-Y2SK2 ND 172 MAQYGAEYGNQKSQYDEYGNPVRQTDEYGNPARHGGTMGDYGTTGTTGAYGGTTGAHGTYATGTTGTTGT
GAYATQPGTDVGKEHHGLGGMLHRSGSGSSSSSEDDGQGGRRKKGMKEKIKEKLPGGHKEAQPGQEYSSA
TAAPGYGGEGVQHEKKGIMDKIKEKLPGGHHN

Hordeum vulgare DHN1-SK ND 139 MEYQGQHGHATDKVEEYGQPVAGHGGFTGGPTGTHGAAGVGGAQLQATRDGHKTDGVLRRSGSSSSSS
SEDDGVGGRRKKGMKEKIKEKLPGGAHKDAAGQQQQTAMAGEYAGTHGTEATGEKKGVMDKIKEKLPGG
QH

Hordeum vulgare DHN2-SK ND 143 MEYQGQTGHATTDKVEDYGQPVAGHGGATGGPTGTHGAAAAAAGTGQLQPTRDDHKTDGVLRRSGSSS
SSSSEDDGVGGRRKKGMKEKIKEKLPGGAHKDAAGQQHTPAAGEYAGTGTHGAEATGEKKGVMDKIKEK
LPG GQH

Hordeum vulgare DHN3-YSK ND 155 MEHGHATNRVDEYGNPVAGHGVGTGMGTGAAAGGHFQPTREEHKAGGILQRSGSSSSSSSEDDGMGGR
RKKGLKDKIKEKLPGGHGDQQQTGGTYGQHGHTGMTGTGEHGATATGGTYGQQGHTGMTGTGAHSTDG
TGEK KGIMDKIKEKLPGQH

Hordeum vulgare DHN4-YSK ND 247 MEYQGQQQQHGRVDEYGNPVAGHGVGTGMGTHGGVGTGAAAGGHYQPMRDEHQTGRGILHRSGSSS
SSSSEDDGMGGRRKKGIKEKIKEKLPGGHGDQQHNAGTYGYGQQGTGMAGTGGTYGQQGHTGMTGMG
ATDGTYGQQGHTGMAGTGAHGTAATGGTYGQQGHTGMTGTGMHGTGGTYGQQGHTGMTGTGMHGTG
GTYGQQGHTGMTGTGMXGTGGTYGQHGTDTGEKKGIMDKIKEKLPGQH

Hordeum vulgare DHN6-YSK ND 502 MAHFQGQQHGHPATRVDEYGNPVTAGGHGGGVTGTDGLGHFQGQQHGRTTTRLDEYGNPVTAGHGVG
AGSTGTEVHGPGHAGYGSTGTNDTGGHGRQVGYGATGTGTHDAGGYGGSGIAPRHGGAGTGVHDAGG
LGHTTGHGATSTHGTGHTAGYGSTGTGMTGTHGTGHTAGYDATGTGITGTHGTGHTTGYGGTGTHGTGH
TAGYDATGTGIAGTHGTGRTAGYGGTGTGITGTHGTGHTTGYGGGATGTGITGTHGTGHTAGLGGTGTGIT
GTHGTGHTTGYGGGVTGTGITGTHGTGHTTGLGGTGTGITGTHGTGHTAGLGGTGTGITGTHDVVGTHPH
GGLGEHKTGGILHRSGSSSSSSSSSEDDGMGGRRKKGMKQKIKEKLPGGNKEQTTATGGYGPGYTGTTG
TGGAHGATEGTHEKKGVMEKIKEKLPGGHKDNPPHTTATTGGYGAGTTGTGGYGAGTTGTGGTYGATEGHordeum vulgare DHN7-YSK ND 181 MEYQGQQQHGQATNRVDEYGNPVAGHGGGTGMGAHGGVGTGAAAGGHFQPTRKEHKAGGILQRSGSS
SSSSSEDDGMGGRRKKGIKDKIKEKLPGGHGDQQHAAGTYGQQGIGMAGTGGTYGQQGHTGMTGTGAT
GTMAT GGTYGQPGHTGMTGTGTHGTDGTGEKKGIMDKIKEKLPGQH 

Hordeum vulgare DHN9-YSK ND 146 MEFQGQHDNPANRVDEYGNPFPLAGGMGGAHAAPGTGGQFQARREEHKTRGILHRSGSSSSSSSSEDD
GMGGRRKKGMKEKIKEKLPGGHKDNQQHMATGTGTGGAYGPGTGTGGAYGQQGHAGMAGTGEKKGIM
DKIKE KLPGQH

Hordeum vulgare DHN11-YSK ND 232 MADYGGEYGHPYPRVDEYGNPVPPVDQYGNPIPREPGQAPAYGSAGAVTPAAEYGAGVKPGYGLGGAVH
PHESVVGGAVPPSGAAYAHEGAVSGGLAPGETTAYAYEGAVSGGLAPGETTAYAYEGMVGSGIGAGAGDRI
QPAKEEHTTLGEALRRSGSSSSSSSSSSEDDGQGGRQRKKKGIKEKIKEKLPGNQKHEEHKAGHAAAPAA 
GTGTHEKKGIMEKIKEKLPGHH

Lycopersicum LyDHN-Y2SK ND 157 MAHYENQYSAGQALQTDEYGNPVRQTDEYGNPIQQTGGTMGEYGTTGTGYGTQAGHTSGVLGGEQRQHGT
LGGMLHRSGSSSSSSSSEDDGHGGRRKKKGIKDKVKEKLPGGHRDDQAHSTATTTTTGYGMEGTHEKKGIM
EKIKEKLPGHHGPGHH

Malus domestica MdDHN1-YSK3 3.61

10.19

102-122

152-169

188 MSHLHNQHGAQPTDAYGNPIQRTDEYGNPLGGATTGAATGGYGAHDTAAATTGHDYGRKEHHGVTGALHRS
GSSSSSSSEDDGLGGRRRKKGLKQKTKEKLHGSTTTDTTYGTAGTTYPGGHQQEKGMMDKIKDKLPGTGHK
DHPHYSTTTHATTTTTPSGGATYTEEHHEKKGIMDKIKEKLPGGNH

Malus domestica MdDHN2-Y2SK3 0.57

0.57

106-127

142-163

230 MSNYGNTTAEKTTEEYFGNPTYNGSAGADRTDEFGNAVQHGRTNTGYGTADPKTRDEGIVGHHGGPAVLQRS
GSSSSSSEDDGLGGRRKKGLKEKIKEKLPGGGNKDDQYSGGTQTTTPYGGGTTYKVGEQRQEKLPGGGNKD
DQYSGGTQTTTPYGGGTTYKVGEQHQEKGTTDKIKKKLPGGNRDDQYSHDTSTTAAAYGGTGRTGEPQEKK
NMMDKIKEKLPGGHAE

Malus domestica MdDHN4-YSK3 0.72 109-129 232 MANYGSTPEKTNENYGNPTYNGSAGAGRTDELGNVVQHGRTDTGYGTAHAKPGDEVIVGRHGGPAVLQRSG
SSSSSEDDGLGGRRKKGLKEKIKEKLPGGGNKDDQYTHGTQTTAPYGGGTTYTGEGEHHQKRGVMDKVKEK
LPGGGNKDDQYSHGTQTATPYGGGTTYAGEGERDQKKGVMDKVKEQLPGGASKDDQYSHAKPWDHLCRR
RRAPPEKGCDGQGKGEAARRC

Oryza sativa OsRAB16B-YSK2 ND 164 MDNYQGQHGYGADRVDVYGNPVGAGQYGGGATAPGGGHGAMGMGGHAGAGAGGQFQPAREDHKTGGIL
HRSGSSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKGNNHQQQQMMGNTGGAYGQQGHAGMTGAGT
GVHGAEYGNAGEKKGFMDKIKEKLPGQH

Oryza sativa OsRAB16C-YSK2 ND 164 MENYQGQHGYGADRVDVYGNPVAGQYGGGATAPGGGHGVMGMGGHHAGAGGQFQPVKEEHKTGGILHR
SGSSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKGNNQQQQQMMGNTGGAYGQQGHAGMTGAGTGT
GVHGAEYGNTGEKKGFMDKIKEKLPGQH

Oryza sativa OsRAB16D-YSK2 ND 151 MEYQGQHGGHASSRADEHGNPAVTTGNAPTGMGAGHIQEPAREDKKTDGVLRRSGSSSSSSSSEDDGMGG
RRKKGIKEKIKEKLPGGNKGNNQQQQQEHTTTTTGGAYGPQGHDTKIATGAHGGTAATTADAGGEKKGIVDKIK
EKLPGQH

Oryza sativa OsRAB21-YSK2 ND 172 MEHQGQHGHVTSRVDEYGNPVGTGAGHGQMGTAGMGTHGTTGGMGTHGTTGGMGTHGTTGTGGGQFQP
MREEHKTGGVLQRSGSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKGEQQHAMGGTGGAYGQQGHGT
GMTTGTTGAHGTTTTDTGEKKGIMDKIKEKLPGQH

Oryza sativa OsRAB25-YSK ND 228 MAEHATGVYGHPYPRVDQYGNPVPPVDQYGNPVPDEPAPRDTAAGYVAPPDPAVSTGDYGLAGAEAPAP
ARERGDERRSRRCRRTRRRGVHARRRRRSSPGRREDVRLRGHGQRRRLTGASGQLQPTTREEGHTTLG
ETLRRSGKSSSSSSSSSEDDGQGGRRKKKSIKEKIKEKLPGSHKQEEQKQAGHTAPAAGTGTGTGTHAAG
KHEKKGIVEKIKEKLPGHGHH

Populus trichocarpa PtrDHN-2-Y3SK2 5.32 149-165 183 MIAATIVDELGNPIQLTDEHGNPVKLTDEHGNPVHIAGVATTKQPPTLGDIISTDTVPGTGHLSSTARSEDAMKGG
LRETGHHGEVAGDQGGHKKEEHDETSSTSSSGSSEDDGQGGRRKKKKGLKQKIKEKLTGGKHKE 
EHGHTVDVHTTTTGPAGEQYQEQEKKSVIEKIKGKLPGHHSHH

Prunus pérsica PpeDHN3-Y2SK3 2.88

4.88  

33-52

167-184

202 MASYEKQYGATPTDEYGNPIRRTDEYGNPLGHHTTTTGTTAATTGAGGYDPHDFAATTVAGQGQGVHGHDYD
RKGHHGVTGAVLHRSGSSSSSSSEDDGLGGRRKKKGLKEKVKEKLPGGTKTDTTYGGTGTTGQHHQEKGTM
DKIKEKLPGTGGHRADDPYPSQTHTTATTTPYGGTAYTEEHQEKKGIMDKIKEKLPGQH

Setaria itálica SitDHN1-Y2SK2 ND 223 MAEYHGEYGHPYPRVDQYGNPVPPVDQYGNPVPREPASAGLGGTAPLYGAAGDTTGAGYVAAPPGDYGTAG
GAAYPSSGVAPGETALAYEGMVGGGGGIGAATAGMGGQLQPTREEEHTFGSSQLEPASREEHTTLGEKLTRSG
SSSSSSSSFSEDDGQGGRRKKKSIKEKIKEKLPGTHKHEERKAGHAAPATTTTGTTHAAGAHEKKGFMDKIKE
KLPGHH

Setaria itálica SitDHN4-YSK2 ND 169 MEYGQQGQHGHGTAGRVDQYGNPVGGVGHGTTGTGTGGMGTGYGTTGTGGMGQLGEHGGAGMGGGQF
QPVREEHNTGGILHRSGSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGRKDDQHATATGGTYGQQGHTGMT
GTGTGGAYGTEGTGEKKGIMDKIKEKLPGQH

Solanum lycopersicum SlTAS14-YSK2 ND 130 MAQYGNQDQMRKTDEYGNHVQETGVYQGTGTGGMMGGTGTGGMMGGTGGEYGTQGMGTGTHHHEGQ
QQLRRSDSSSSSEDDGEGGRRKKGLKEKIMEKMPGQHEGEYGQTTGEEKKGMMDKIKDKIPGMH 

Sorghum bicolor SbiDHN-YSK2 ND 152 MEYGQQGQHGHGTTGRVDQYGNPVGAGTGGMGTGTGGMGQLGEHGGAGMGGGQFQPAREEHKTGGILH
RSGSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGHKDNQHATATGGGAAYGQQEHTGAGTYGTEGTGEKKGI
MDKIKEKLPGQH

Theobroma cacao TcDHN-YSK ND 169 MADLRDVHGNPIQLTDEQGNPVQPTDEYGNPVHVTGIASKHPVMTQTGVPGGQMGYETGSAAGYQQQQHP
QQLHYEASSGVEIQRSNSSSSGSSEDNEIGGRRNKKGLKDKIKDKLTGGKHKEEAQSQTTTYESKTTTTGVSH
GQHHTEHEKKTMMEKIKEKLPGCHSH

Triticum aestivum TaDHN7-Y2SK2 ND 213 MADYGGEYGHPYPRVDEYGNPVPPVDQYGNPIPREPGQVPAYTSGGAAPPYSSDGAGAVTSADYGAGVTPG
YGLSGAVHPQESVVGGAVFPSGTAHTHEGALSGSLAPGETTAYAYEGMVGSGIGTGDQIQPTKEGHTTLGETL
RRSSSSSSSSSSEDDGQGGRQRKKKSMKAKIKEKLPGSHKQEEHKAGHTVPPAGTGTHEKIKEKLPGHH 

Triticum aestivum TaWZY2-12-YSK2 ND 152 MEYQGHQQHGQATNRVDEYGNPVAGHGVGTGAAAGGHFQPSGEEHKAGGILQRSGSSSSSSSSEDDGMG
GRRKKGIKDKIKEKLPGGHGDQQQTTDNTYGQQGHTAGMAGTGGTYGQPGHTGMAGTGTHGTDGTGEKKG
V MDKIKEKLPGQH

Triticum aestivum TaWZY1-1-15YSK2 ND 160 MEHGQATIRVDEYGNPVAGHGVGTGMGAHGGSGTGAATGGHFQPTREEHKAGGILQRSGSSSSSSSEDDG
MGGRRKKGIKDKIKEKLPGGHGDQQHADGTYGQQGTGMAGTGAHGSAATGGTYGQPGHTGMTGTGTHVT
D GAGEKKGIMDKIKEKLPGQH

Triticum turgidum TtDHN15.1-YSK2 ND 149 MEFQGQHDNPANRVDEYGNPFPLGGVGGAHAAPGTGGQLQARRGEHKTGGILHRSGSSSS 
SSSSEDDGMGGRRKKGMKEKIKEKLPGGHKDNQQHMATGTGTGGAYGPGTGTGGAYGQQG 
HAGMAGAGTGTGEKKGIMDKIKEKLPGQH

Triticum turgidum TtDHN11-YSK2 ND 158 MEYQGQQQHGQAATNRFAEYGNLVAGHGAGTGMAAHGGVGTGAVAAAGGHFQPTREEHKA 
GGILQRSGSSSSSSSSEDDGMGGRKKKGIKDKIKEKLPGGHGDQQQTAGTYGQQGHTGTA 
GTGGTYGQPGHTGMAGTDSTGEKKGIMDKIKEKLPGQH

Triticum turgidum TtDHN18-YSK2 ND 227 MEFQGQHDNPANRVDEYGNPFPLAGGVGGAHAAPGTGGQFQAHRGEHKTGGILHRSGSSSSSSSSEDDGM
GGRRKKGMKEKIKEKLPGGHGDQQHTGGTYRQQGTGMVGTGGTYGQKGHTGMTGTGGTYGQQGHTGMT
GTGGTYGQQGHTGMTGTGGTYGQQGHTGMAGTGAHGTTATGGTYGQPGHTGMTGTGAHGTGGTYGQHG
TDTG EKKGIMDKIKEKLPGQH 

Utricularia Gibba UgDHN-YSK 1.64

7.24

87-102

102-115

133 MAELRDEHGNPVQLTDQFGNPVQLTDEYGNPVHLKGVATPEHAREQLQRSGSSSSSSSEDDGQGGRRKKGL
KEKVKEAIGGGKHQEKEIAPETAMTTMAEEKTPTDAGGAPEQEKKGIMEKIKEKLPGHHRQH

Vitis  riparia VrDHN1-YSK ND 130 MAYQQDPCANPTRQTGKTGGQTDQYGNPVHQTEALGAYGAGTGTGMHGGEHQQQPHQQPGVLHRSGS
SSSEDDGQGGRRKKGMKEKIKERIPGMGRKDEQKQTSATSTPGQGQQQKGMMEKIKEKLPGAH

Vitis riparia VrDHN1a-YSK2 ND 130 MAYQQDPCANPTRQTGKTGGQTDQYGNPVHQTEALGAYGAGTGTGMHGGEHQQQPHQQPGVL
NRSGSSSSEDDGQGGRRKKGMKEKIKERIPGMGRKDEQKQTSATSTPGQGQQQKGMMEKIKEKL
PGAH 

Vitis vinifera VvDHN1a-YSK ND 130 MAYQQDPCANPTHQTGKTGGQTDQYGNPVHQTEAMGAYGAGTGTGMHGGEHQQQPHQQPGVLHRSG
SSSSEDDGQGGRRKKGMKEKIKERIPGMGRKDEQKHTSATSTPGQGQQQKGMMEKIKEKLPGGH 

Zea mays ZmRAB17-YSK2 ND 168 MEYGQQGQRGHGATGHVDQYGNPVGGVEHGTGGMRHGTGTTGGMGQLGEHGGAGMGGGQFQPAREEH
KTGGILHRSGSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGHKDDQHATATTGGAYGQQGHTGSAYGQQGH
TG GAYATGTEGTGEKKGIMDKIKEKLPGQH

Zea mays Zm00008a019720 1.76 22-44 169 MTVDASVTNGDFFTYPFVLNKHFLAEVSGDSDDGLDEGSLTAPKRANQDHRRIAFSSLPFPEQREVATSMS
GIIDKIQETLHIGGDHKEEHEHKKGEEHHKKDDGEHKEGIVEKIKDKITGEHGDKSGDHKDKDHKEKKDKKK
KKEKKHGEGHDHGDGDGHSSSSSDSD

K-Type

Specie Access number/Name PEST score Position Protein size Sequence
Aquilegia coerulea AcoDHN-K ND 163 MATEQNQIPKAHVTNEEEGQHEHEHHTMLDFLEKKEEQKPTDELSVNEFVKDHVSKSEEKKEEEEEHKPTSAP

NVDRSSDIHSSGDVTHPEETEEKNLMEKIKNKLPGAHKKTDEVAPVEHHPTETKTNIHQDKPEEKKGLMEKIKE
KLPGHNKSVEEEKGAI

Arabidopsis halleri Araha.12526s0002-K2 ND 106 MQSSDEEAGENGEKKEKEKKNKKKKEVVADQCETEEKNKEKLPAGIGHEDGKEKGFMEKMKDKLPGGHHGK
PEAEPHNDKGKEKGFMEKIKEKLPGHTNDEKKKET

Arabidopsis halleri Araha.41700s0001-K2 ND 71 MHEGGGWTRWNGRRRKKKGITEKIKEKLSGHHESNKTSLGSTTTAYDTGTVHHEKKGMMEKIKEKLPGGHY

Arabidopsis lyrata XP_020882347.1 
dehydrin Xero 2

ND 213 MDSYQNQTGVPKKGMTEKIMEKLPGHHGTHQTHGTNTGYGNTGGVHHEKKGMTEKVMEQLPGHHGTHQ
THGTNTGYGNTGGVHHERKGMTEKVMEQLPGHHGTHQTHGTNTGYGNTGGVHHEKKSMTEKVMEKLP
GHQGSHQTGTNTGYGATNTNVVHHQKKGIAEKIKEQLPGHHGAHQTGTTANYGNTGVVHHEKKSTIDKIKE
KLPGGHH

Arabidopsis thaliana AT3G50970-K6(Xero2/
LT130)

ND 193 MNSHQNQTGVQKKGITEKIMEKLPGHHGPTNTGVVHHEKKGMTEKVMEQLPGHHGATGTGGVHHEKKG
MTEKVMEQLPGHHGSHQTGTNTTYGTTNTGGVHHEKKSVTEKVMEKLPGHHGSHQTGTNTAYGTNTNVV
HHEKKGIAEKIKEQLPGHHGTHKTGTTTSYGNTGVVHHENKSTMDKIKEKLPGGHH

Boechera stricta Bostr.6864s0147-K6 ND 216 MNSYQNQSGVQKKGITEKIMEKLPGHHGSHQTGVNTAHGASGTGGVHQGPTEKIMEQLPGHHGSHQTGTNT
AYGNTGGVHHERKGMTEKIMEKLPGHQGSHQTGTNTAHGATNTNVVHYEKKGIAEKIKEQLPGHHATHHTGTT
TDHNTTTGHNTTGTGVVHHEKKGIAEKIKEQLPGHHGSHQTGTTTGYGNTGVVHHENKSTMDKIKEKLPGSH

Capsella grandiflora Cagra.2007s0059-K2 ND 143 MASYQNRPGGATGGTYGTGGQGYGTGTGTEAFGTGGGARHHGQEQLHKESGGGLGGMLHRSGSGSSSSS
EDDGQGGRRKKGITQKIKEKLPGHHDQSSQAQGMGGMGTGTTTGYDAGGYGGERHEKKGMMDKIKEKLPG
GGGR

Citrus clementina Ciclev10029952m.g-K4 8.52 42-58 167 MADHQQQGNEAKGCGMFDFLKNKNEEKSQDAAMVDVETKEEKPAFSSEEEIEGADGEKKRKKKKGLKEKIQE
KISSEKEENAVEKNDEIASAEATHLEEKKGFLEKIKDKLPGQHKKAEEGAACAGCCPNEHLAEGDEKEKKGILEK
IKEKLPGYHSEDEKAKHKDN

Citrus sinensis orange1.1g036567m.g-
K

ND 73 MSGVIHEIGEALHVGGGQKEDKHKGEHHSGDQHTTDVHHQQQYHGGEHREGEHKEGLVDKIKQKIPGARRR
PR

Glycine max Glyma.08G048900-K ND 91 MAHYQNQYGAVPVSKDPIQKEKETNGDTTGIAVDGGGVAGSTQVIAEEDYDHRRTTTTTTTTTAVDNHPHKKGII
EKIKEKLPGTHHHNNK

Gossypium raimondii Gorai.013G180700-K ND 117 MLPMFRLHTLAGSFSCSLLVQHILFLQKNINKDASMELLDFSQGFSGTHFKGKSSSFQKKLGFLKSGKEGSKN
LQNDKKQKGETKEKKRFLEKIKEKIPGYHSKTEDEKEKETTAPH

Hordeum vulgare DHN5-K ND 575 MEHQAHVAGEKKGIMEKIKEKLPGGHGDHKQAADTHGQQGHAGTGTHGAPATGGAYEQQGRTGVTGTGL
NGADAGEKKGLMEKIKDKLPGGHGDQQTTAGTYGQQGHTGTAAHGTPAGGGTYDQEGHTGMSGMGAH
DTHTTGGAYGQHAHTGGTGTGTHGTGEKKGVMENIKDKLPGGHGDHQKTSDTYGHQEDTEMTGMGRHS
TPATGGSYGQHVHTGQTDMGTHGTGEKKGVMENIKDKLPGGHDDHQKTAGTYGQQGHVGTGTHGTPAT
GGAYGQHEHTGATGTGTYGTGEKKGIMENIKEKLPGGHGGHQKTGDTYGHQEDTKMTGMGRHSAPATG
GSYGQHAHTGETGTGTHGTGEKKGVMENIKEKLPGGHDDHQKTAGTYGQQGHVGTGTHGTPATGGAYG
QHEHTGATGTETYSTGEKKGVMENIKEKLPGGHGDHQQTGGIYGQQAHVGTGTHDTPATGGTYGQHGHTMalus domestica MdDHN3-K4 ND 177 MDKVKEQLPGGASKDDQYSHAKPTTGAHYGGGTTYAGEGEHHQKKGVTDKVKEKLPGGASKDDQYLHA
KPTTGAQYGGGTTYAGEGEHHQEKGVMDKIKDKLPFGGSKDGEGERHQEKGMMDKTKEKLPGGHKDNQ
YSHDTSTTAATYGGTANIGEHQEKKGIMEKVKEKLPGGHKK

Malus domestica MdDHN7-K3 7.69 38-56 124 MAGKSTMVPLACFIALAAQARALEVVGGEGLKQKIKEKLPGSTTTDTTYDTTYPGRHHQEKGMKDKNKDKLPE
GHKDDPYYSTPHTTLTTTTYGVTTYMEEHHEKKGIMDKINEKLPSGHHWRL

Malus domestica MDP0000689622-K2 ND 83 MDKIKDKLPFGGSKDGEGERHQEKGMMDKTKEKLPGGHKDNQYSHDTSTTAATYGGTANIGEHQEKKGIME
KVKEKLPGGHKK

Malus domestica MDP0000265874-K3 5.22

7.78

0.84

11-55

98-133


156-171

190 MANYQSQYGTKPQDTDEXGNPIQQGTTGGFGSATTGTGYGTTETPYTGGQQQQERGTGMTGSGYGTTDAP
YTGGQQQQERGMMDKIKDKIPGTGGGRRDDDPYSSNAQTGTGMTGTGYGTTDAPYTGGEYEERGMMDKV
KDKIPGTGQRDETYSSKTASTTAPYGGTTGEHQEKKGAMDKIKEKLPGGRH

Malus domestica MDP0000178973-K5 ND 210 MADQYPKESQTQSKGAEEEAQGCGIFDFLKKKDSEEKPHEEQEQQKHTTIAEKLHHHGGGENKKKGLKGKM
KEKVSGNKEEGDAYHASVPAKNGHSDEKGFVEKIKDKLPGQHKEAEHXAEEKGFVEKIKDKXPGQHKVAEHGA
REKGFVEKIKEKLPGQHKEAGNGAHAEYHAPDGHSHDSEPKKGVLEKIKDKLPGGHKNEEKKHKEY

Malus domestica  MDP0000595271-K3 3.21

4.67     

29-51 

81-98

117 MVALLDQSEDDGLGGRRKKKGLKQKIKEKLPGSTTTETTYGTAGTTYPGGHQQEKGMMDKIKDKLPGTGHKD
DPHYSTTTHASTTTTPYGGATYTEEHHEKKGIMDKIKEKLPGGNQ

Medicago truncatula Medtr8g106140-K ND 85 MDNFQNQYGAVPISNNDLIHRELDTTGVVDGGGSTQAMADTTTAVDTTTTDDGVFVDGNKTNNHHNKKGIIDKI
KEKLPGTHHHK

Oryza sativa OsLIP9-K2 7.14

14.84

60-85

85-99

137 MATPAPVVTHGDHHHDTAVPVEKIEGDHAKTEATLPRAPEEEKKGFLDKIKEKLPGGHKKPEDATAVPPPAASPA
APATTPAPAHPPPATEEVSSPDGKEKKGILGKIMEKLPGYHKGSGEEDKTAAAATGEHKSSA

Phaseolus vulgaris Phvul.002G324800-K ND 82 MAQYQNQYGAVPISKDPVQKEMETTGDTIGVGVAGGGGGGSTQVIAEDYDSSKSNSSGEKQKKGIIEKIKEKL
PGTGTHQDK

Physcomitrella patens PpDHNB-K 8.96

6.26

7.32

9.39

3.78

22-53

171-196

197-221

102-118

279-290

290 MAAQYTQDQSTEFRPELDEPRRTTTTTTSTTGSGLENENFGGYGGVSENEPPRHKIHSEDEPLPKPMSGTYLD
EEGAKLDQDSDRSGLGASDLGRDEHIMPKPTSEGYPAGTPQSTEKYQEHRDLEPTRLDESPKTEEFGAANAST
GDFDRTSSDGLRTDKTPASEPRGFRSEDTAPTSGGYADPTSAFPGAPIDRRVEEPGYGYDQQTSEPTSLESGT
QHSPKKEGFMTKLKEKLPGHHKTPESGVEHQGAGVEHDTTDAPPKKGLMTKIKEKLPGHHSTAPASTTTDV

Physcomitrella patens PpDHNC-K 4.89

8.35

4.70

2.84

121-149

158-176


63-79

44-58

233 MAGYMGEERKPVSTYNAHQDEFGFKEGNDYPASGGGYGDHRHHRPDVPSSTPGEGYGRQGVEHGYGDQS
EETFQDAPERLTGYGDTDNGVGGPKSGYGDSREGTAYDRATDEQTQFGVGGKENSYELEGSDPQLGGTDTSS
YAAVDPQRLDSDRSPIRATETVPGGDGWGPEDTSRIHGAKKDGLMNKIKEKLPGHHNTAQGEVSDPNALPKK
GMMEKIKEKLPGHDSGSADV

Pistacia vera Pv-dhn-K5 ND 230 MSGTINKVKETLHMGGQKKEGEQKGLYQGEAHKVEQHHGVCKPEHGEHKEGMVQKIKNKV 
PGQGDGVKQQHGVCKPEHGEHKEGLVEKIKDKVPGQGDQHGHGMQQHRGEY

Populus trichocarpa PtrDHN-1.1 6.06

10.60

21.67

17.03

5.83

8.97


365-385

401-419


65-82

264-280

149-163


38-49


444 MAGVNKSHEYETKTSAGEESGATETKDRGLFGFMGKKKEEVPATEYEEKIHRSDNSYPGDGEKKHEDTTVPSD
TETPLTPEKKKSYFEQAKGIIPAYKKTEEVPPLELKLFIRQGHPLPQRRRRRHPLTPEKKKSYFEQAKDIIPAYKKT
EDGPPSPAEAAVHPTGTPLEPEKKSYFEQAKDRYQHIRKLKSPLPVQLKPQFIPQEKKSFFEQAKERTPGFKKT
EEVSPRPAKAAAHHTETPFEPEKKKSFFEQAKERIPSYKKTEEVISTETPLEPEEKKGFFDQAKERIPAHKTEEVP
PHPAQSASNSFSHTETPFEPEEKKGFLDKVKEKDLARKKTEEKRGFLKEKVPTHKKTEEFPFPAKPAYTEAAVS
NTNTPLEPEEKRGLLDKIKEKMPGHKKTEEVPPSEFDSTENVVSHK GEPMVKKGMMEKIKEKLPGHRPQI

Populus trichocarpa PtrDHN-1.2 11.72

10.61

6.06


23.31

5.37


15.05


99-121

470-490

537-557

138-156

573-591


65-82


616 MAGVNKSHEYETKTSAGEESGATETKDRGLFGFMGKKKEEVPATEYEEKIHRSDNNYPGDGEKKHEDTTVPSN
TETPLTQEKKKSYFEQAKDMIPAYKKIEEVPPPTEAVYPSETPLTPEKKKSYFEQAKDMIPAYKKTEEVPPPTESE
TPLTPEKKKSYFEQAKGIIPAYKKTEDGPPSPAEAAVHPTGTPLEPEKKSYFEQAKDIIPAYKKTEDSPPSPAEAAV
HPTGSRPLEPEKKKSYLEQAKDIIPAYKKTEDSPPSPAEAAAHPTGSRPLEPEKKKSYFEQAKDIIPAYKKTEDSP
PSPAEAAAHPTGSRPLEPEKKSYFEQAKERTPGYKKTEEVSPRPAEAVVHHTETPLEPEKKGFLDQAKERTPGY
KKTEEVSPRPAKAAVHHTETPLEPEEKKGFFDQAKERTSGFKKTEEVSPRPAKAAAHLTETPLEPEDKKSFFDLA

Populus trichocarpa PtrDHN-4-K ND 149 MAGIMHKIEETLNIGGKKDERKGETQGGYNQQDHRGAAQGQRKEGFADQMKDKIPGGGGGVHKGETQG
GYNHQDQGGYNQQEHRGGAQGERQEGFVGQMKDKLPGGGGGGGMTQGGYNQQEHRGGAQGERQE
GFVGQMKDKLPGGVAVA

Populus trichocarpa PtrDHN-5-K ND 205 MTQGGYNQQEHRGGAQGQRKEGFVGQMKDKIPGAGGGGGGGGGMTQGGYNQQEHRGGAQGQRKEG
FVDKIKGKIPGGGGASGVGGMTQGGYNQQDHRGGAQGVRKEGFVDKIKGKIPGGGGASGVGGMTQGGY
NQQDHRGGAQGVRKEGFVDKIKGKIPGGGGASGVGGMRRWEINKITGAARKVCARKGVEEVEVLSTSVA
DYH 

Populus trichocarpa Potri.013G062300-K4 ND 218 MSARVRHKVGTTNRITGAPHKVSRQEGFVGQMKDKLPGGGGGGGMTQGGYNQQEHRGGAQGGYNQKEH
RGGAQGERQEGFVGQMKDKLPGGGGGMTQGGYNQQEHRGGAQGDRQEGFVGQMKDKLPGGGGGMTQ
GGYNQQEHRGGGGVSGMTQGGYNQQEHRGGGGVGVGGMTQGGYNQQEHRGDAQGERKEGFVDKIKGK
LPGGGRASGVRGEGGEK

Populus trichocarpa  Potri.013G062200-K5 ND 236 MAGIVHKIEDTLNIGGKKDERKGETQGGYNQQDHRGGAQGQRKEGFVGQMQDKILGGGGGGGGGMTQGG
YNQQEHRGGAQGQRKEGFVGQMKDKIPGGGGGGVGGMTQGGYNQQEHRGGAQGQRKEGFVDKIKGKIPG
GGGASGVGGMTQGGYNQQDHRGGAQVVRKEGFVDKIKGKIPGGGGASGVGGMTQGGYNQQDHRGGAQG
VRKEGFVDKIKGKIPGGGGASGVRGVGGEK

Populus trichocarpa Potri.002G013200-K3 9.71

15.64

6.06  


10.60

5.83  

9.20  


339-362

52-74


463-483

 499-517

91-105


132-146


542 MAGVNKSHEYETKTSAGEESGATETKDQTPLTPEKKKSYFEQAKDMIPAYKKTEEVPPPTEAVYPSETPLTPEKK
KSYFEQAKGIIPAYKKTEDGPPSPAEAAVHPTGTPLEPEKKKSYFEQAKDMIPAYKKTEDSPPSPAEAAVHPTGS
RPLEPEKKSYFEQAKDMIPAYKKTEDSPPSPAEAAVHPTGSRPLEPEKKKSYFEQAKDIIPAYKKTEDSPPSPTE
AAAHPTGSRPLEPEKKKSYFEQAKERTPGFKKSEEVSPRPAKTPLEPEEKKGFFEQAKERTPGFKKTEEVSPRP
AKAAAHLTETPLEPEEKKGFFDQAKERIPSHKKTEEVPPHPAQSASNEGAFSQTETPFEPEEKKGFLDKVKEKVP
AHKTEEVPPPAESAFSHTETPFEPEEKKGFLDKVKEKELARKKTEEVPHPPAAAFSHTNTPSEPEEKRGFLKEKV

Prunus persica ppa005514m.g-K3 ND 457 MAHFGSTPEPTKTDEYGNPVHHTTTGTGRTDEFGNPVQHGVADTGYGTGAGYGTHTKPGVVEHHGVPAVLHS
KDDQYSRDTQTTTGGYGGDGYTGGEHQEKKGLLGQLQDKLPGGNKDGQYSHDTQTTTGAYGGAGYTGGEH
HEKKGIIGQVKDKLPGGQKDDQYCRDTHPTTGAYGGAGYTGGEDHEKKGIIGQVKDKLPGGQKDDQYCRDT
HPTTGAYGGAGYTGGEHQEKKGIIGQVKDKLPGGQKDDQYSHDTHKTTGAYGGAGYTGDDTREKKGGQKDD
HYSHDTHPTTGAYGGAGYTGDDTREKKGIIDQVKDKLPGGQKDDHYSHETHPTTGAYGGAGYTGDDTREKKG
VVEKVKEKLPGGQNVHPTTGPYGGGGAAGIGETRERKGVGEKVKEKLPGGHKDDQYLHDTHPTKPTSAAHG

Sarracenia purpurea SapurV1A.0016s0910-
K3

14.85 

11.66

1.66


12.76  

16.64 

7.65 


466-495

511-530

378-396

124-139

163-178

202-217


557 MAAESKSHEYETKTQAGEESGGGLFGFMGKKKEEKPYAATEYEEKIHRSDNSSPVDEVNKDEDIKPEEKKSFL
EQIKGIMPAYNNTGDAPSSPAKTVTEKPLEPAEEKKGYLDQIRERMPAYKKAEDAPSSPTETVAEKPLEPAEEKK
SYLDQIKERLPSYGKAEDAPSSPTETVTEKPLEPAEEKKGYLDQIKERMPAYKKAEDAPSSPAGTVTEKPLEPEE
KKGYLDQIKERMPTYKKAEETPSPYKKTEDASPPPVEAAVNRTETPLEPEEKKGFFEQDREGIPSNRRIDDASP
YPAKAAVYDTEAPLEPEEKKGFIDRAKERIPTPKKTEEVPPPPAESAHSGYAVRNTETPLEPGDNKGFIDQTKDKI
SAYKKTEDAPPAPPAVAPVNPNKTPLEPEEKKGFMNQVKERIPAHQKPEEVPLPPAKSAHTGAAFPHTETPLEP

Sarracenia purpurea SapurV1A.2014s0030-
K3 

ND 214 MHIKNHFKDLKLKKRKTMAGIMQKIEETFGGKKEEQRKGESQAGLGQQGHNTQGGYGQQGQQGYNAQGEC
KEGFVDNMKDKLPGGVGGVSGGVGGVGMHKGETQGGYGQQGHNTQGAYGQQGQQGYNAQGERKEGFVD
NIKDKLPGGGGVGSGGMRKGETQGAYGQQGHNTQGGYGQQGHKAQGERKEGLVDKIKHKIPGCGGGGVD
GGGERKK

Solanum lycopersicum Solyc01g065820.1-K2 ND 78 MKNILGVSEDDGQGGRRKKKGLKEKIKEKFTGGKHKNEEPHHQAHGVGTRTTTTTTEHEKKSMMEKIKEKLP
GHHNHH

Theobroma cacao Thecc1EG006526-K 9.63 91-103 164 MEGHHAEGDHNKAVETTDRGMFDFLKEDEDDRNGILPRIIIQVVYELFIYFLQSSDEEEEGEDGEKKKKKKGLK
GKIKEKISGDKEAREHKDTSIPTANPEEKKGFLDKIKEKLPGQNKKPEDNASDGHPAEREPKEIGILEKIKEKIPGY
HGHKTEEDKGKEN

Triticum aestivum TaWCS120-K5 ND 391 MENQAHIAGEKKGIMEKIKEKLPGGHGDHKETAGTHGHPGTATHGAPATGGAYGQQGHAGTTGTGLHGAH
AGEKKGVMENIKDKLPGGHQDHQQTGGTYGQQGHTGTATHGTPATGGTYGQQGHTGTATHGTPATGGTY
GEQGHTGVTGTGTHGTGEKKGVMENIKEKLPGGHGDHQQTGGTYGQQGHTGTATHGTPAGGGTYEQHG
HTGMTGTGTHGTGEKKGVMENIKDKLPGGHGDHQQTGGTYGQQGHTGTATQGTPAGGGTYEQHGHTG
MTGAGTHSTGEKKGVMENIKEKLPGGHSDHQQTGGAYGQQGHTGTATHGTPAGGGTYGQHGHAGVIGT
ETHGTTATGGTHGQHGHTGTTGTGTHGSDGIGEKKSLMDKIKDKLPGQH

YK-Type

Specie Access number/Name PEST score Position Protein size Sequence
Ammopiptanthus 
mongolicus

ABH01188.1 ND 183 MAHIQSGYGDQDRKTIDEYGNPVRQTDQHGNPVNPTTGTGAGYGESGGTGYGGPTGDTAGYGSTGYGTTPG
DKAGYGTTTGGDGTTTGYGSGGGTGHGTTTGGTTGTTEYGSGGGTTGTTGYGSGGQHEHQHQHHGREKEE
HGHEFASHGAPGGYEAASGEQQYEKKGIMNKIKEKLPGHRDV

Ammopiptanthus nanus   ADF43064.1 ND 181 MAHIQSGYGDQDRKTTDEYGNPVRQTDQHGNPVNPTTGTGAGYGESGGTGYGGTTGDTAGYGSTGYGTTP
GDKAGYGTTTGGDGTTTGYGSGGGTGHGTTTGGTTGTTEYGSGGGTIGTTGYGSGGQNQHQHHGREKEEH
GHEFASHGAPGGYEAASGEQQYEKKGIMNKIKEKLPGHRDV

Arabidopsis halleri  Araha.12619s0007-YK 2.04

6.13 

84-102

112-130

150 MADLKDERGNPIYLTDEHGKPAQLMDEFGNPMHLTGVATTVPHLKESSYTGPHPITAPVTTTNTPHHAQPISVS
HDPLQDHDLRWFGTNLPEEDWEDGEGARSKTTEETKSKPSAATETGTGSGSIQEPHEKKGFFKKIKEKLSGHR
NLM

Arabidopsis lyrata 327864-Y4K 2.04 84-102 161 MADLKDERGNPIYLTDEHGKPAQLMDEFGNAMHLKGVATTVPHLKESSYTGPHPITAPVTTTNTPHHAQPISVS
HDPLQDHDLRWFGTNLPEEDWEDGEGARSKTTEETKSKLGVNNPSAATVTGTGTGTGSGSGSIQEPHEKKGF
FKKIKEKLSGHRNLM

Arabidopsis thaliana  AT4G39130-Y2K ND 151 MADLKDERGNPIYLTDEHGKPAQLMDEFGNAMHLKGVATTVPHLKESSYTGPHPITAPVTTTNTPHHAQPISVS
HDPLQDHDLRWFGTNLPEEDWEDGEGARSKTTEETKSKLGVNNPSAATVTGTGTGTGSGSGSIQEPHEKKGF
FKKIKEKLSGHRNLM

Capsella grandiflora Cagra.0926s0062-YK6 ND 204 MDSYQNQSGVQKKGMTEKIMEKLPGHHAPHQTGASTGYGATTTGGVHHEKKGMTEKIMEKLPGHAPHQTG
ANTAYGATTTGGVHHENKGMTEKVMEQLPGHHGSHQTGYGNTGGVHHHEKKGMTEKIMEKLPGHQGTNTG
YGGATNTGVVHHEKKGIAEKIKEQLPGHHGTGTTTSYGNTGGVVHHHEKKSTMDKIKEKLPGSH

Capsella rubella Carubv10018039m.g-
YK6 

ND 204 MDSYQNQSGVQKKGMTEKIMEKLPGHHAPRQTGASTGYGATTTGGVHHEKKGMTEKIMEKLPGHAPHQTG
ANTAYGATTTGGVHHENKGMTEKVMEQLPGHHGSHQTGYGNTGGVHHHEKKGMTEKIMEKLPGNQGTNTG
YGGATNTGVVHHEKKGIAEKIKEQLPGHHGTGTTTSYGNTGGVVHHHEKKSTMDKIKEKLPGSH

Cicer pinnatifidum  AAN77521.1 ND 195 MSQYNQGQYVDQTRTVDEYGNPIVQVDQYGNPINQSGVGMTGEAGRTFENPGLTGHDNSKSHTTSYGTHTG
SGGGTGDGYGTYNTRGGGDGGTYNTRGGSGMTGEVGKIFGTTDDTGNHHGVDQTTTDYGTHNTGSYGTHT
GGYGNTNTGSGYGNTKVGQEFGREEPRHHGGEQQHGEKKGIMDKIKEKLPGTGH

Cichorium intybus ACF15449.1 ND 261 MAQYGGDQQYGREGRQTDEYGNPIRKTDEYGNPLHSTTGGTMGDYGTTGHHQGVGHATGVQELIQKPAAVT
VPPVRGWVPNIGHAAGVTGTGYGTGHQGLGTGGTGTDYKTSGGHGTTGHHGIGTEGHYGTGADTESYQNQ
PSATPFGGGGIGTGTGTGAGYEGLGVAGQKQPSATPFAGSDTGTGTGAGYDRHGGEGYEKKGMMEKIKEKL
PGGHSTDEHQRVSTTTAGGVGGGGYGEGGQTHEKKGVMEKIKEKLPGHH

Galega orientalis ADT80777.1 ND 280 MSQYNQGQYGQQTRKTDEYGNPVVQVDQYGNPIGGMTDTSTGHQQQHHGLDQGTGYGTHIGKGTGYGTH
TDIITGTGYESHTGSHGTGYGTQTGTGGYGTHTGEYGSTNAGSGFGNTNLDGTGTGYGTTGYGGTGSTGIRH
GDYQHGEEKGIMDKIKEKIPGTGNTNTGSGYGTTGTGYGTTGGYGTGSTGVRHGDHQHHGEDKGIMDKIKEK
IPGTGNTNTGSGYGTTGYGGTGSTGVGQEYVREERHHHGDQQQHGEKKGIMDKIKEKLPGTGSCTGH

Glycine max Glyma.09G185500-Y2K ND 253 MLACIFHHPTSHTTTTSTSLQSKPTTTMASYQKHYDDQGRKVDEYGNVEKQTDEYGNPVHAASVTYVATRTAA
GGYSDDINKQHDTTNAYGVDTGRQHSSGGYDGDTNKHHGTTGGYNDDTNRHHGTTGVYGIDTDRQQHGTT
GGYAGDTGRQHGNIGGPYYGTNTADTGTGPRSGTTGGTGYGGTGGTDYGTTGGTGYGSGTGYGVNTGGAH
TEAGYRKEHRQHDQSHGDQNEKKGIMDKIKEKLPGGHSDK

Glycine max  Glyma.07G090400-Y2K ND 243 MASYQKHYDDQGRKVDEYGNVERQTDEYGNPVHATSVTYVATKSVGGYNDDTNKQHDTTGVYPEKDTGRHH
FGRGYDGDTNKQQHDAIGVYPGIDIGRDHETTGVYGLNTDRHHGTTGVNPGIDTHNQQHGTTGGYAGDTGRQ
HGNTGGLYYGTDTADTGTGPRSGNTGGTGYGGTGGTDYGTAGGTGYGSGTGYGINTGGAHTEAGYGKEHR
QHEQSHGGQHEKKGILDKIKEKLPGGHSDK

Malus domestica MdDHN5-YK4 ND 256 MAHYQNQHGATPQETDQFGNPIQHGTTGATGFGTATTGYGTTNDTYTGGQQQQKRGMMDKIKDKIPGTGGA
RRADDHYSSHAHTGIGTTGTGYGTTAAPSTGGEYRERGLMDKIKDKIPGTGGRTDHPTPYGGTTYTGEHQHE
GIADKIKDKIPGTGHRDDAYSSHTTSTTAPYGGTTGQHHSTTGQHHSTTAPYGGTTGQHHSTTGQHHSTTAPY
GGTTGQHHSTTTPYGGTTGQHHEKKGIMDKIKEKLPGGHH

Malus domestica MdDHN6-YK3 4.70

7.78

0.84

11-55

98-133


156-171

190 MANYQSQYGTKPQDTDEYGNPIQQGTTGGFGSATTGTGYGTTETPYTGGQQQQERGTGMTGSGYGTTDAP
YTGGQQQQERGMMDKIKDKIPGTGGGRRDDDPYSSNAQTGTGMTGTGYGTTDAPYTGGEYEERGMMDKV
KDKIPGTGQRDETYSSKTASTTAPYGGTTGEHQEKKGAMDKIKEKLPGGRH

Medicago falcata ABX80061.1 ND 307 MSQYQQGGDQTGRVDEYGNPLSQGQVDQYGNPISGGGMTGATGHGHHQQHHGVDTGYGAHTGSGGAPT
GGGYGGNDIDGTGYGTGTGTGTTGYGATGGGTGHDNRGVVDKIKEKIPGTGTGTGTGRGTTGYGDTGVGQG
TTGVGHQQHGENRGVVDKIKEKIPGTGTGTGTGHGTTGYGATRTGTGHGTTGYGATDVGHGTTGVGHQQHG
DNRGAVDKIKEKIPGTEQNIYGTGTGTGTGTGHGTGTGTGHGHGTTTGYGSTGQEYGKEGHHGHDEQHLGE
KKGIMEKIKEKIPGTGSCTGHGQTKP

Medicago sativa AAL15651.1 ND 330 MSQYQQGGDQTGRVDEYGNPLSQGQVDQYGNPISGGGMTGATGHGHHQQHHGVDTGYGAHTGSGGAHT
GGVGGYGGTDIDGTGYGTGTGTGTTGYGATGGGTGHDNRGVVDKIKEKIPGTGTGHGTTGVGHQQHGDTYG
TGTGTGYGTTGVGHQQHGDTYGTGTGNWNWNEVGHGTTGYGATDVGHGHQQHGENRGVVDKIKEKISGTG
TGTGTGTGHGTTGYGAGGVGHGHQQHGEKGVVDKIKEKIPGTEQNTYGTGTGTGTGHGTTTGYGSTGQEYG
REGHHGHDEQHLGEKKGIMEKIKGEAVLVLDHVLDMDKLNHNIYGCMHLI

Medicago truncatula Medtr6g084640-Y2K3 ND 312 MSQYQQGYGDQTRRVDEYGNPLTSQGQVDQYGNPISGGGMTGATGHGHGHHQQHHGVGVDQTTGFGSNT
GTGTGYGTHTGSGGTHTGGVGGYGTTTEYGSTNTGSGYGNTDIGGTGYGTGTGTGTTGYGATGGGTGVGY
GGTGHDNRGVMDKIKEKIPGTDQNASTYGTGTGYGTTGIGHQQHGGDNRGVMDKIKEKIPGTDQNQYTHGT
GTGTGTGYGTTGYGASGVGHQQHGEKGVMDKIKEKIPGTEQNTYGTGTGTGHGTTGYGSTGTGHGTTGYGD
EQHHGEKKGIMEKIKEKLPGTGSCTGHGQGH

Phaseolus vulgaris Phvul.004G158800-YK ND 259 MASYQKQYEDEQGRKIDEYGNVVKTTDEFGNPVHSTSVTYIATTGTGRVTDDTNKQHDTSNTSNLYGVNTARQ
HGTTGGFTGDTGRQHGTTGGFTGDTGRQHGTTGGFTGDTGREHGTTGGFTGDTGRQHGTTGGFTGDTGRQ
HGTTGGFTGDTGRNHKTTGGFTGDTGRQHGTTGGLTGDTGRQHGTTGGFAGDTAVGGGPYVGDNTADTGT
GPRSGTGGGYGSGTGAGYGREHGNEEKKGIMDKIKEKIPGVHSDNK

Physcomitrella patens PpDHN Y11K 4.30 514-540 554 MNQYGREQQDTGLVGSGTGHRDEYGNPRQEGIMDKVKNAVGMGPSSGTGYNNQPGYDNYGNPRQEGLVD
KAKDAVGMGPSLGTGYNNQPGYDSYGNREGIVDRAKDAVGMGPNSGTGYNNQPGYDNYGDRRHEGLADR
AKDAVGMGPNSGYNHQPGYDNYGNREGVVDKAKDAVGMGPNSGTGYNNQPGYDSYGTRRQEGLVDRAKD
AVGMGPNSGTGYNNQPGYDNYGNPRREGVVDRAKDAVGMGPNSGYNNQPGYDNYGNREGIVDKAKDAVG
VGPHSGTGYHNQPSYDNYGNPRQEGIVDRAKDAVGMGPNSGTGYNNQSDYDSYGNPRHEGMLDKAKDDF
DMGPNSGTGYNNRPGYDTYGDRKHEGIGDKVRDAIGTGPNSGYDSRTPTGTDAYVHGNHPPGMQDRITGVN

Pisum avestivum AAB51380.1 ND 225 MSQYQNQYGAQTRKTDEYGNPVNQVDQYGNPISGGGGLTGEAGRQHYGTTGGATDHGHGHGQQHRGVDQ
TTGYGTHTGGVGGYGTKPEYGSTNTGSGYGTGTGYGGSGTTEYVREEHHGDKKGVMDKIKEKIPGTEQSRTN
TDGTGYGSTGYGASGGGIGNTGQEYVREERHVHPGDKKHGSAGQEYVREEHHVHPGDKKHGSAGQEYVKE
ERRGIGNTGQEYVREEHRVDHGEKKGIMDKIKEKLPGTGGCTGH

Pisum avestivum P28641.1 1.6 86-138 232 MSQYQNQYGAQTGMTDEYGNPVNQVDQYGNPISGGGGLTGEAGRQHYGTTGGATGQGHGHGQQHRGVD
QTTGYGTHTGGVGGYGTKPEYGSTNTGSGYGTGTGYGGSGTNPDYGSTNTGSGYGTGTGYGGSGTTEYVR
EEHHGDKKGVMDKIKEKIPGTEQSRTNTDGTGYGSTGQGYVREQQHGTGYGSTGQGYVREQQDVHHGDEQ
HGEKKGIMEKIKEKLPGTGACTGH

Prunus dulcis AAY98416.1 ND 272 MAHFGSTPEPTKTDEYGNPVHHTTTGTGRTDEFGNPVQHGVADTGYGTGAGYATHTKPGVVEHHGVPAVLHS
KDDQYSRDTQTTTGGYGGDGYTGGEHQEKKGLLGQLQDKLPGGNQDGQYSHDTQTTTGAYGGAGYTGGE
HPEKKGIIGQVKDKLPGGQKDDEYCRDTHPTTGAYGGTGYTGGEHHEKKGVIGQVKDKLPGGQKDDQYCRD
THPTTGAYGGAGYTGGEHQEKKGIIGQVKDKLPGGEKXDQYSHDXHKTTGAYGGAGYTEM

Prunus persica XP_007202596.2 ND 457 MAHFGSTPEPTKTDEYGNPVHHTTTGTGRTDEFGNPVQHGVADTGYGTGAGYGTHTKPGVVEHHGVPAVLHS
KDDQYSRDTQTTTGGYGGDGYTGGEHQEKKGLLGQLQDKLPGGNKDGQYSHDTQTTTGAYGGAGYTGGEH
HEKKGIIGQVKDKLPGGQKDDQYCRDTHPTTGAYGGAGYTGGEDHEKKGIIGQVKDKLPGGQKDDQYCRDT
HPTTGAYGGAGYTGGEHQEKKGIIGQVKDKLPGGQKDDQYSHDTHKTTGAYGGAGYTGDDTREKKGGQKDD
HYSHDTHPTTGAYGGAGYTGDDTREKKGIIDQVKDKLPGGQKDDHYSHETHPTTGAYGGAGYTGDDTREKKG
VVEKVKEKLPGGQNVHPTTGPYGGGGAAGIGETRERKGVGEKVKEKLPGGHKDDQYLHDTHPTKPTSAAHG

Prunus persica ppa009997m.g-YK2 0.69

7.88 


11.97

1.36 

1-51

208-249

176-208

126-145

268 MANYQNQYGATAQSTNDYGNPLTNYTGSEPQSTNEYGATDEYGNPVTTYTRSEPHYTDEYGNPVRERGMMD
KIKEKLPGTHDPYSSHSQTTYPTARYGETGYTGLEQHHGMMNKMPGTDPYSSHSHTTGTTAPYDGTGYTGTE
YRQHKGTMDRIKDKLTGTGGHRVDDPYSSHSHKTATTTPYGGTTTTAYGDSTTTPSPYGGTTTTHSPYGGTTTT
AYGDTTTTPSAYGGTTTTPSAYGGTATTTYPREKKGIMDKIKEKLPGGHHY

Pyrus pyrifolia ACK37880.1 7.78   

9.82 

93-128

148-165

184 MANYQTKYGTTPQDIDEYGNPIQQGTTGGLGGATTGTAYGATGGQQQQERGTGMTGSGYGTTDAPYTGGQQ
QQERGMMDKIKEKIPGTGGGRRDDDPYSSNAQTGTGMTGTGYGTTDAPYTGGEYEERGMMDKVKDKMPGT
GQRDETHSSQTTTTTPYGGTTGEHQEKKGAMDKIKEKLPGYRH

Sarracenia purpurea SapurV1A.2659s0010-
YK10 

ND 556 MAGIMQKIEETFGGKKEEQRKGEPQPGLGQQGHNTQDEYGQQGYNAQGEHKEGFAGNIKDKIPGGGGVGS
GGMHKGETQGGYVQQGYNTQGGYGQQKYNVEGEHKEGIIDKIKDKISGGGGGMHKGETQGGYGQQEHNA
QGEHKEVFVVNVKDKIPGGGSVGGGGIHKGETQGGYGQQRHNTQGGYGQQGYNAQGEHKEGIVDNIKDKIP
GGGSGHDGVGGLGDGDGGGGGMHTGETQGGYMQQGQNTQGGYGQQGYNTQDECKEGFVDNIKDKIPGG
VGGGVGGGGMHKGETQGRYGQQGHNTQGGYGQQRYNAPGERKEGFVDNIKDKIPGSGGGNVGGGGMHK
GETQGRYGQQGHNIQGGYGQQGYNAQGDSKEGFVDNIKDKISGGVGGGVGGGGMHKDETQGGYGQQGH

Sarracenia purpurea SapurV1A.5492s0010-
YK3

10.21

0.92

90-113

6-19


175 MASTIRDEQGNPIQLTDEHGSPVHLTDEHGDSVQIIGIATTKQPPTSFRYGSSDQVTGTGLWSSTAKSEDAMKG
TDIHETGQRFRGGHKKEEQTEISSTSILGSPEDDGQGGRKGLKQKIKEKLTGGKHGEEHEHTVEVDTTTTARPA
GEHYQEHQKKGVVEKIKEKLPGHHGHH

Vicia monantha BAH70483.1 ND 195 MSQYQNQYGAAQTGMTDEYGNPVNQLDQYGNPVSGGGFTGEAGRQHFGTTGAAGHGHGQQHRGDDQTT
GYGTNTGGVGGYGTKPEYGSTNTGSGYGTGTGYGGTGTTEYVREEHHGDKKGVMDKIKEKIPGTEQSRTNTE
GAGYGTTGYGASGGGMGNTGQEYVREEHRVDHGEKKGIMDKIKEKLPGTGGCTGH

KS-Type

Specie Access number/Name PEST score Position Protein size Sequence
Aquilegia coerulea Aquca_004_00603-KS ND 93 MAGIMNKIGDALHIGGNKEEQKQGEAHKTEIKHGETAHKPEQKEGFVDKIKDKITGQGPHKTEGGGEKKKK

KEKKKKEGDHGHDGSSSSSDSD

Arabidopsis lyrata AL1G64750 ND 98 MAGLINKIGDALHIGGGNKEGEHKKEEEHKKHVDEHKSGEHKEGIVDKLKDKIHGGEGKSHDGEGKSHDG
EKKKKKDKKEKKHHDDGHHSSSSDSDSD

Arabidopsis thaliana AT1G54410-KS ND 98 MAGLINKIGDALHIGGGNKEGEHKKEEEHKKHVDEHKSGEHKEGIVDKIKDKIHGGEGKSHDGEGKSHDGE
KKKKKDKKEKKHHDDGHHSSSSDSDSD

Boechera stricta Bostr.13404s0009 ND 99 MAGLINKIGDALHIGGGNKEGEHKKHEEEHKKHVDEHKSGEHKEGIVDKIKDQIHGGEGKSHDKEGKSHDG
EKKKKKDKKEKKHHDDGHHSSSSDSDSD

Brachypodium distachyon Bradi1g13330-KS ND 100 MAGIIHKIEEKLHMGGGSDHKDEHKKEEEHKKKDGEHKKDGEHKEGMMEKIKDKITGEHGDGDKSSGDHK
EKKDKKKKKEKKHGEGHKKEDGHSSSSDSD

Brassica oleracea var. 
capitata

Bol042507 ND 95 MAGIINKIGDALHIGGGNKEDEHKKEEHKKHADEHKSGEHKEGIVDKIKDKIQGGEGHSSGDHKHDGEKKK
KKDKKEKKHHHDGHHSSSSDSDSD

Brassica rapa Brara.C04012 ND 95 MAGIINKIGDALHIGGGHKEDEHKKEEHKKHADEHKSGEHKEGIVDKIKDKIHGGEGHSSGDHKHDGEKKK
KKDKKEKKHHDDGHHSSSSDSDSD

Capsella grandiflora Cagra.27207s0001 ND 100 MAGLINKIGDALHIGGGNKEGEHKKHEEEHKKHVDEHKSGEHKEGIVDKIKDKIHGGEGKSHDGHEGKSHD
GEKKKKKDKKEKKHHGDGHHSSSSDSDSD

Capsella rubella Carubv10021201m.g ND 100 MAGLINKIGDALHIGGGNKEGEHKKHEEEHKKHVDEHKSGEHKEGIVDKIKDKIHGGEGKSHDGHEGKSHD
GEKKKKKDKKEKKHHGDGHHSSSSDSDSD

Carica papaya evm.model.supercontig_
161.14-KS

ND 93 MSGIMHKIEDALHIGGRKKEEEHKGEHHGEHKGEHKGEHHGEHKGEHKEGIVDKIKDKIHGEGHEEKKKKK
KEKKHGEHGHDGHSSSSDSDSD

Daucus carota DCAR_013481 ND 90 MSNIIHKVEEKLGLGGDHKDGKHHDDHKKSEHKEGIVDKVKDKVHGDKSGDHHGHGHGHGHGDGKKKDK
KKKKHEDGHKHGDSSSGSDSD

Glycine max Glyma.16G037900-KS ND 112 MSGIIHKIEETLHVGGHKKEEEHKGEQHHGGEYKGEHHGEHSTEYKGEHHVGEHKPEHHGGEEHKEGFL
DKIKDKIHGEEGGATAEGEKKKKKKEKKKHEHGHDSSSSSDSD

Kalanchoe fedtschenkoi Kaladp0098s0091 ND 87 MSGIINKIGDALHIGGDKKAEEHHKPEDHHKADGHKEGVVEKIKDKIHGEKSGEHHEGEKKKKEKKKKKEGE
KKHHGGDSSSDSDSD

Kalanchoe fedtschenkoi Kaladp0911s0009 ND 107 MSGIMNKIGDALHIGGDKKAEEHHKAEEHHKADEHHKADEHHKAEEGHKSGEHKEGLLDKIKDKIHGDGEK
SGEHHEGEKKKKEKKKKKEGEKKHDGGDS

Linum usitatissimum Lus10020271-KS ND 93 MSGIIHKIEETLHIGGGDDHKDKDKDKHHGHGGDHKHSSGDHKEGIVDKMKDKIHGEDHHDHHGHDGEKK
KKKKKEKKKHEDGHESSSGSDSD

Manihot esculenta cassava4.1_019934m.g-
K2S 

ND 102 MSGIIHKIEETLHIGGNKKEEHKGESHGHGDHKDHKDHKDHKGDHHKGEGEHKEGIVDKIKDKIHGDHEHG
DGDKKKKKKEKKKHEHGHDHDGHSSSSSDSD

Medicago truncatula Medtr7g086340-K2S ND 121 MAGIMNKIGDALHIGGDKKEGEHKGEQHGHVGGEHHGEYKGEQHGFVGGHGGEHKGEQHGFGHGDHK
EGHHGEEHKEGFVDKIKDKIHGEGADGEKKKKKEKKKHGEGHEHGHDSSSSDSD

Medicago truncatula  Medtr6g027810-K2S ND 100 MAGIINKIGEALHVGGGHKKEDEHKGEKSHDDKHKGEKSHDDKHKGEHKEGIVDKIKDKIHGGDGEGHEHK
GEKKDKKKKDKKKKEHGHDHDSSSSSDSD

Mimulus guttatus Migut.J00768-K2S ND 119 MAGIIHKIEEKLGLGGGHKEEEKKAEHSYAEQIKPDHHGEKKAEHGYGGGEKKPEEHKEGLIEKIKDKIHGG
DEGESGECKGEKKDKKKKDKKEKKKHCDGDGEDKHGGSSSDSGSDSD

Oryza sativa OsLIP5-KS ND 92 MAGIIHKIEEKLHMGGGEHKKEDEHKKEGEHHKKDGEHKEGVVEKIKDKITGDHGDGGEHKEKKDKKKKKE
KKHGEEGYHHDGHSSSSSDSD 

Oryza sativa OsWS1724-KS ND 92 MAGIIHKIEEKLHMGGGEHKKEDEHKKEGEHHKKDGEHKEGVVEKIKDKITGDHGDGGEHKEKKDKKKKKE
KKHGEEGHHHDGHSSSSSDSD

Panicum virgatum Pavir.Ia01114-KS ND 101 MSGIIHKIEETLHMGGDHKKEEEHKKAEAHKKAEEHHKKDGEHKEGIVEKIKDKITGEHGDKSGEHKDDKDH
KEKKDKKKKKEKKHGEGHHDGHSSSSDSD

Populus trichocarpa PtrDHN-6-KS ND 189 MAGIMHKIEETLNIGGKKDERKGETQGGYNQQDHRDGAQGQRKEGFVDQMKDKIPGGGGGVHKGETQG
GYNHQEQGGYNQQQHRGGAQGERKEGFVAQMKDKLPGGGGGMTQGGYNQQEHRGGAQGGYNQQEH
RGDAQGERKEGFVDKIKGKIPGGGGGSGVRGEGGEKKKKKDKKKNEDGHSSSSDSD

Populus trichocarpa PtrDHN-10-KS ND 108 MASCQCSKPVEHPCNQDQKSHSSGQKVEKQAEGGVVKTGTRSSSQSHSPGSTNGMTPAPACNANKRGE
RKKGLFQRIKDGISGHSDGGGSSSSSESESDDEKCGKRKN

Populus trichocarpa Potri.013G062400-KS3 ND 239 MNEDLRDLFLILNVAARGSFHGAYKCGTRFIHHFISKAISKREKRRKKYTMAGIMHKIEETLNIGGKKDERKG
ETQGGYNQQDHRDGAQGQRKEGFVDQMKDKIPGGGGGVHKGETQGGYNHQEQGGYNQQQHRGGAQ
GERKEGFVDQMKDKLPGGGGGMTQGGYNQQEHRGGAQGGYNQQEHRGDAQGERKEGFVDKIKGKIPG
GGGGSGVRGEGGEKKKKKDKKKNEDGHSSSSDSD

Ricinus communis 30072.t000037-KS ND 96 MAGIMHKIEETLHIGGHKEEHKGESHDQHKHDQHAHGDHPKPEGEHKEGFMDKIKDKIHGDEKGHEHGHG
ESGEKKKKKKEKKKHEHGHSSSSDSD

Sorghum bicolor Sobic.001G149500 ND 101 MSGIIHKIEETLHMGGDHKKDDEHKKEEHKKAEEHHKKDGEHKEGIVEKIKDKITGEHGEKSGEHKDKDHKE
KKDKKKKKEKKHGEGHDHDGHSSSSSDSD

Trifolium pratense Tp57577_TGAC_v2_ge
ne29874

ND 100 MSGIINKIGETLHIGGGHKKEDEHKGEKSHDDKHKGEKSHDDKNKGEHKEGIVEKIKDKIHGGEDHESKGK
GEKKDKKKKDKKKKEHGHDHDSSSSSDSD

Zea mays Zm00008a004788 ND 103 MSGIIHKIEEKLHMGGDHKNKEEEHHKKAEEHHKKEEGEHHKKDGGEHKEGIVEKIKDKITGEHGDKSGDH
KEKKDKKKKDKKKHGEGHDHDGGHSSSSSDSD

Zea mays GRMZM2G169372-KS ND 209 MPLTMIPCRRLLETDAMLRRAGRKKRKVGCFACTSSWHAEQLVHYLLFSAITSFLSDWPSIPSINTGRRRRA
NQDHRRVAQSIIAVSLLREQRKRARRAVAMSGIIHKIEEKLHMGGDHKNKEEEHHKKAEEHHKKEEGEHHKK
DGGEHKEGIVEKIKDKITGEHGDKSGDHKEKKDKKKKKHGEGHDHDGGHSSSSSDSD

Zea mays GRMZM2G448511-KS ND 108 MSGIIDKIQETLHIGGDHKEEHEHKKGEEHHKKDDGEHHKKDDGEHKEGIVEKIKDKITGEHGDKSGDHKDK
DHKEKKDKKKKKEKKHGEGHDHGDGDGHSSSSSDSD


