Signaling receptor activity (GO:0038023)

G-protein coupled receptor 161 TRINITY_DN193886_c0_g1_i1
Latrophilin Girl TRINITY_DN172312_c0_g1_il

Latrophilin-3 TRINITY_DN204270_c2_g1.i3 Proto-oncogene tyrosine-protein kinase receptor Ret TRINITY_DN201328_c1_g2.il
Frizzled—1 TRINITY_DN185198_c0 g2 i1 Proto—-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN199706_c2_g1_i2
Frizzled-4 TRINITY_DN203703_c0 g1 i1 Adenosine receptor A2b TRINITY_DN194858_c2_g2 it
Secreted frizzled-related protein 3 TRINITY_DN189077_¢3_g1_i1 Short-wave-sensitive opsin 1 TRINITY_DN202700_c1_g8_i2
Cysteine-rich motor neuron 1 protein TRINITY_DN220233_¢c0_g1_i1 Cadherin EGF LAG seven-pass G-type receptor 1 TRINITY_DN203537_c0_g1_i1
Frizzled—10 TRINITY_DN197792_c0_g1_i1 Bone morphogenetic protein receptor type—2 TRINITY_DN195698 c1_g2_i1
COUP transcription factor 1 TRINITY_DN188670_c0_g1_i2 Neuropi
Gamma—aminobutyric acid type B receptor subunit 1 TRINITY_DN202205_c0 g1 _i1 Neuropilin—2 TRINITY_DN197026_c1_g1_i2
Octopamine receptor beta—1R TRINITY_DN201706_c0_g1_i1 Neuropilin—2 TRINITY_DN188502_c1_g6_i4
Octopamine receptor beta—1R TRINITY_DN186403_c1 g1 it 5-hydroxytryptamine receptor 4 TRINITY DN186167_c0_g3_i1
Neuropeptide FF receptor 2 TRINITY_ DN191811_c0_g2 i3 5-hydroxytryptamine receptor 4 TRINITY DN198793 c2 g3 i5
Alpha-1A adrenergic receptor TRINITY_DN196773_c0_g1_i3 Low~-density lipoprotein receptor-related protein 5 TRINITY_DN176088_c0_g1_i1
— — Glypican—4 TRINITY_DN191246_c0_g1_i1
Control Low-Mg Low-density lipoprotein receptor—related protein 6 TRINITY_DN204237_c0_g2 i1

Transient receptor potential cation channel subfamily A member 1 TRINITY_DN198430_c2 g1 _i2
Frizzled-8 TRINITY_DN196803_c3 g1_i1

Apelin receptor TRINITY_DN202700_c1_g6_i1

Latrophilin-2 TRINITY_DN201090_c2 g1 it

Latrophilin-3 TRINITY_DN203592 _c0 g1 i1

Substance—K receptor TRINITY_DN201267_¢3_g1_il

Insulin receptor TRINITY_DN196512 c1_g1.i3

Neurogenic locus Notch protein TRINITY_DN200326_c1_g1_il

Neurogenic locus Notch protein TRINITY_DN200755_c1_g1_il

Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN204051_c1_g1_i3
Fibroblast growth factor receptor 1 TRINITY_DN186935_c0_g1_i3

Atrial natriuretic peptide receptor 1 TRINITY_DN201795 _c8 g6 _i2

Atrial natriuretic peptide receptor 1 TRINITY_DN203546_c2 g1_i2

Fibroblast growth factor receptor 3 TRINITY_DN186935_c0_g1_i1

Fibroblast growth factor receptor 2 TRINITY_DN202001_c0_g1_i1

Fibroblast growth factor receptor 2 TRINITY_DN204283 c0_g1_i2

Atrial natriuretic peptide receptor 1 TRINITY_DN203546_c2 g1 i1

, Fibroblast growth factor receptor 1 TRINITY_DN185204_c0g1 i1
Lower _ J Higher Fibroblast growth factor receptor 3 TRINITY_DN194124 c2 g1 i1

_3 _1 1 3 Glycine receptor subunit alpha—1 TRINITY_DN197219_c2 g1 _i1
Receptor-type tyrosine—protein phosphatase delta TRINITY_DN202587 _c3 _g1_i1
Z-score Glutamate receptor 2 TRINITY_DN203481_c2 g2 i5

Beta-3 adrenergic receptor TRINITY_DN197953 c6_g1_i1
5-hydroxytryptamine receptor 1B TRINITY_DN195209_c8 g2 i10
Tachykinin-like peptides receptor 99D TRINITY_DN190158 c0_g1_i1
Tachykinin-like peptides receptor 99D TRINITY_DN201380_c5_g6_il
Metabotropic glutamate receptor 3 TRINITY_DN200297_c0_g1_i1
Gastrin/cholecystokinin type B receptor TRINITY_DN187621_c1_g1_i1
Melanocortin receptor 5 TRINITY_DN180683_c0_g2_i1

G-protein coupled receptor 3 TRINITY_DN194220 c0 g1 i1

Aryl hydrocarbon receptor TRINITY_DN192443 c1_g1_i2

Aryl hydrocarbon receptor TRINITY_DN192443 c1 g1 i1

Vascular endothelial growth factor receptor 3 TRINITY_DN198749 c1_g2 i1
Receptor-type tyrosine-protein kinase FLT3 TRINITY_DN202998 c0 g1 it
ATP-binding cassette sub—family A member 1 TRINITY_DN202779_c2 g1_i1
Melatonin receptor type 1C TRINITY_DN186403_c1_g1_i3

Neuronal acetylcholine receptor subunit alpha—7 TRINITY_DN195529 ¢c0 g1_i1
C—-C chemokine receptor type 2 TRINITY_DN192562_c0_g1_i2

Atrial natriuretic peptide receptor 3 TRINITY_DN201795_¢8 g6_i3

Alpha—1B adrenergic receptor TRINITY_DN194813_¢c5 g2 i2

Very low-density lipoprotein receptor TRINITY_DN195602 c0_g1_i1
Tyrosine—protein kinase transmembrane receptor ROR1 TRINITY_DN189918 c2 g1 i1
Fibroblast growth factor receptor 2 TRINITY_DN195877_c0_ g1 _i2

Glutamate receptor ionotropic, NMDA 1 TRINITY_DN193218 c0_g1 i1
Insulin-like growth factor 1 receptor (Fragment) TRINITY_DN200703_c0_g1_i1
Neuronal acetylcholine receptor subunit alpha-3 TRINITY_DN196479_c2 g1 _i4
Myoblast growth factor receptor egl-15 TRINITY_DN202433_c0_g1_i1
Polycystin-2 TRINITY_DN187086_c0_g1_i1

Receptor—type tyrosine—protein phosphatase kappa TRINITY_DN193065_c0_g6_i1
Toll-like receptor 1 TRINITY_DN199225 c12 g1_i6

Discoidin domain—containing receptor 2 TRINITY_DN200049_¢c3_g1_i3
Metabotropic glutamate receptor 3 TRINITY_DN199465_c2 g1_i4

Beta-2 adrenergic receptor TRINITY_DN189843 c0_g1_i1

Abhydrolase domain—containing protein 2 TRINITY_DN200094 c1_g1_i2

Trace amine-associated receptor 7d TRINITY_DN197736_c1_g1_i1

Frizzled—6 TRINITY_DN188368_c0_g1 il

Muscle, skeletal receptor tyrosine-protein kinase TRINITY_DN188895_c0 g1 i1
Probable G-protein coupled receptor 19 TRINITY_DN182528_c0_g1_i1

F|gu re S1. Heat map di Splay| ng gene expression EGF-ike module-containing mucin-fis hormone receptor-lie | TRINITY_DN199839.60_g1.9
Glycine receptor subunit alpha—4 TRINITY DN197252 c4 g1 i1
Ievels Of detected D EGS between Control and IOW- Macrophage mannose re.c.eptor 1 TRINITY_DN204210_c2 g2 i12 )
. L. R R Discoidin domain—containing receptor 2 TRINITY_DN201541_c0_g3_i1
magnesium conditions. Colors indicate Z-score C-type mannose receptor 2 TRINITY.DN196454 o2 ¢2 3
. C-type mannose receptor 2 TRINITY_DN196454 c2 g2 i2
transfo rmed F P K M Val ues Of genes an notated WI th Probable G*protein coupled receptor 133 TRINITY_DN1 97545705,g3,i2
. . R Probable G-protein coupled receptor 133 TRINITY_DN175761_c0_g1_i1
G O term | g nal | ng receptor actlvl ty Small conductance calcium-activated potassium channel protein TRINITY_DN196643_c1_g1_i11

Roundabout homolog 2 TRINITY_DN201221_c5_g1_i1

(GO . 0038023), yel IOW and bl ue h | gh | |ght5 indicate Probable G-protein coupled receptor 125 TRINITY_DN198037 c2 g2 il

R . R Brain—specific angiogenesis inhibitor 3 TRINITY_DN202669_c1_g11_i1

hi g her and lower expression val ues, respec“ve |y Inactive tyrosine-protein kinase 7 TRINITY_DN201381_c1_g1_if
Transient receptor potential cation channel subfamily A member 1 TRINITY_DN199407 ¢3_g2 il
Fibroblast growth factor receptor 1-A TRINITY_DN194574 c0_g2 il
Trace amine-associated receptor 7b TRINITY_DN197462_c0_g2 i1
Trace amine-associated receptor 1 TRINITY_DN200446_c4 g2 i3
Neuropeptide FF receptor 2 TRINITY_DN198941 c2 g2 i1
Sortilin-related receptor TRINITY_DN201369_c0_g1_i1
Receptor-type tyrosine—protein phosphatase N2 TRINITY_DN199125_c0_g2 i1
Receptor—type tyrosine—protein phosphatase N2 TRINITY_DN199125_c0_g2 i3
Growth hormone secretagogue receptor type 1 TRINITY_DN201684 _c0_g1_i1
Pyroglutamylated RFamide peptide receptor TRINITY_DN203492 ¢3 g1_i1
Pyroglutamylated RFamide peptide receptor TRINITY DN176964_c1 g1_i1
Neuropeptide Y receptor type 2 TRINITY_DN195926_c0_g1_i1
Probable G-protein coupled receptor 45 TRINITY_DN202846_c4 g2_i1

Control Low-Mg



Response to endogenous stimulus (GO:0009719)

Gremlin—1 TRINITY_DN180313_c0_g1 i1

72 kDa type IV collagenase TRINITY_DN196327 c4 g1_i1

Anionic trypsin—1 TRINITY_DN187629 c0_g1_i1

Protein dachsous TRINITY_DN200370 c1_g1_i1

Carbonic anhydrase 2 TRINITY_DN196323_c0_g1_i1

Vitellogenin TRINITY_DN202055_c0_g19_i3

Pappalysin—1 TRINITY_DN196123 c1 g1_i1

CUB and zona pellucida-like domain—containing protein 1 TRINITY_DN201225 c0_g1_i1
Fibrillin—1 TRINITY_DN194077_c0_g1_i1

Receptor-type tyrosine-protein phosphatase kappa TRINITY_DN193065_c0_g6_i1
Low~—density lipoprotein receptor-related protein 4 TRINITY_DN203487_c2 g1 i1
Sodium- and chloride-dependent GABA transporter 1 TRINITY_DN198321_¢c0_g1_i1
ATP-binding cassette sub—family A member 1 TRINITY_DN202779_c2 g1_il
Fibroblast growth factor receptor 1 TRINITY_DN186935_c0_g1_i3
Serine/threonine—protein kinase SIK2 TRINITY_DN193405_¢3 g1 _il

Anionic trypsin—1 TRINITY_DN173422 c0_g1_i1

Gremlin-2 TRINITY_DN180226_c0 g1 i1

Myoblast growth factor receptor egl-15 TRINITY_DN202433_c0_g1_i1
Cholinesterase TRINITY_DN182118_c0_g1_i5

Voltage-dependent T-type calcium channel subunit alpha—1H TRINITY_DN202498 c2 g1 i2
Dystroglycan TRINITY_DN201762 c1_g3_i1

Protocadherin Fat 4 TRINITY_DN203417 c2 g1 i4

Noggin—2 TRINITY_DN202394 c2 g2 i2

Cytochrome b—245 heavy chain TRINITY_DN188394 ¢2 g1 i1

Protein Wnt—-8a TRINITY_DN197089_c1 _g1_i2

Chordin-like protein 1 TRINITY_DN201529 ¢4 g6 i1

CUB and zona pellucida-like domain—containing protein 1 TRINITY_DN196376_c3 g4 i3
Amiloride-sensitive amine oxidase [copper—containing] TRINITY_DN197258_c1_g1_i2
Krueppel-like factor 5 TRINITY_DN186588_c0 g1 _i1

CUB and zona pellucida-like domain—containing protein 1 TRINITY_DN196376_c3_g4 i1
Lithostathine—1 TRINITY_DN202660_c0_g2_i1

Transient receptor potential cation channel subfamily A member 1 TRINITY_DN199407_c3 g2 i1
Long-chain—fatty—acid——CoA ligase 1 TRINITY_DN193277_c1_g1_i1

Sclerostin domain—containing protein 1 TRINITY_DN188299 _c0_g1_i1

Protocadherin Fat 4 TRINITY_DN203970_c0_g2_i1

Tenascin TRINITY_DN202943 c0_g1_il

Fibroblast growth factor receptor 3 TRINITY_DN186935_c0_g1_i1

Protein sprouty homolog 2 TRINITY_DN189908 _c1_g1_il

Metalloproteinase inhibitor 4 TRINITY_DN197244 c4 g1_i3

5-hydroxytryptamine receptor 1B TRINITY_DN195209 c8 g2 i10

Sodium- and chloride-dependent GABA transporter 1 TRINITY_DN201549_c0_g1_i1
GAS2-like protein 1 TRINITY_DN200180_c0_g1_i1

Low-density lipoprotein receptor-related protein 6 TRINITY_DN204237 c0_g2 i1
Polycystin—2 TRINITY_DN187086_c0_g1_i1

Serine——pyruvate aminotransferase TRINITY_DN194888_c5_ g2 i2

Transcription factor SOX-9 TRINITY_DN174036_c0_g1 i1

ETS domain—containing protein Elk—1 TRINITY_DN167490_c0_g1_i1

Roundabout homolog 2 TRINITY_DN201221_c5 g1_i1

Fibroblast growth factor receptor 1 TRINITY_DN185204 c0 g1 i1

COUP transcription factor 1 TRINITY_DN188670_c0_g1_i2

Carbonic anhydrase 4 TRINITY_DN204241_c4 g6_il

Fibroblast growth factor receptor 2 TRINITY_DN202001_c0_g1_i1

Glycine receptor subunit alpha—1 TRINITY_DN197219 ¢2 g1 i1

Collagen alpha=1(I) chain TRINITY_DN186104_c0 g1 i1

Probable G-protein coupled receptor 133 TRINITY_DN197545 _¢5 g3 i2
Latrophilin—3 TRINITY_DN203592 c0_g1_i1

Receptor—type tyrosine-protein kinase FLT3 TRINITY_DN202998 c0 g1 _i1

Disabled homolog 2-interacting protein TRINITY_DN195683_c1_g1_i1

ATP-binding cassette sub—family G member 1 TRINITY_DN193836_c0_g1_i1
Homeodomain-interacting protein kinase 2 TRINITY_DN191025_c0_g1_i1

Zinc finger protein 703 TRINITY_DN159755_c0_g1_il

Fibroblast growth factor receptor 1-A TRINITY_DN194574_c0_g2 i1

Protocadherin Fat 4 TRINITY_DN204077_c0_g1_i1

Low-density lipoprotein receptor-related protein 5 TRINITY_DN176088 c0_g1 i1
Protocadherin Fat 4 TRINITY_DN203451 c0_g2 i1

Sodium/calcium exchanger 1 TRINITY_DN193471_c0_g1_i1

Thrombospondin—1 TRINITY_DN202377_c1_gl_il

CD109 antigen TRINITY DN165128_c0_g1_il

Neuronal acetylcholine receptor subunit alpha-7 TRINITY_DN195529_¢c0 _g1_i1
Low—density lipoprotein receptor—related protein 4 TRINITY_DN185028 _c0_g1_i3

CUB and zona pellucida-like domain—containing protein 1 TRINITY_DN201225_c0_g1_i1
CUB and zona pellucida-like domain—containing protein 1 TRINITY_DN200724_¢c2 g1 i1
Procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 TRINITY_DN193303_c0_g1_i1
COUP transcription factor 1 TRINITY_DN188670_c0_g1_i2

Noggin—2 TRINITY_DN202394 c2 g2 i2

ABC transporter G family member 36 TRINITY_DN198661_c4 g1 il

Neuropeptide FF receptor 2 TRINITY_DN191811_¢0_g2 i3

Krueppel-like factor 5 TRINITY_DN186588_c0_g1_il

Alpha—1A adrenergic receptor TRINITY_DN196773_¢c0_g1.i3

Control Low-Mg

Lower _ J Higher

_3 1 1 3 Thrombospondin—1 TRINITY_DN193107_c0_g1_i2
cGMP-inhibited 3',5'-cyclic phosphodiesterase A TRINITY_DN194413_c2 g1 i1
Z-score Alpha-1B adrenergic receptor TRINITY_DN194813_c5 g2 i2

Insulin receptor TRINITY_DN196512_c1_g1_i3

Thrombospondin—1 TRINITY_DN164412_c1 g1 _i1

Epithelial splicing regulatory protein 1 TRINITY_DN201044_c3 g2_i13

Protein sprouty homolog 2 TRINITY_DN187967_c1_g1_il

Bone morphogenetic protein 2 TRINITY_DN200035_c0_g2_i1

Neuronal acetylcholine receptor subunit alpha—3 TRINITY_DN196479_c2 g1 _i4
Forkhead box protein O TRINITY_DN185298_c0_g1_i1

Pyroglutamylated RFamide peptide receptor TRINITY_DN203492_c3 g1_i1
Serum response factor (Fragment) TRINITY_DN185811_c0_g1_i1

Integrin alpha-8 TRINITY_DN202511 c1 g2 i1

Paired box protein Pax-3-A TRINITY_DN161451_c0_g1_it

Protein jagged-1 TRINITY_DN185192_c0_g1 i1

Fibroblast growth factor receptor 2 TRINITY_DN204283 c0_g1_i2

Carbonic anhydrase 4 TRINITY_ DN181363_c1_g3.i3

Glycine receptor subunit alpha—4 TRINITY_DN197252_c4 g1 i1

Circadian locomoter output cycles protein kaput TRINITY_DN201562 _c1_g3_i1
Fibroblast growth factor receptor 3 TRINITY_DN194124 c2 g1 i1
Dorsal-ventral patterning tolloid-like protein 1 TRINITY_DN202519_c0 g1_i2
Latrophilin—3 TRINITY_DN204270_c2 g1.i3

Glutamate receptor ionotropic, NMDA 1 TRINITY_DN193218_c0_g1_i1

E3 ubiquitin—protein ligase TRIM71 TRINITY_DN23407_c0_g1_i1
Brain-specific angiogenesis inhibitor 3 TRINITY_DN202669 _c1_g11_i1

ABC transporter G family member 36 TRINITY_DN198661_c4 g1_i1
Neuropeptide FF receptor 2 TRINITY_DN198941 ¢2 g2 i1

Paired box protein Pax—3-A TRINITY_DN179400_c0_g1_i1

Growth hormone secretagogue receptor type 1 TRINITY_DN201684_c0_g1_i1
CUB and zona pellucida-like domain—containing protein 1 TRINITY_DN200724 c2 g1 i1
Neurogenic locus notch homolog protein 1 TRINITY_DN203645_c2 g1_i6

Figure S2. Heat map displaying gene expression
levels of detected DEGs between control and low-
magnesium condition. Colors indicate Z-score
transformed FPKM values of genes annotated
with GO term: response to endogenous stimulus
(G0O:0009719); yellow and blue highlights
indicate higher and lower expression values,
respectively.

Control Low-Mg



Hemicentin-2 TRINITY_DN194610_c2_g1_i2

Hemicentin-2 TRINITY_DN194610_c2_g1_i3

Hemicentin-2 TRINITY_DN194610_c1_g1_i3

Hemicentin-2 TRINITY_DN200367_c1_g3_i2

Collagen alpha-5(VI) chain TRINITY_DN196884_c0_g5_il
Collagen alpha-5(VI) chain TRINITY_DN203041_c0_g3_il
Collagen alpha-6(VI1) chain TRINITY_DN203951_c1_g2_i2
Matrilin-2 TRINITY_DN194613_c0_g2_i2

Matrilin-2 TRINITY_DN199809_c1_g1_i6

Matrilin-2 TRINITY_DN200526_c3_g1_i3

Dystroglycan TRINITY_DN201762_c1_g1_i4
Galectin-3-binding protein TRINITY_DN200839_c5_g1_i2
Metalloproteinase inhibitor 3 TRINITY_DN191180_c0_g1_il
Glypican-4 TRINITY_DN191246_c0_g1_i1

Collagen alpha-1(1) chain TRINITY_DN186104_c0_g1_il
Collagen alpha-2(1) chain TRINITY_DN195008_c0_g1_il

72 kDa type IV collagenase TRINITY_DN196327_c4_gl1_il
Alkaline phosphatase, tissue-nonspecific isozyme TRINITY_DN189198_c0_g1_il
Fibropellin-1 TRINITY_DN172996_c0_g1_i1

Fibropellin-1 TRINITY_DN172996_c0_g1_i2

Collagen alpha-2(VI1) chain TRINITY_DN195785_c1_g8_il
Collagen alpha-1(XIl) chain TRINITY_DN134634_c0_g1_il
Collagen alpha-1(IV) chain TRINITY_DN201977_c2_g1_il
Bone morphogenetic protein 7 TRINITY_DN194501_c3_g3_il
Fibroblast growth factor receptor 2 TRINITY_DN202001_c0_g1_il
Fibroblast growth factor receptor 2 TRINITY_DN204283_c0_g1_i2
Lactadherin TRINITY_DN201123_c0_g1_il
Metalloproteinase inhibitor 3 TRINITY_DN184027_c0_g1_il
Protein Wnt-2 TRINITY_DN196547_c2_g1_il

Protein Wnt-5a TRINITY_DN193382_c1_g1_i2
Thrombospondin-1 TRINITY_DN193107_c0_g1_i2
Thrombospondin-1 TRINITY_DN164412_c1_gl_il
Thrombospondin-4 TRINITY_DN203820_c1_g3_i2
Spondin-1TRINITY_DN194222_c0_g3_i1

Fibrillin-1 TRINITY_DN194077_c0_g1_i1

CD151 antigen TRINITY_DN192344_c0_g1_i1

Protein Wnt-8a TRINITY_DN197089_c1_g1_i2

Matrix metalloproteinase-9 TRINITY_DN200883_c1_g1_il
Neurocan core protein TRINITY_DN200123_c6_g2_i11
Neural cell adhesion molecule L1-like protein TRINITY_DN192508_c0_g1_i1
Lactadherin TRINITY_DN200724_c3_g1_il

Lactadherin TRINITY_DN184950_c0_g1_i2
Metalloproteinase inhibitor 4 TRINITY_DN197244_c4_g1_i3
Bone morphogenetic protein 1 TRINITY_DN182738_c0_g1_il
Fibulin-2 TRINITY_DN181126_c1_g1_i1

Extracellular matrix (GO:0031012)

Hemicentin—2 TRINITY_DN196708_c0_g1_i3

Olfactomedin-like protein 2B TRINITY_DN197899 c2 g2 i5

Fibropellin—1 TRINITY_DN194820_c7 g3 i1

Lactadherin TRINITY_DN203802_c0_g1_i1

Protein slit TRINITY_DN201073_c1_g3.i11

Protein slit TRINITY_DN201073_c1_g3.i8

Fibrillin—1 TRINITY_DN204313_¢c3_g1_i1

Fibrillin—1 TRINITY_DN192596_c1_g1_i1

Fibrillin—1 TRINITY_DN192596 c1 g1_i5

Tenascin—R TRINITY_DN199796_c2_g3.i6

Olfactomedin-like protein 2B TRINITY_DN185833_c2 g1_i2

Fibrillin-2 TRINITY_DN203554_c0_g1_i2

Olfactomedin-like protein 2A TRINITY_DN197899 _c2 g2 i4

Tenascin-R TRINITY_DN199796_c2 g3l

Tenascin-R TRINITY_ DN196910_c2 g2 i5

Collagen triple helix repeat—containing protein 1 TRINITY_DN189449 ¢2 g9 i3
Collagen triple helix repeat—containing protein 1 TRINITY_DN188280_c2 g2 i1
Collagen triple helix repeat—containing protein 1 TRINITY_DN189449 c2 g9 i4
Collagen triple helix repeat—containing protein 1 TRINITY_ DN191386_c1_g1.i15
Collagen triple helix repeat—containing protein 1 TRINITY_DN191386_c1_g1_i6
Hemicentin—2 TRINITY_DN184230_c2 g1 il

A disintegrin and | teinase with thromk 1din motifs 18 TRINITY_DN198199_c0_g3 i1
Hemicentin—1 TRINITY_DN200979_c0_g2_i2

Collagen triple helix repeat—containing protein 1 TRINITY_DN189449 c2 g9 i1
Collagen triple helix repeat—containing protein 1 TRINITY_ DN191386_c1_g1.i12
A disintegrin and Il with thromb din motifs 16 TRINITY_DN203851_c5_g4.i2

Control Low-Mg

Lower | | Higher

—3 - 1 1 3 Basement membrane-specific heparan sulfate proteoglycan core protein TRINITY_DN199692_c0_g1_il
Thrombospondin-4 TRINITY_DN203820_c1_g3_il
Z-score Dystroglycan TRINITY_DN201762_c1_g3_i1

Transmembrane matrix receptor MUP-4 TRINITY_DN201991_c0_g2_i4
Thrombospondin-1TRINITY_DN202377_c1_gl_il

din-B and thromb: din type-1 domain-containing protein TRINITY_DN170579_c0_g1_il
Matrix metalloproteinase-25 TRINITY_DN151773_c0_g1_il
Peroxidasin homolog TRINITY_DN198567_c0_g2_il
CD151 antigen TRINITY_DN194657_c0_g1_i4
Adisintegrin and oteinase with thromb. din motifs 18 TRINITY_DN203947_c1_g1 i1
Collagen alpha-1(XIl) chain TRINITY_DN200729_c0_g1_il
Collagen alpha-1(XIl) chain TRINITY_DN203951_c0_g1_il
Collagen alpha-1(XIl) chain TRINITY_DN203259_c3_gl_i2
FRAS1-related extracellular matrix protein 2 TRINITY_DN201712_c2_g1_i5
FRAS1-related extracellular matrix protein 2 TRINITY_DN201712_c2_g1_il
Heparanase TRINITY_DN201673_c3_g4_il
Collagen alpha-1(XIV) chain TRINITY_DN199107_c0_g2_il
Extracellular matrix protein FRAS1 TRINITY_DN187764_c1_gl_il
SPARC-related modular calcium-binding protein 1 TRINITY_DN198340_c0_g1_i1
von Willebrand factor TRINITY_DN203430_c1_g3_i1
Vitrin TRINITY_DN191760_c2_g1_i1
Netrin-1TRINITY_DN194218_c3_g1_il
Versican core protein TRINITY_DN188644_c1_g2_i3
Collagen alpha-1(1l) chain TRINITY_DN200202_c0_g1_il
Peroxidasin homolog TRINITY_DN172840_c0_g1_il1
Protein Wnt-8b TRINITY_DN197150_c2_g1_il
Collagen triple helix repeat-containing protein 1 TRINITY_DN183041_c1_gl_il
Collagen triple helix repeat-containing protein 1 TRINITY_DN177458_c0_g1_i1
Hemicentin-1TRINITY_DN201619_c3_g1_il
Hemicentin-1TRINITY_DN202754_c3_g4_i5
Hemicentin-1TRINITY_DN202044_c6_g2_i7
Hemicentin-1TRINITY_DN198712_c0_g3_il
Mucin-4 TRINITY_DN203021_c0_g1_il
Mucin-4 TRINITY_DN203497_c0_g1_i3
Collagen alpha-1(XIl) chain TRINITY_DN191728 _c2_g2_il
Collagen triple helix repeat-containing protein 1 TRINITY_DN203459_c0_g1_i1
Spondin-1TRINITY_DN190526_c0_g1_il
Adisintegrin and lloproteinase with thromk in motifs 9 TRINITY_DN203110_c1_g2_i4
Matrix metalloproteinase-24 TRINITY_DN175321_c1_gl_il
EGF-containing fibulin-like extracellular matrix protein 2 TRINITY_DN204390_c5_g1_il

Figure S3. Heat map displaying gene expression
levels of detected DEGs between control and low
magnesium conditions. Colors indicate Z-score
transformed FPKM values of genes annotated with
GO term: extracellular matrix (GO:0031012); yellow
and blue highlights indicate higher and lower
expression values, respectively.
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Cell surface receptor signaling pathway (GO:0007166)

ETS-related transcription factor EIf-1 TRINITY_DN196499 c2 g2 i1

Hemicentin-2 TRINITY_DN196708_c0_g1_i3

Microtubule—actin cross-linking factor 1 TRINITY_DN182881_c0_g1_i1

E3 ubiquitin—protein ligase TRIM71 TRINITY_DN197036_c0_g1_i1

E3 ubiquitin-protein ligase TRIM71 TRINITY_DN198159_c0 g1 i1

Proto—-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN190091_c3 g1_i5
Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN190091 ¢3 g1 i3
Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN201415_¢c0_g1_i1
Actin-related protein 2/3 complex subunit 3 TRINITY_DN225236_c0_g1_i1

Short transient receptor potential channel 5 TRINITY_DN202196_c2 g3 i7

Short transient receptor potential channel 5 TRINITY_DN195983_c5_g3.i5

Cubilin TRINITY_DN193782 c2 g1_i2

Programmed cell death protein 6 TRINITY_DN195314 _c0 g1 _i1

Programmed cell death protein 6 TRINITY_DN195314 c0_g1_i2

Low~—density lipoprotein receptor-related protein 6 TRINITY_DN202651_c0_g5_i1
Suppressor of cytokine signaling 2 TRINITY_DN185106_c0_g1_i1

BAG family molecular chaperone regulator 3 TRINITY_DN201952 _c0_g2 i4
2'-5"-oligoadenylate synthase 1 TRINITY_DN197410_c4 g2 i4

Glutathione peroxidase 1 TRINITY_DN174795_¢c0 g1_i1

Neurogenic locus Notch protein TRINITY_DN203124 c1 g1_i1

Neurogenic locus Notch protein TRINITY_DN203124 c1 g1 _i4

Melanotransferrin TRINITY_DN180597_c1_g1_i2

Tumor necrosis factor TRINITY_DN189418 _c0 g1 i1

Lactadherin TRINITY_DN203802_c0_g1_i1

Protein slit TRINITY_DN201073_c1_g3.i11

Protein slit TRINITY_DN201073_c1_g3.i8

Proto—-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN179002_c0_g3_i1
Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN201661_c6_g1_i1
Fibrillin—1 TRINITY_DN204313_¢3 g1_i1

Fibrillin—1 TRINITY_DN192596 c1_g1_i1

Neuronal acetylcholine receptor subunit alpha—-7 TRINITY_DN182924_c0_g1_i1
Signal transducer and activator of transcription 5B TRINITY_DN195509_c3 g1_i1
Cell division control protein 42 homolog TRINITY_DN193716_c6_g1_i1
Angiopoietin—1 receptor TRINITY_DN203658_c4 g3_i1

Angiopoietin-1 receptor TRINITY_DN198546_c1_g1_i1

Prolow—density lipoprotein receptor-related protein 1 TRINITY_DN204115_c0_g1_i1
E3 ubiquitin—protein ligase TRIM71 TRINITY_DN203610_c7_g1_i1

Protocadherin Fat 4 TRINITY_DN204382 _¢c3 g2 i2

Fibroblast growth factor receptor 4 TRINITY_DN203658_c4 g9_i1

Phosphatidate phosphatase PPAPDC1A TRINITY_DN191977_c2 g3 i4

GTPase HRas TRINITY_DN188548 c0 g1 it

Fibrillin-2 TRINITY_DN203554_c0_g1_i2

Activated RNA polymerase Il transcriptional coactivator p15 TRINITY_DN175682 c0_g1_i1
Receptor—type tyrosine-protein phosphatase F TRINITY_DN193807_c5 g1 _i4
Follistatin-related protein 4 TRINITY_DN190392 c1 g2 i1

Transient receptor potential cation channel subfamily A member 1 TRINITY_DN199896_c3 g2_i3
Ubiquitin carboxyl-terminal hydrolase CYLD TRINITY_DN190797_¢3_g3.i2
Leucine-rich repeat-containing protein 15 TRINITY_DN203609_c2 g1.i10
Transient receptor potential cation channel subfamily A member 1 TRINITY_DN199896_c3_g2_i2
Collagen triple helix repeat—containing protein 1 TRINITY_DN189449 c2 g9 i3
Collagen triple helix repeat—containing protein 1 TRINITY_DN188280_c2 g2_i1
Collagen triple helix repeat—containing protein 1 TRINITY_DN189449 c2 g9 i4
Collagen triple helix repeat—containing protein 1 TRINITY DN191386_c1 g1.i15
Collagen triple helix repeat—containing protein 1 TRINITY_DN191386_c1_g1_i6

E3 ubiquitin-protein ligase MIB2 TRINITY_DN200043_c2 g1_i1

A disintegrin and i with thromb 1din motifs 18 TRINITY_DN198199 _c0 _g3.i1
G-protein—signaling modulator 2 TRINITY_DN125915_c0_g1_i1

G-protein-signaling modulator 2 TRINITY_DN189871_c6_g1_i2

Low—density lipoprotein receptor-related protein 4 TRINITY_DN202651_c0_g1_i1
Uromodulin TRINITY_DN186276_c0_g3_i2

Hemicentin—1 TRINITY_DN200979_c0_g2_i2

Collagen triple helix repeat—containing protein 1 TRINITY_DN189449 c2 g9 i1
Collagen triple helix repeat—containing protein 1 TRINITY_DN191386_c1_g1_i12
Frizzled-5 TRINITY_DN196803 c1 g1 it

Tumor protein 63 TRINITY_DN200741_c0_g3_i1

Gremlin—2 TRINITY_DN187742_c0_g1 i1

Integrin alpha—X TRINITY_DN189511_c2 g1 _i1

T-box transcription factor TBX20 TRINITY_DN186240_c3 g1.i3

Protocadherin-like wing polarity protein stan TRINITY_DN204382 c3 g2 i3
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Control Low-Mg

Cortactin—binding protein 2 TRINITY_DN187680_c0 g1 _i1

Hemicentin—2 TRINITY_DN194610_c2 g1_i2

Hemicentin—2 TRINITY_DN194610_c2 g1.i3

Hemicentin-2 TRINITY_DN194610_c1_g1.i3

Hemicentin-2 TRINITY_DN200367_c1_g3.i2

1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase eta—2 TRINITY_DN191938_c0_g1_i1
Neurogenic locus notch homolog protein 1 TRINITY_DN203599_c0_g1_i2
Cyclin—-dependent kinase 14 TRINITY_DN191433_c1 g1 i1

Facilitated trehalose transporter Tret1 TRINITY_DN157110_c0_g1_i1

Myoferlin TRINITY_DN202678_c0_g1_i1

G-protein coupled receptor 161 TRINITY_DN193886_c0 g1 _i1

Cationic amino acid transporter 2 TRINITY_DN194155_c5_g4 il

Latrophilin Cirl TRINITY_DN172312_¢c0_g1_i1

E3 ubiquitin-protein ligase MYLIP TRINITY_DN190305_c0_g1_it

DOMON domain—containing protein FRRS1L TRINITY_DN201380_c5_g6_i4
Metalloprotease TIKI1 TRINITY_DN186203_c0_g1_i1

Neurogenic locus notch homolog protein 1 TRINITY_DN198552_c1_g1_i1

Neurogenic locus notch homolog protein 1 TRINITY_DN201436_c0_g2_i2
Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN201328 c1 g2 i1
Proto—-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN199706 c2 g1 i2
Ankyrin—3 TRINITY_DN203333 _¢c0_g1_i3

Amyloid beta A4 precursor protein—binding family B member 1 TRINITY_DN197176_c0_g1_i1
Adenosine receptor A2b TRINITY DN194858 c2 g2 i1

Lipid phosphate phosphohydrolase 3 TRINITY_DN196879_c0_g1_i1

Rho GTPase-activating protein 33 TRINITY_DN203065_c0_g1_i4

Potassium channel subfamily K member 3 TRINITY_DN201544 _c0_g1_i2

Disintegrin and metalloproteinase domain—containing protein 10 TRINITY_DN201463_¢c2 g1 i1
Dystroglycan TRINITY_DN201762_c1_g1_i4

Short transient receptor potential channel 4 TRINITY_DN202920 c3 g1 i1

Short transient receptor potential channel 4 TRINITY_DN202920 ¢3 g1 _i2

Cadherin EGF LAG seven—pass G-type receptor 1 TRINITY_DN203537_c0_g1_i1
Acid-sensing ion channel 3 TRINITY_DN201067_c0_g1_i1

Bone morphogenetic protein receptor type—2 TRINITY_DN195698_c1_g2_i1

Catenin delta-2 TRINITY_DN201695_c3 g1 i2

Disintegrin and metalloproteinase domain—containing protein 12 TRINITY_DN202170_c0_g5_i1
Disintegrin and metalloproteinase domain—containing protein 12 TRINITY_DN202170_c0_g5_i2
Protein sprouty homolog 2 TRINITY_DN189908 c1_g1_it

Potassium voltage—gated channel subfamily H member 6 TRINITY_DN190442 c0 g1 _i2
Prominin—1 TRINITY_DN202125_c1_g1.i3

Prominin—1 TRINITY_DN204088 c1_g1_i1

Prominin—1 TRINITY_DN202125_c1_g1_i1

Neuropilin-2 TRINITY_DN190104_c4 g1_i1

Neuropilin-2 TRINITY_DN197026_c1_g1_i2

Neuropilin-2 TRINITY_DN188502_c1 g6 i4

Cubilin TRINITY_DN161539_c0_g1_it

Short transient receptor potential channel 5 TRINITY_DN198780_c5_g3_i1

Cubilin TRINITY_DN196205_c0_g2_i2

5-hydroxytryptamine receptor 4 TRINITY_DN186167_c0_g3_i1

5-hydroxytryptamine receptor 4 TRINITY_DN198793 c2 g3 i5

Low—density lipoprotein receptor-related protein 4 TRINITY_DN203487 c2 g1 i1
Low-density lipoprotein receptor-related protein 4 TRINITY_DN185028 c0_g1_i3
Low-density lipoprotein receptor-related protein 5 TRINITY_DN176088_c0_g1_i1
Glypican—4 TRINITY_ DN191246_c0_g1_i1

Low—density lipoprotein receptor-related protein 6 TRINITY_DN204237_c0_g2_i1

Transient receptor potential cation channel subfamily A member 1 TRINITY_DN198430_c2 g1 _i2

Carboxypeptidase D TRINITY_DN176614_c0_g1_i1
Carboxypeptidase D TRINITY_DN197193_ c16_g2_i1
Frizzled-8 TRINITY_DN196803_c3 g1 i1

Homeobox protein SIX3 TRINITY_DN169849 _c0_g2 i1
Melanotransferrin TRINITY_DN196807_c9_gb_il
Melanotransferrin TRINITY_DN196807_c9 _g5_i1

Apelin receptor TRINITY_DN202700_c1 g6 i1

Latrophilin—3 TRINITY_DN203592_c0_g1_i1

Carbonic anhydrase 2 TRINITY_DN196323 _c0_g1_i1

Collagen alpha=1(I) chain TRINITY_DN186104_c0_g1_i1

Cytochrome b—245 heavy chain TRINITY_DN188394 c2 g1 i1

Substance—K receptor TRINITY_DN201267_c3_g1_i1

Insulin receptor TRINITY_ DN196512 ¢1 g1.i3

Neurogenic locus Notch protein TRINITY_DN200326_c1_g1_i1

Neurogenic locus Notch protein TRINITY_DN200755_c1_g1_i1
Gamma-—glutamyltranspeptidase 1 TRINITY_DN198691_c3_g7_i1

Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN204051 c1 g1_i3
72 kDa type IV collagenase TRINITY_DN196327_c4 g1 il

Melanotransferrin TRINITY_DN196807_c9_g5_i2

Melanotransferrin TRINITY_DN196807_c9 g1 _i1

Alkaline phosphatase, tissue—nonspecific isozyme TRINITY_DN189198 _c0_g1_il
Patatin-like phospholipase domain—containing protein 2 TRINITY_DN188307_c0_g1_i1
Protein kinase C alpha type TRINITY_DN189096 _c9 g1 i1

Ras-related protein Rab—3A TRINITY DN186391_c0_g1_i1

Fibroblast growth factor receptor 1 TRINITY_DN186935_c0_g1.i3

Dystrophin TRINITY_DN191076_c0_g1_i1

Collagen alpha—2(VI) chain TRINITY_DN195785_c1_g8.i1

Integrin beta—1-B TRINITY_DN198258 c0 g1 it

Bone morphogenetic protein 2 TRINITY_DN200035_¢c0_g2_i1

Potassium voltage—gated channel subfamily C member 1 TRINITY_DN200352_c0_g3 i1
Potassium voltage—gated channel subfamily C member 1 TRINITY_DN200850_c5_g1_i3
Atrial natriuretic peptide receptor 1 TRINITY_DN201795_c8 _g6_i2

Atrial natriuretic peptide receptor 1 TRINITY_DN203546_c2 g1_i2

Fibroblast growth factor receptor 3 TRINITY_DN186935_c0_g1_i1

Fibroblast growth factor receptor 2 TRINITY_DN202001_c0_g1_i1

Fibroblast growth factor receptor 2 TRINITY_DN204283 c0_g1_i2
Sodium/potassium-transporting ATPase subunit alpha—1 TRINITY_DN200268_c0_g1_i1
Atrial natriuretic peptide receptor 1 TRINITY_DN203546_c2 g1_i1
Gamma—glutamyltranspeptidase 1 TRINITY_DN189298 c2 g1_i5

Neuroglian TRINITY_DN201351_c3_g2_il

Ras-related protein Rab—3A TRINITY_DN198445 c3 g2 i1

Neurogenic locus notch homolog protein 1 TRINITY_DN204204 c1 _g1_i2

Neurogenic locus notch homolog protein 1 TRINITY_DN201246_c0 g2 i1

Lactadherin TRINITY_DN201123_c0_g1_i1

Fibroblast growth factor receptor 1 TRINITY_DN185204 c0_g1_it
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Fibroblast growth factor receptor 3 TRINITY DN194124 c2 g1 i1

Glycine receptor subunit alpha—1 TRINITY_DN197219_c2 g1_i1

Receptor-type tyrosine-protein phosphatase delta TRINITY_DN202587 c3 g1_i1
Colorectal mutant cancer protein TRINITY_DN194318_c0_g1_i4

Glutamate receptor 2 TRINITY_DN203481_c2 g2 i5

Sodium— and chloride—dependent GABA transporter 1 TRINITY_DN201549 c0_g1_i1
Pancreatic secretory granule membrane major glycoprotein GP2 TRINITY_DN180711_c0_g1_i1
Integrin alpha—8 TRINITY_DN202511_c1_g2 i1

Beta—3 adrenergic receptor TRINITY_DN197953 c6_g1_i1

5-hydroxytryptamine receptor 1B TRINITY_DN195209 c8 g2 i10

Protein Wnt-2 TRINITY_DN196547_c2 g1 i1

Synaptotagmin—2 TRINITY_DN191498 c0_g1 i1

Membrane-bound alkaline phosphatase TRINITY_DN200205_c0_g1_i3

Adenylate cyclase type 5 TRINITY_DN196236_c0_g1_i1

High affinity cationic amino acid transporter 1 TRINITY_DN196604_c6_g2 i1
Tachykinin—like peptides receptor 99D TRINITY_DN190158_¢0_g1_i1
Tachykinin—like peptides receptor 99D TRINITY_DN201380_c5 g6_i1

Protein Wnt—-5a TRINITY_DN193382_c1_g1_i2

Metabotropic glutamate receptor 3 TRINITY_DN200297 c0 g1 i1

Sodium~— and chloride-dependent GABA transporter 1 TRINITY_DN198321_c0_g1_i1
Gastrin/cholecystokinin type B receptor TRINITY_DN187621_c1_g1_i1
Melanocortin receptor 5 TRINITY_DN180683 _c0_g2 i1
Long-chain—fatty—acid——CoA ligase 1 TRINITY_DN193277 c1 g1_i1

Alpha—1A adrenergic receptor TRINITY_DN196773_c0_g1_i3

G-protein coupled receptor 3 TRINITY_DN194220_c0 g1 _i1

Thrombospondin—1 TRINITY_DN193107_c0_g1_i2

Thrombospondin—1 TRINITY_DN164412_c1 g1 i1

Fibrillin—1 TRINITY_DN194077_c0_g1_i1

Vascular endothelial growth factor receptor 3 TRINITY DN198749 c1 g2 i1
Amiloride-sensitive amine oxidase [copper—containing] TRINITY_DN197258 c1 _gl1_i2
Amiloride-sensitive amine oxidase [copper—containing] TRINITY_DN189519_c0 g1 i1
Receptor-type tyrosine-protein kinase FLT3 TRINITY_DN202998 c0_g1 i1
ATP-binding cassette sub—family A member 1 TRINITY_DN202779_c2 g1_i1
Endothelin—converting enzyme 1 TRINITY_DN199871_c1 g1 i1

Protein retinal degeneration B TRINITY_DN201688_c0_g1_i2

Lithostathine—1 TRINITY_DN202660_c0 g2 i1

Uncharacterized transporter HI 1706 TRINITY_DN196968_c1 g1 _i2

Neuronal pentraxin—1 TRINITY_DN95675_c0 _g1_i1

Carbonic anhydrase 4 TRINITY_DN204241_c4 g6_i1

Carbonic anhydrase 4 TRINITY_DN181363_c1_g3.i3

CD151 antigen TRINITY_DN192344 c0 g1 i1

Uromodulin TRINITY_DN203041_c0_g3 i4

Arachidonate 5-lipoxygenase TRINITY_DN189876_c0_g1_i1

Natural resistance—associated macrophage protein 2 TRINITY_DN198869_c1_g1_il
Melatonin receptor type 1C TRINITY_DN186403_c1_g1_i3

Neuronal acetylcholine receptor subunit alpha=7 TRINITY_DN195529 _c0_g1_i1
Protein Wnt-8a TRINITY_DN197089 c1 g1.i2

C-C chemokine receptor type 2 TRINITY DN192562 c0_g1_i2

Cationic amino acid transporter 2 TRINITY_DN198534 c2 g1 il

Cationic amino acid transporter 2 TRINITY_DN198564_c0_g1_i2

Integrin alpha-8 TRINITY_DN202511_c1_g3.i1

Growth arrest—specific protein 1 TRINITY_DN115369_c0_g1_i1

Neurocan core protein TRINITY_DN200123_¢c6_g2_i11

Aquaporin—4 TRINITY_DN186841_c0_g1_i1

Monocarboxylate transporter 4 TRINITY_DN190974 c1_g1.i3

Cadherin—23 TRINITY_DN204385_c3_g1_i2

Transcription factor SOX-9 TRINITY_DN174036_c0_g1 i1

Transmembrane protease serine 9 TRINITY DN190114_c1_g4.i1

Atrial natriuretic peptide receptor 3 TRINITY_DN201795_¢c8 g6.i3

Neural cell adhesion molecule L1-like protein TRINITY_DN192508 c0_g1_i1
Sodium/calcium exchanger 1 TRINITY_DN193471_c0_g1 it

Lactadherin TRINITY_DN200724_c3 gl_it

Lactadherin TRINITY_DN184950_c0_g1_i2

Short transient receptor potential channel 4 TRINITY_DN203838_c5_g2_i1
Nucleobindin—2 TRINITY_DN194181_¢c2 g1 i1

Scavenger receptor cysteine-rich type 1 protein M130 TRINITY_DN202137_c1 g2 i1
Alpha—1B adrenergic receptor TRINITY_DN194813_c5 g2 i2

Very low—density lipoprotein receptor TRINITY_DN195602_c0_g1_i1
Uncharacterized transporter Rv0917 TRINITY_DN196968 c1_g1 i1
Voltage-dependent L-type calcium channel subunit alpha—1C TRINITY_DN202948 c0_g1 i1
Tyrosine—protein kinase transmembrane receptor ROR1 TRINITY_DN189918_¢c2_g1_il
Fibroblast growth factor receptor 2 TRINITY_DN195877_c0_g1_i2

Glutamate receptor ionotropic, NMDA 1 TRINITY_DN193218_c0_g1_i1

Insulin-like growth factor 1 receptor (Fragment) TRINITY_DN200703_c0_g1_i1
Neurogenic locus notch homolog protein 1 TRINITY_DN203645_c2 g1_i6

Neuronal acetylcholine receptor subunit alpha—3 TRINITY_DN196479 c2 g1_i4
Protein sprouty homolog 2 TRINITY_DN187967 ¢1_g1_i1

Ankyrin—-3 TRINITY_DN202268 _c1_g1_i1

Polycystin-2 TRINITY_DN187086_c0_g1_i1
Semaphorin-5A TRINITY_ DN194186_c2 g1 i1

cGMP-dependent protein kinase 1 TRINITY_DN194039_c1_g1_i1

Dystroglycan TRINITY_DN201762_c1_g3_i1

Protocadherin Fat 1 TRINITY_DN200724_c3_g3.i1

Major facilitator superfamily domain—containing protein 10 TRINITY_DN201805_c2 g2 i2
Lysine——tRNA ligase TRINITY_DN160725_c0_g2_i1

Receptor-type tyrosine—protein phosphatase kappa TRINITY_DN193065_c0_g6_i1
Toll-like receptor 1 TRINITY_DN199225 c12 g1.i6

Discoidin domain—containing receptor 2 TRINITY_DN200049_¢3 g1.i3

E3 ubiquitin-protein ligase TRIM71 TRINITY_DN23407_c0_g1 i1

Metabotropic glutamate receptor 3 TRINITY_DN199465_c2_g1_i4

Transmembrane matrix receptor MUP-4 TRINITY_DN201991_c0_g2_i4

Protein dachsous TRINITY_DN200370_c1_g1_il

Thrombospondin—1 TRINITY_DN202377_c1_g1_i1

Beta—2 adrenergic receptor TRINITY_DN189843_c0_g1_i1

Xenotropic and polytropic retrovirus receptor 1 homolog TRINITY_DN203294 c4 g1 i2
ELAV-like protein 2 TRINITY_DN191540_c0_g1_i1

Battenin TRINITY_DN191752 ¢c1_g1_i1

Battenin TRINITY_DN202065_c0_g1_i1

Protocadherin Fat 4 TRINITY_DN203417_c2 g1_i4

Protocadherin Fat 4 TRINITY_DN203970_c0_g2.i1




Sodium—driven chloride bicarbonate exchanger TRINITY_DN191479 c5_g1_i1
Extended synaptotagmin—2 TRINITY_DN195416_c0_g1_i1
Matrix metalloproteinase—25 TRINITY_DN151773_c0_g1_i1
CD151 antigen TRINITY_DN194657_c0_g1_i4
Endothelin—converting enzyme 1 TRINITY_DN197624_¢c2 g16_i1 Z_Score

Abhydrolase domain—containing protein 2 TRINITY_DN200094 c1_g1_i2

Serine incorporator 5 TRINITY_DN197506_c2_g1_i1

Acid trehalase-like protein 1 TRINITY_DN195385 c1_g1_i4

Zinc finger protein 703 TRINITY_DN159755_c0_g1_i1

Protein sidekick—2 TRINITY_DN203650_c3_g2_i1

Cell cycle control protein 50A TRINITY_DN198145_c2 g1 i1

Trace amine-associated receptor 7d TRINITY_DN197736_¢1_g1_i1

Protein APCDD1 TRINITY_DN196786_c3 g1.i3

Protein APCDD1 TRINITY DN196786_c3 g1.i8

Bifunctional arginine demethylase and lysyl-hydroxylase JMJD6 TRINITY_DN190741_c0_g1_i1

Frizzled—6 TRINITY_DN188368_c0_g1_i1

Disabled homolog 2-interacting protein TRINITY_DN195683 c1_g1_i1

Gamma-—glutamyltranspeptidase 1 TRINITY_DN202288 c0 g2 i5

Muscle, skeletal receptor tyrosine—protein kinase TRINITY_DN188895_c0_g1_i1

Probable G-protein coupled receptor 19 TRINITY_DN182528 c0_g1_i1

EGF-like module-containing mucin-like hormone receptor-like 1 TRINITY_DN199839_c0_g1_i9

Glycine receptor subunit alpha-4 TRINITY_DN197252 c4 g1_i1

Macrophage mannose receptor 1 TRINITY_DN204210_c2 g2 i12

Trans—Golgi network integral membrane protein 2 TRINITY_DN198286_c11_g3_i1

Discoidin domain—containing receptor 2 TRINITY_DN201541_c0_g3 i1

Guanine nucleotide exchange factor DBS TRINITY_DN201041_c1_g2 i1

Sclerostin domain—containing protein 1 TRINITY_DN188299 c0 g1 i1

ATP-binding cassette sub—family G member 1 TRINITY_DN193836_c0_g1_i1

C-type mannose receptor 2 TRINITY_DN196454 c2 g2 i3

C-type mannose receptor 2 TRINITY_DN196454 c2 g2 i2

Tyrosine—protein phosphatase non-receptor type 13 TRINITY_DN197699 c0_g3_i1

Paired box protein Pax-3-A TRINITY_DN161451_c0_g1_i1

Paired box protein Pax-3-A TRINITY_DN179400_c0_g1 it

Segment polarity protein dishevelled homolog DVL-3 TRINITY_DN197782_c0_g1_i3

Anoctamin—7 TRINITY_DN197684_c0_g1_i2

FRAS1-related extracellular matrix protein 2 TRINITY_DN201712_c2 g1_i5

FRAS1-related extracellular matrix protein 2 TRINITY_DN201712_¢c2 g1 il

Probable G-protein coupled receptor 133 TRINITY_DN197545 ¢5 g3 i2

Probable G-protein coupled receptor 133 TRINITY_DN175761_¢c0_g1_i1

Protocadherin Fat 4 TRINITY_DN204077_c0_g1_i1

Protocadherin Fat 4 TRINITY_DN203451_c0_g2.i1

Protein sidekick-2 TRINITY_DN197651_c2 g9 i2

Protocadherin—11 X-linked TRINITY_DN199567_c0_g1_i1

Epsilon-sarcoglycan TRINITY_DN185287_c2 g1 _i1

CD109 antigen TRINITY_DN165128_c0_g1_i1

Transmembrane protease serine 11F TRINITY_DN193226_c0 g2 i2

CD63 antigen TRINITY_DN194528 c0 g1.i2

Small conductance calcium—activated potassium channel protein TRINITY_DN196643 c1 g1_i11

Roundabout homolog 2 TRINITY_DN201221_¢5_g1_i1

Potassium voltage-gated channel subfamily F member 1 TRINITY_DN186884_c0_g2_i1

Probable G-protein coupled receptor 125 TRINITY_DN198037_c2 g2 il

Brain-specific angiogenesis inhibitor 3 TRINITY_DN202669 c1_g11.i1

Extracellular matrix protein FRAS1 TRINITY_DN187764_c1_g1_il

Inactive tyrosine—protein kinase 7 TRINITY_DN201381_c1_g1_i1

Transient receptor potential cation channel subfamily A member 1 TRINITY_DN199407_¢3 g2 i1

Sodium—coupled monocarboxylate transporter 1 TRINITY_DN188937_c0 g1 _i1

Anoctamin—4 TRINITY_DN192716_c0_g1_i1

Ankyrin-2 TRINITY_DN187644 c0 g1 i1

von Willebrand factor TRINITY_DN203430_c1_g3.i1

Rootletin TRINITY_DN195439 _c0_g1_i2

Synaptotagmin—-12 TRINITY_DN200298 c2 g1 i3

Protein AHNAK2 TRINITY_DN192423 c0 g1 il

Protein AHNAK2 TRINITY_DN192423 c2 g6_i8

Protein AHNAK2 TRINITY_DN192423_c2_g6_i3

Formin-like protein 3 TRINITY_DN194635 ¢c3 g1 i1

Solute carrier family 41 member 1 TRINITY_DN197729 c0 g1 i1

Solute carrier organic anion transporter family member 4A1 TRINITY_DN189455_c0_g1_i1

Solute carrier organic anion transporter family member 4A1 TRINITY_DN196243 c1_g1_i1

Monocarboxylate transporter 8 TRINITY_ DN197603_c1_g2 i1

Supervillin TRINITY_DN203092_c0_g1_i2

G-protein-signaling modulator 2 TRINITY_DN194839_c1 g1 _i1 H H - -
Garbonic anhydrase 9 TRINITY_DN186599_c0_2.i3 Figure S4. Heat map di Sp I aying gene expression
Synaptotagmin-like protein 4 TRINITY_DN202111_c0_g2_i1

Gremin-1 TRINITY DN180313.c0 g1 levels of detected DEGs between control and low
Thrombospondin—type laminin G domain and EAR repeat—containing protein TRINITY_DN195105_c2 g1 i1 . - . -
Netin-1 TRINITY_DN194215.03.g1.i magnesium conditions. Colors indicate Z-score

Fibroblast growth factor receptor 1-A TRINITY_DN194574 _c0_g2_il

Monocarboxylate transporter 10 TRINITY_DN199652_c5_g1 i1 transformed FPKM values of genes annotated with

Monocarboxylate transporter 10 TRINITY_DN197255_c1 g2 it

Discoidin, CUB and LCCL domain-containing protein 2 TRINITY_DN199983_c3 g1 i2 GO term: cell surface receptor Signa| i ng pathway

Discoidin, CUB and LCCL domain—containing protein 2 TRINITY_DN176992 c0_g1_i2

Sodium/glucose cotransporter 2 TRINITY DN202066 c 11 g1 it ( - ) . i I
Transient receptor potential cation channel subfamily M member 7 TRINITY_DN201334_c0_g1_i1 G o * 0007 166 4 ye I I OW and b I ue h Ig h I I g hts
Trace amine-associated receptor 7b TRINITY_DN197462 c0 g2 i1 H H H 1

Trace amine—associated receptor 1 TRINITY_DN200446 _c4 g2 i3 I nd I Cate h I g her an d I OWer eXp ress I On Val ues’
Neuropeptide FF receptor 2 TRINITY_DN198941 ¢2 g2 i1 H

Synaptotagmin-9 TRINITY_DN186587.c0_g1_if respective Iy

Sortilin-related receptor TRINITY_DN201369_c0_g1_i1

Receptor—type tyrosine-protein phosphatase N2 TRINITY_DN199125_c0_g2 i1

Receptor-type tyrosine-protein phosphatase N2 TRINITY_DN199125 c0_g2 i3

Protein Wnt-8b TRINITY_DN197150_c2 g1_i1

Growth hormone secretagogue receptor type 1 TRINITY_DN201684_c0_g1_i1

Glutamyl aminopeptidase TRINITY_DN199874 ¢3 g4 i1

Organic cation transporter—like protein TRINITY_DN201595_c0 g1 i1

Collagen triple helix repeat—containing protein 1 TRINITY DN183041_c1 g1 i1

Collagen triple helix repeat—containing protein 1 TRINITY DN177458_c0_g1 i1

Protocadherin—16 TRINITY_DN203455_c0_g1_i1

Pyroglutamylated RFamide peptide receptor TRINITY_DN203492 ¢3 g1_i1

Pyroglutamylated RFamide peptide receptor TRINITY_DN176964_c1_g1_i1

Hemicentin—1 TRINITY_DN201619_c3 g1 i1

J Higher
3
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Control Low-Mg

Hemicentin—2 TRINITY_DN194610_¢2 g1 _i2

Hemicentin—2 TRINITY_DN194610_¢c2 g1.i3

Hemicentin-2 TRINITY_DN194610_c1_g1_i3

Hemicentin-2 TRINITY_DN200367_c1_g3.i2

1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase eta~2 TRINITY_DN191938_c0_g1_i1
Sushi, von Willebrand factor type A, EGF and pentraxin domain—containing protein 1 TRINITY_DN204204_c1 g1 _i1
Neurogenic locus notch homolog protein 1 TRINITY_DN203599_c0_g1_i2

Pl idylserine decarboxylase proenzyme 3 TRINITY_DN202687 _c0_g2 i4
Neurogenic locus notch homolog protein 1 TRINITY_DN198552_c1_g1 it

Neurogenic locus notch homolog protein 1 TRINITY_DN201436_c0_g2_i2
Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY DN201328 c1 g2 il
Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_ DN199706_c2 g1_i2
Matrilin-2 TRINITY_DN194613_c0_g2 i2

Matrilin-2 TRINITY_DN199809 c1 g1_i6

Matrilin-2 TRINITY_DN200526 ¢3 g1 i3

Dystroglycan TRINITY_DN201762_c1_g1_i4

Cadherin EGF LAG seven—pass G-type receptor 1 TRINITY_DN203537_c0_g1_il
Tolloid-like protein 2 TRINITY_DN203430_c0_g1 i1

Dorsal-ventral patterning tolloid-like protein 1 TRINITY_DN202519 c0_g1_i2

Cubilin TRINITY_DN161539_c0_g1_i1

Cubilin TRINITY_DN196205_c0_g2_i2

Low-density lipoprotein receptor-related protein 4 TRINITY_DN203487 c2 g1 il
Low-density lipoprotein receptor-related protein 4 TRINITY_DN185028_c0_g1_i3
Multiple epidermal growth factor—like domains protein 6 TRINITY_DN204034 c0_g1_i2
Latrophilin-3 TRINITY_DN203592_c0 g1 i1

Anionic trypsin—1 TRINITY_DN187629_c0_g1_i1

Anionic trypsin—1 TRINITY_DN173422_c0_g1_i1

Neurogenic locus Notch protein TRINITY_DN200326_c1_g1_i1

Neurogenic locus Notch protein TRINITY_DN200755_c1_g1_i1

Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN204051_c1_g1_i3
Annexin A6 TRINITY_DN198106_c5_g1_i4

Sushi, von Willebrand factor type A, EGF and pentraxin domain—containing protein 1 TRINITY_DN184026_c0_g1_i1
Sushi, von Willebrand factor type A, EGF and pentraxin domain—containing protein 1 TRINITY_DN194040_c1 g8 i1
Fibropellin—1 TRINITY_DN172996_c0_g1_it

Fibropellin—1 TRINITY_DN172996 c0_g1_i2

Neuroglian TRINITY_DN201351_¢3_g2_i1

Neurogenic locus notch homolog protein 1 TRINITY_DN204204 c1 g1 _i2

Neurogenic locus notch homolog protein 1 TRINITY_DN201246_c0_g2_i1

Calretinin TRINITY_DN200873 _c0_g3_i1

Calretinin TRINITY_DN187048 _c2 g1 i1

Serum paraoxonase/arylesterase 1 TRINITY_DN200696_c6_g1_i12

Synaptotagmin—2 TRINITY_DN191498 c0_g1_i1

Thrombospondin—1 TRINITY_DN193107_c0_g1_i2

Thrombospondin—1 TRINITY_DN164412_c1_g1_i1

Thrombospondin—4 TRINITY_DN203820_c1_g3.i2

Fibrillin—1 TRINITY_DN194077_c0_g1_i1

Amiloride-sensitive amine oxidase [copper—containing] TRINITY_DN197258 c1_g1_i2
Amiloride—sensitive amine oxidase [copper—containing] TRINITY_DN189519_¢c0_g1_i1
Uromodulin TRINITY_DN203041_c0_g3_i4

Neurocan core protein TRINITY_DN200123 c6_g2_i11

Cadherin—23 TRINITY_DN204385_c3 g1_i2

Sodium/calcium exchanger 1 TRINITY_DN193471_c0_g1_it

Nucleobindin-2 TRINITY_DN194181_c2 g1 i1

Bone morphogenetic protein 1 TRINITY_DN182738 _c0_g1_i1

Fibulin-2 TRINITY_DN181126 c1 g1 il

Very low—density lipoprotein receptor TRINITY_DN195602_c0_g1_i1

Glutamate receptor ionotropic, NMDA 1 TRINITY_DN193218_c0_g1_i1

Basement membrane—specific heparan sulfate proteoglycan core protein TRINITY_DN199692 c0 g1 i1
Thrombospondin-3 TRINITY_DN199118 ¢7 g13.i1

Thrombospondin—4 TRINITY_DN203820_c1_g3.i1

Neurogenic locus notch homolog protein 1 TRINITY_DN203645_c2 g1_i6
Polycystin-2 TRINITY_DN187086_c0_g1_i1

Dystroglycan TRINITY_DN201762_c1_g3_i1

Protocadherin Fat 1 TRINITY_DN200724_¢c3_g3.i1

Myosin, essential light chain TRINITY_DN184598 c0 g1 it

Transmembrane matrix receptor MUP-4 TRINITY_DN201991_c0_g2 i4

Protein dachsous TRINITY_DN200370 _c1 g1 i1

Thrombospondin—1 TRINITY_DN202377 c1_g1_i1

Protocadherin Fat 4 TRINITY_DN203417_c2 g1_i4

Protocadherin Fat 4 TRINITY_DN203970_¢c0_g2 i1

Extended synaptotagmin—2 TRINITY_DN195416_c0_g1_i1

Matrix metalloproteinase—25 TRINITY_DN151773_c0_g1_i1

Sushi, von Willebrand factor type A, EGF and pentraxin domain—containing protein 1 TRINITY_DN184026_c0_g1_i2
Sushi, von Willebrand factor type A, EGF and pentraxin domain—containing protein 1 TRINITY_DN199078_c0_g3_i2
Follistatin-related protein 1 TRINITY_DN201715_¢3_g2 i3

Protein eyes shut homolog TRINITY_DN194253 c1 g5 i4

EGF-like module—containing mucin—like hormone receptor—like 1 TRINITY_DN199839 c0_g1_i9
Tolloid-like protein 1 TRINITY_DN198829 _c3 g8 il

Tolloid-like protein 1 TRINITY_DN193226_c0_g2 i1

Calumenin TRINITY_DN181418 c0_g1 i1

Protocadherin Fat 4 TRINITY_DN204077_c0_g1 it

Protocadherin Fat 4 TRINITY_DN203451_c0_g2. i1

Protocadherin—11 X-linked TRINITY_DN199567_c0_g1_i1

Polycystic kidney disease protein 1-like 2 TRINITY_DN201816_c1_g1_i1

Protein kinase C-binding protein NELL2 TRINITY_DN201052 c1_g1_i1

Protein KIAA1045 TRINITY_DN202826 c1_g1_i2

Multiple epidermal growth factor—like domains protein 6 TRINITY_DN203750_c0 g1_i1
SPARC-related modular calcium-binding protein 1 TRINITY_DN198340_c0_g1_i1
EGF-like and EMI domain—containing protein 1 TRINITY_DN181126_c1_g1_i2
Sodium/potassium/calcium exchanger 5 TRINITY_DN200227_c0_g1 i1
Mannan-binding lectin serine protease 1 TRINITY_DN191133_c4 g1 _i1
Synaptotagmin—12 TRINITY_DN200298 c2 g1_i3

Synaptotagmin-like protein 4 TRINITY_DN202111_c0_g2_i1

Oncoprotein-induced transcript 3 protein TRINITY_DN202096_c3 g1_i2
Oncoprotein—induced transcript 3 protein TRINITY_DN197365_c1_g1_i2

Titin TRINITY_DN201880_c1 g1 i1

Versican core protein TRINITY_DN188644 c1 g2 i3

Synaptotagmin—9 TRINITY_DN186587_c0_g1_i1

Protocadherin—-16 TRINITY_DN203455_c0_g1_i1

Hemicentin—1 TRINITY_DN201619_c3 g1_i1

Lower (Y | Higher
3

Z-score

Figure S5. Heat map displaying gene
expression levels of detected DEGs
between control and low magnesium
conditions. Colors indicate Z-score
transformed FPKM values of genes
annotated with GO term: calcium ion
binding (GO:0005509); yellow and blue
highlights indicate higher and lower
expression values, respectively.



Calcium ion binding (GO:0005509)
Hemicentin—1 TRINITY_DN202754 _c3_g4.i5 LoWer _ -I ngher
1 3

Hemicentin—1 TRINITY_DN202044 _c6_g2_i7 '3
Hemicentin—1 TRINITY_DN198712_¢c0_g3.i1 .

Annexin A13 TRINITY_DN199818_c0_g2 i3 Z score
Synaptotagmin—11 TRINITY_DN175299 _c0_g1_i1

Calpain—9 TRINITY_DN191803_c0_g1 i1

Calsyntenin—2 TRINITY_DN201379_c0_g1_i1

Latrophilin-3 TRINITY_DN204270_c2 g1_i3

Cubilin TRINITY_DN200875_c1_g1_i1

Peptidyl-prolyl cis—trans isomerase FKBP14 TRINITY_DN179483 c0_g1_i1

Transmembrane prolyl 4-hydroxylase TRINITY_DN193364_c0_g1_i1

Protein jagged—1 TRINITY_DN185192 c0_g1_i1

Synaptotagmin—7 TRINITY_DN184833 _c0_g1_i1

Matrix metalloproteinase—24 TRINITY_DN175321_c1 g1 i1

Fat-like cadherin—related tumor suppressor homolog TRINITY_DN203742_c0_g1_i1

EGF-containing fibulin—like extracellular matrix protein 2 TRINITY_DN204390 c5 g1 i1

Tolloid-like protein 2 TRINITY_DN200875_c1_g1_i2

Hemicentin—2 TRINITY_DN196708_c0_g1_i3

Sushi, von Willebrand factor type A, EGF and pentraxin domain—containing protein 1 TRINITY_DN201340_c2 g1_i9
Microtubule—actin cross-linking factor 1 TRINITY_DN182881_c0_g1 i1

Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN190091_¢3_g1_i5
Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN190091 ¢3 g1 i3
Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN201415_c0_g1_i1
Cubilin TRINITY_DN193782_c2 g1_i2

Programmed cell death protein 6 TRINITY_DN195314 _c0_g1_i1

Programmed cell death protein 6 TRINITY_DN195314_c0_g1_i2

Protocadherin Fat 2 TRINITY_DN202936_c0 _g1_i5

Neurogenic locus Notch protein TRINITY_DN203124_c1 g1 _il

Neurogenic locus Notch protein TRINITY_DN203124 c1 g1 i4

Sushi, von Willebrand factor type A, EGF and pentraxin domain—containing protein 1 TRINITY_DN201798 ¢c2 g1 _i1
Fibropellin—1 TRINITY_DN194820_c7_g3_i1

Protein slit TRINITY_DN201073 ¢1_g3_i11

Protein slit TRINITY_DN201073_c1_g3.i8

Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN179002_c0_g3_i1
Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN201661_c6_g1_i1
Fibrillin—1 TRINITY_DN204313_¢3 g1_i1

Fibrillin—1 TRINITY_DN192596_c1_g1_i1

Thrombospondin—3 TRINITY_DN195304_c0 g1 i1

Fibrillin—1 TRINITY_DN192596_c1_g1_i5

Prolow—density lipoprotein receptor-related protein 1 TRINITY_DN204115_¢0_g1_i1
Protocadherin Fat 4 TRINITY_DN204382_c3 _g2_i2

Calumenin TRINITY_DN182263_c0_g1_i1

Fibrillin-2 TRINITY_DN203554_c0_g1_i2

Follistatin-related protein 4 TRINITY_DN190392 c1 g2 i1

Oncoprotein-induced transcript 3 protein TRINITY_DN186276_c0_g3.i3
Oncoprotein-induced transcript 3 protein TRINITY_DN186276_c0_g3_i1
Oncoprotein-induced transcript 3 protein TRINITY_DN200600_c1_g1_i8

Polycystic kidney disease protein 1-like 2 TRINITY_DN194793_c0_g1_i1

Signal peptide, CUB and EGF-like domain—containing protein 1 TRINITY_DN186153_c0_g1_i1
von Willebrand factor D and EGF domain—containing protein TRINITY_DN200071_c1_g1_i1
Low—density lipoprotein receptor-related protein 4 TRINITY_DN202651_c0_g1_i1
Uromodulin TRINITY_DN186276_c0_g3_i2

Hemicentin-1 TRINITY_DN200979_c0_g2_i2

Group XIIA secretory phospholipase A2 TRINITY_DN198977_c0_g1_i2

Protocadherin-like wing polarity protein stan TRINITY_DN204382_c3_g2_i3

Hemicentin—2 TRINITY_DN184230_c2 g1 i1

Control Low-Mg

Figure S5 Continued



Tetrapyrrole binding (GO:0046906)

Peroxidasin-like protein TRINITY_DN187904_c0_g2_i1

Peroxidasin TRINITY_DN36562_c0 g1_i1

Peroxidasin homolog TRINITY_DN196714_¢c3 g2 il

Probable inactive linolenate hydroperoxide lyase TRINITY_DN196208_c0_g2_i2
Cubilin TRINITY_DN161539_c0_g1_i1

Cubilin TRINITY_DN196205_c0_g2_i2

Cytochrome b—245 heavy chain TRINITY_DN188394 ¢2 g1 i1
Eosinophil peroxidase TRINITY_DN172840_c0_g2 i1

Peroxidasin homolog TRINITY_DN198567_c0_g2 i1

Cytochrome P450 3A11 TRINITY_DN193440_c1 g1.i2

Cytochrome P450 3A11 TRINITY_DN203131_c1_g2_il

Peroxidasin homolog TRINITY_DN172840_c0 g1_i1

9-divinyl ether synthase TRINITY_ DN193520_c1_g1_i1

Cubilin TRINITY_DN200875_c1_g1_i1

Soluble guanylate cyclase 89Db TRINITY_DN202941 ¢2 g2 i1

Steroid 17-alpha—hydroxylase/17,20 lyase TRINITY_DN193007_c0_g1_il

Response to oxidative stress (GO:0006979)

Peroxidasin-like protein TRINITY_DN182616_c0_g2_i2

Angiopoietin—related protein 7 TRINITY_DN199796 c2 g1 _i4

Glutathione peroxidase 1 TRINITY_DN174795_c0_g1_i1

Microsomal glutathione S—transferase 1 TRINITY_DN197007_c3_g3.i1

Proliferating cell nuclear antigen TRINITY_DN201010_c2 g1_i1

Tumor necrosis factor TRINITY_DN189418_c0_g1_il

Thioredoxin—2 TRINITY_DN198773 c1_g1_i2

Heat shock factor protein 1 TRINITY_DN194754 c1_g1_i2

Heat shock factor protein 1 TRINITY_DN194754 c1_g1_i1

Transient receptor potential cation channel subfamily A member 1 TRINITY_DN199896_c3_g2_i3
Methionine-R-sulfoxide reductase B1-A TRINITY_DN197193 c15 g1 il

Transient receptor potential cation channel subfamily A member 1 TRINITY_DN199896_¢3_g2_i2
PiggyBac transposable element-derived protein 3 TRINITY_DN196356_c1_g2_i1

PigeyBac transposable element-derived protein 3 TRINITY DN185494 c1 g1 i2 Seconda ry a Ilcohol metabolic process (G 0:1902652 )
Nucleoside diphosphate kinase homolog 5 TRINITY_DN199808_c0_g1_i1
Egl nine homolog 1 TRINITY_DN188599 c0_g1_i2

Heme-binding protein 2 TRINITY_DN196606_c1_g1_i1

Peroxidasin TRINITY_DN191123_c1_g1_i1

Cubilin TRINITY_DN196205_c0_g2_i2

Low-density lipoprotein receptor-related protein 5 TRINITY_DN176088_c0_g1_il
Fibroblast growth factor receptor 1 TRINITY_DN186935_c0_g1_i3

Serum paraoxonase/arylesterase 1 TRINITY_DN200696_c6_g1_i12

ATP-binding cassette sub-family A member 1 TRINITY_DN202779_c2_g1_il

Very low-density lipoprotein receptor TRINITY_DN195602_c0_g1_i1

Cholesterol oxidase TRINITY_DN198633_c1_g2_i2

ATP-binding cassette sub-family G member 1 TRINITY_DN193836_c0_g1_il
Insulin-induced gene 2 protein TRINITY_DN197453_c1_g1_il

Sortilin-related receptor TRINITY_DN201369_c0_g1_il

Cubilin TRINITY_DN200875_c1_g1_il

Patched domain-containing protein 2 TRINITY_DN192236_c0_g1_i1
Membrane-bound transcription factor site-1 protease TRINITY_DN199365_c0_g1_i1
Cubilin TRINITY_DN161539_c0_g1_i1

Control Low-Mg

Control Low-Mg

Figure S6. Heat map displaying gene expression levels of
detected DEGs between control and low magnesium
conditions. Colors indicate Z-score transformed FPKM
Lower | | Higher values of genes annotated with GO terms: tetrapyrrole
3 -1 1 3 binding (GO:0046906), regulation of tumor necrosis
Z-score factor biosynthetic process (GO: 0042534 ), response to

oxidative stress (GO:0006979), sterol metabolic process
(G0:0016125), Notch signaling pathway (GO:0007219),
and secondary alcohol metabolic process (G0:1902652);
yellow and blue highlights indicate higher and lower
expression values, respectively.



Serine hydrolase activity (G0:0017171)

Coagulation factor V TRINITY_DN198129 c1 g1 _i1

Serine protease 23 TRINITY_ DN191614_c0_g1_i2

Anionic trypsin—1 TRINITY_DN187629 c0_g1_i1

Anionic trypsin—1 TRINITY_DN173422 c0_g1_i1
Chymotrypsinogen B TRINITY_DN187893_c0_g1_i2
Chymotrypsinogen B TRINITY_ DN177017_c0_g1_i1

Trypsin—1 TRINITY_DN200309_c0_g1_i1

72 kDa type IV collagenase TRINITY_DN196327_c4 g1 _i1
PC3-like endoprotease variant B TRINITY_DN195966_c2_g16_i1
PC3-like endoprotease variant A TRINITY_DN194719 c0_g1_i1
PC3-like endoprotease variant A TRINITY_DN199837_c0_g2_i1
PC3-like endoprotease variant A TRINITY_DN202764 _c1_g1_i1
Trypsin—1 TRINITY_DN196759_c1_g1_i3

Trypsin—-3 (Fragment) TRINITY_DN187257_c0_g1_i1

Matrix metalloproteinase—9 TRINITY_DN200883_c1_g1_i1
Transmembrane protease serine 9 TRINITY_DN190114_c1_g4 il
Complement C2 TRINITY_DN200899_c0_g1_i1

Transmembrane protease serine 11F TRINITY_DN193226_c0 g2 _i2
Mannan-binding lectin serine protease 1 TRINITY_.DN191133_c4 g1 _i1
Probable carboxypeptidase X1 TRINITY_DN194305_c0_g1_i2
Serine protease 23 TRINITY_DN170829_c0_g1_il

Prostasin TRINITY_DN190609 c3 g1_i5

Carboxypeptidase D TRINITY DN176614_c0_g1_i1
Carboxypeptidase D TRINITY_DN197193_c16_g2_i1

Response to oxidative stress (GO:0006979)

Peroxidasin—like protein TRINITY_DN182616_c0_g2_i2
Angiopoietin—related protein 7 TRINITY_DN199796 c2 g1 i4
Glutathione peroxidase 1 TRINITY_DN174795_c0 g1 _i1

Microsomal glutathione S—transferase 1 TRINITY_DN197007_c3_g3_i1
Proliferating cell nuclear antigen TRINITY_DN201010_c2_g1_i1

Tumor necrosis factor TRINITY_.DN189418_c0 g1 _i1

Thioredoxin—2 TRINITY_DN198773_c1_g1_i2

Heat shock factor protein 1 TRINITY_DN194754 c1 g1_i2

Heat shock factor protein 1 TRINITY_DN194754 c1_g1_i1

Methionine—R-sulfoxide reductase B1-A TRINITY_DN197193_¢15_g1_i1

Nucleoside diphosphate kinase homolog 5 TRINITY_DN199808_c0_g1_i1
Egl nine homolog 1 TRINITY_DN188599_c0_g1_i2

Heme-binding protein 2 TRINITY_DN196606_c1_g1_i1

Peroxidasin TRINITY_DN191123_c1_g1_i1

Control Low-Mg
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Membrane—bound transcription factor site—1 protease TRINITY_DN199365_c0_g1_i1

Transient receptor potential cation channel subfamily A member 1 TRINITY_DN199896_c3_g2_i3

Transient receptor potential cation channel subfamily A member 1 TRINITY_DN199896 _c3 g2 i2
PiggyBac transposable element—derived protein 3 TRINITY_DN196356_c1_g2_i1
PiggyBac transposable element—derived protein 3 TRINITY_DN185494 c1 g1_i2

Figure S7. Heat map displaying gene expression levels of
detected DEGs between control and low magnesium
conditions. Colors indicate Z-score transformed FPKM
value of genes annotated with GO terms: serine hydrolase
activity (GO:0017171), regulation of tumor necrosis
factor biosynthetic process GO:0042534), response to
oxidative stress (GO: 0006979), and regulation of MAPK
cascade (G0O:0043408); yellow and blue highlights
indicate higher and lower expression values, respectively.
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Necrotic cell death (G0O:0070265)

Tumor necrosis factor TRINITY_DN189418_c0_g1_i1

Heme-binding protein 2 TRINITY_DN196606_c1_g2_i1

Heme-binding protein 2 TRINITY_DN196606_c1_g1_i1

Ubiquitin carboxyl-terminal hydrolase CYLD TRINITY_DN190797_c3 g3.i2

Potassium ion transport (GO:0006813)

Solute carrier family 12 member 8 TRINITY_DN201789_c0_g1_i1

Ankyrin-3 TRINITY_DN203333_c0_g1_i3

Potassium channel subfamily K member 3 TRINITY_DN201544 c0 g1 _i2

Potassium voltage—gated channel subfamily H member 6 TRINITY_DN190442 c0 g1 i2
Potassium voltage-gated channel subfamily C member 1 TRINITY_DN200352_c0_g3_i1
Potassium voltage—gated channel subfamily C member 1 TRINITY_DN200850_c5_g1_i3
Sodium/potassium-transporting ATPase subunit alpha—1 TRINITY_DN200268 _c0_g1_i1
Ankyrin-3 TRINITY_DN202268_c1_g1_i1

Polycystin—2 TRINITY_DN187086_c0_g1_i1

Sodium/hydrogen exchanger 8 TRINITY_DN193838_c4_g3_i1

Small conductance calcium-activated potassium channel protein TRINITY_DN196643 c1_g1_i11
Potassium voltage—gated channel subfamily F member 1 TRINITY_DN186884_c0_g2 i1
Ankyrin-2 TRINITY_DN187644 c0_g1 i1

Calcium—activated potassium channel subunit beta—4 TRINITY_DN188532_c4 g4 i6
Potassium channel subfamily K member 10 TRINITY_DN200472_c0 g4 i1

Potassium channel subfamily K member 9 TRINITY_DN184978 c0_g1_i1

Potassium channel subfamily K member 9 TRINITY_DN197211_¢2 g1_i1

Four and a half LIM domains protein 1 TRINITY_DN190125_c0_g1_i2
Sodium/potassium/calcium exchanger 5 TRINITY_DN200227_c0_g1_il

Metalloendopeptidase activity (GO:0004222)

Metalloprotease TIKI1 TRINITY_DN186203 c0_g1_i1

Disintegrin and metalloproteinase domain—containing protein 10 TRINITY_DN201463_c2 g1_i1
Disintegrin and metalloproteinase domain—containing protein 12 TRINITY_DN202170_c0_g5_i1
Disintegrin and metalloproteinase domain—containing protein 12 TRINITY_DN202170_c0_g5_i2
Tolloid-like protein 2 TRINITY_DN203430_c0 g1 _i1

Dorsal-ventral patterning tolloid-like protein 1 TRINITY_DN202519 _c0_g1_i2

72 kDa type IV collagenase TRINITY_DN196327 c4 g1_i1

Low choriolytic enzyme TRINITY_DN197257_c1_g1_i1

High choriolytic enzyme 2 TRINITY_DN198857 ¢3 g1_i4

Endothelin—converting enzyme 1 TRINITY_DN199871_c1_g1_i1

Matrix metalloproteinase—9 TRINITY_DN200883 c1_g1_i1

Zinc metalloproteinase nas—4 TRINITY_DN194185_c0_g1_i1

Zinc metalloproteinase nas—15 TRINITY_DN174384 _c0_g1_i1

Bone morphogenetic protein 1 TRINITY_DN182738_c0_gl il

Pappalysin—1 TRINITY_DN196123 c1 g1 il

Zinc metalloproteinase nas—14 TRINITY_DN197190_c3 g2 i2

Zinc metalloproteinase nas—13 TRINITY_DN195501_c4 g1_i1

Zinc metalloproteinase nas—13 TRINITY_DN192569_c0_g1_i1

Zinc metalloproteinase nas—13 TRINITY_DN194740_c0_g1_i1

Matrix metalloproteinase~25 TRINITY DN151773_c0_g1_i1

Endothelin—converting enzyme 1 TRINITY_DN197624 c2 g16.i1

A disintegrin and i with thromb motifs 18 TRINITY_DN203947 c1_g1_i1
Endothelin—converting enzyme 2 TRINITY_DN196198 ¢3 g1 i1
A disintegrin and i with thromb din motifs 9 TRINITY_DN203110_c1 g2 i4

Matrix metalloproteinase-24 TRINITY_DN175321_c1 g1 il
Tolloid-like protein 2 TRINITY_DN200875_c1_g1_i2
Tolloid-like protein 1 TRINITY_DN198829 ¢3 g8_i1
Tolloid-like protein 1 TRINITY_DN193226_c0_g2_i1

Control Low-Mg

Figure S8. Heat map displaying gene expression levels of
detected DEGs between control and low magnesium
conditions. Colors indicate Z-score transformed FPKM
value of genes annotated with GO terms: positive
regulation of nitrogen compound metabolic process
(G0:0051173), necrotic cell death (GO:0070265),
potassium ion transport (GO:0006813), and
metalloendopeptidase activity (GO:0004222); yellow and
blue highlights indicate higher and lower expression
values, respectively.



Copper ion binding (GO:0005507) cAMP biosynthetic process (GO:0006171)

G-protein coupled receptor 161 TRINITY_DN193886_c0_g1_i1

Adenosine receptor A2b TRINITY DN194858 c2 g2 i1

Beta-3 adrenergic receptor TRINITY_DN197953 c6 g1_il
5—hydroxytryptamine receptor 1B TRINITY_DN195209 ¢c8 g2 i10
Adenylate cyclase type 5 TRINITY_DN196236_c0_g1_i1

Melanocortin receptor 5 TRINITY_DN180683_c0_g2. i1

ATP-binding cassette sub—family A member 1 TRINITY_DN202779_c2 g1_i1
Endothelin—converting enzyme 1 TRINITY_DN199871_c1_g1_i1

Atrial natriuretic peptide receptor 3 TRINITY_DN201795_¢c8_g6.i3

Beta—2 adrenergic receptor TRINITY_DN189843_c0_g1_i1
Endothelin—converting enzyme 1 TRINITY_DN197624 c2 g16._i1

Probable G-protein coupled receptor 133 TRINITY_DN197545 c5 g3 .i2
Probable G-protein coupled receptor 133 TRINITY_DN175761_¢c0_g1_i1
Trace amine—associated receptor 1 TRINITY_DN200446_c4 g2 i3
Gamma—aminobutyric acid type B receptor subunit 1 TRINITY_DN202205 c0 _g1_i1
Octopamine receptor beta—1R TRINITY_DN201706_c0 g1 i1

Octopamine receptor beta—1R TRINITY_DN186403 c1_g1_i1

Neuropeptide FF receptor 2 TRINITY DN191811_c0_g2.i3

Neuropeptide FF receptor 2 TRINITY_DN198941 ¢2 g2 i1

Coagulation factor V TRINITY_DN198129 c1_g1_i1

Peptidyl-glycine alpha—amidating monooxygenase B TRINITY_DN195093_c0_g1_i1
Amiloride-sensitive amine oxidase [copper-containing] TRINITY_DN197258_c1_g1_i2
Amiloride-sensitive amine oxidase [copper-containing] TRINITY_DN189519_c0_g1_i1
DBH-like monooxygenase protein 2 homolog TRINITY_DN198550_c2 g1 i1
Coagulation factor V TRINITY_DN200578 ¢2 g2 i2

Coagulation factor V TRINITY_DN200578 c2 g2 i4

Hephaestin-like protein 1 TRINITY_DN203804_c1_g1_i2

DBH-like monooxygenase protein 1 homolog TRINITY_DN198550_c0_g1_i1

DBH-like monooxygenase protein 1 TRINITY_DN215420_c0 g1_i1

DBH-like monooxygenase protein 1 TRINITY_DN191795 c1 g1_i1

DBH-like monooxygenase protein 1 TRINITY_DN198545 c1_g2_i2

DBH-like monooxygenase protein 1 TRINITY_DN199429 c3 g1_i1

DBH-like monooxygenase protein 1 TRINITY_DN181777_c0_g1_i1

Natural resistance—associated macrophage protein 2 TRINITY_DN198869 _c1_g1_i1

Control Low-Mg

Collagen fibril organization (G0O:0030199)

Collagen alpha-2(1) chain TRINITY_DN195008_c0 g1 i

Discoidin domain—containing receptor 2 TRINITY_DN200049_c3 g1_i3

Discoidin domain—containing receptor 2 TRINITY_DN201541_c0_g3_i1

Collagen alpha=1(XIV) chain TRINITY_DN199107_c0_g2_i1

Gremlin—1 TRINITY_DN180313_c0_g1_i1

Collagen alpha—1(XII) chain TRINITY_DN191728_c2 g2.i1
Procollagen-lysine,2-oxoglutarate 5-dioxygenase 3 TRINITY_DN193303_c0_g1_i1
Collagen alpha=1(I) chain TRINITY_DN186104_c0_g1_i1

JAK-STAT cascade (GO:0007259)

Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN190091_¢3_g1_i5
Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN190091_¢3_g1_i3
Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN201415_c0_g1_i1
Suppressor of cytokine signaling 2 TRINITY_DN185106_c0_g1_i1

Proto—-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN179002_c0_g3_i1
Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN201661_c6_g1_i1
Heat shock factor protein 1 TRINITY_DN194754 c1_g1_i2

Heat shock factor protein 1 TRINITY_DN194754 c1 g1 it

Signal transducer and activator of transcription 5B TRINITY_DN195509 _c3 g1 i1
Leucine-rich repeat—containing protein 15 TRINITY_DN203609_c2 g1_i10

DNA-dependent DNA replication (GO:0006261)

Bromodomain adjacent to zinc finger domain protein 1A TRINITY_DN191978_c0_g1_i2
DNA primase large subunit TRINITY_DN201600_c0_g1_i1

Chromosome transmission fidelity protein 8 homolog TRINITY_DN195321_c3 g3_i1
Proliferating cell nuclear antigen TRINITY_DN201010_¢2 g1_i1

Replication factor C subunit 5 TRINITY_DN195248 c1_g1_i1

Maternal DNA replication licensing factor mem3 TRINITY_DN202063 c0_g2 i1
DNA replication licensing factor mcm2 TRINITY_DN202209_c0_g1_i1

DNA replication licensing factor mcm5-A TRINITY_DN195971_¢c2 g7 i2

DNA polymerase epsilon catalytic subunit A TRINITY_DN203736_c0_g1_i1

DNA replication complex GINS protein PSF1 TRINITY_DN191323_c0_g1_i1

DNA replication licensing factor MCM6 TRINITY_DN193802_c2 g1 _i2

DNA replication licensing factor mecm4-A TRINITY_DN194756_c2 g3 il

DNA replication licensing factor mecm7-B TRINITY_DN198659_c0_g1_i1
Replication protein A 70 kDa DNA-binding subunit TRINITY_DN197877_c5_g1_i2
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Figure S9, Heat map displaying gene expression levels of detected DEGs between control and low-magnesium
condition. Colors indicate Z-score transformed FPKM value of genes annotated with GO terms: macrophage
activation (G0:0042116), fibroblast growth factor-activated receptor activity (0:0005007), copper ion binding
(G0:0005507), collagen metabolic process (GO:0032963), cCAMP biosynthetic process (GO:0006171), collagen
fibril organization (GO: 0030199), JAK-STAT cascade (G0O:0007259), and DNA-dependent DNA replication
(G0:0006261); yellow and blue highlights indicate higher and lower expression values, respectively.
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ameboidal-type cell migration (GO:0001667)

AT-rich interactive domain—containing protein 5B TRINITY_DN202705_c0_g1_i1
Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN201328_c1_g2_i1
Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN199706_c2 g1 _i2
Bone morphogenetic protein receptor type—2 TRINITY_DN195698 c1 g2 i1

Retinal homeobox protein Rx3 TRINITY_DN188586_c0_g1_i1

Neuropilin—2 TRINITY_DN190104 c4 g1 i1

Neuropilin—2 TRINITY_DN197026_c1_g1_i2

Neuropilin-2 TRINITY_DN188502 c1_g6_i4

Low-density lipoprotein receptor-related protein 5 TRINITY_DN176088_c0_g1_i1
Myosin heavy chain, muscle TRINITY_DN201082_c1_g1_i1

Neurogenic locus Notch protein TRINITY_DN200326_c1_g1_i1

Neurogenic locus Notch protein TRINITY_DN200755_c1_g1_il

Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN204051_c1_g1_i3
Protein kinase C alpha type TRINITY_DN189096 c9 g1 i1

Fibroblast growth factor receptor 1 TRINITY_DN186935_c0_g1.i3

Colorectal mutant cancer protein TRINITY_DN194318_c0_g1_i4

Paired box protein Pax—3 TRINITY_DN189245 ¢3 g1 i1

Protein Wnt-5a TRINITY_DN193382 c1_g1.i2

Thrombospondin—1 TRINITY_DN193107_c0_g1_i2

Thrombospondin—1 TRINITY_DN164412_c1 g1 i1

Vascular endothelial growth factor receptor 3 TRINITY DN198749 _c1 g2 i1
Arylsulfatase B TRINITY_DN182620_c0_g1 it

Arylsulfatase B TRINITY_DN195708_c8 g3_i1

Protein Wnt-8a TRINITY_DN197089 c1 g1.i2

Matrix metalloproteinase~9 TRINITY_DN200883_c1 g1 i1

Transcription factor SOX-9 TRINITY_DN174036_c0_g1_i1

Paired box protein Pax—6 TRINITY_DN194888_c4 g1 _i6

Sodium/calcium exchanger 1 TRINITY_DN193471_c0_g1_it

Neurogenic locus notch homolog protein 1 TRINITY_DN203645_c2_g1_i6
Semaphorin—5A TRINITY_DN194186_c2 g1_i1

Discoidin domain—containing receptor 2 TRINITY_DN200049 c3 g1.i3
Thrombospondin—1 TRINITY_DN202377 c1_g1 il

Disabled homolog 2-interacting protein TRINITY_DN195683 c1_g1_il
Semaphorin—5B TRINITY_DN176714_c0_g1_i1

Discoidin domain—containing receptor 2 TRINITY_DN201541_c0_g3_i1

Gremlin—1 TRINITY_DN180313_c0_g1_i1

Serum response factor (Fragment) TRINITY_DN185811_c0_g1_i1

Golgi—associated plant pathogenesis—related protein 1 TRINITY_DN193291_c0_g1_i1
Golgi-associated plant pathogenesis-related protein 1 TRINITY_ DN198418_c1_g1_i1
Golgi—associated plant pathogenesis-related protein 1 TRINITY_DN195437_c2 g1_i3
Golgi—associated plant pathogenesis—related protein 1 TRINITY_DN203486 c1_g1_i3
Forkhead box C1-A TRINITY_DN115492 c0_g1_i1

Golgi—associated plant pathogenesis-related protein 1 TRINITY_DN183007_c0_g1_i2
Golgi—associated plant pathogenesis-related protein 1 TRINITY_DN188453 c1_g2 i1
Golgi—associated plant pathogenesis—related protein 1 TRINITY_DN188453_c1_g2_i3
Golgi—associated plant pathogenesis-related protein 1 TRINITY_DN162650_c0_g1_i1
Golgi—associated plant pathogenesis-related protein 1 TRINITY_DN194003_c0_g2 i1
Lipid phosphate phosphohydrolase 3 TRINITY_DN196879_c0_g1_i1

Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN190091_¢3 g1_i5
Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN190091_¢c3 g1 _i3
Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN201415_c0_g1_i1
Programmed cell death protein 6 TRINITY_DN195314 _¢c0_g1_i1

Programmed cell death protein 6 TRINITY_DN195314_c0_g1_i2

Protocadherin Fat 2 TRINITY_DN202936_c0_g1_i5

Glutathione peroxidase 1 TRINITY_DN174795_¢c0 g1 _i1

Neurogenic locus Notch protein TRINITY_DN203124_c1 _g1_il

Neurogenic locus Notch protein TRINITY_DN203124 c1 g1 _i4

Protein slit TRINITY_DN201073_¢1_g3.i11

Protein slit TRINITY_DN201073_c1_g3.i8

Proto—oncogene tyrosine—protein kinase receptor Ret TRINITY_DN179002_c0_g3_i1
Proto-oncogene tyrosine—protein kinase receptor Ret TRINITY_DN201661_c6_g1_i1
Angiopoietin—1 receptor TRINITY_DN203658_c4 g3 i1

Angiopoietin—1 receptor TRINITY_DN198546_c1_g1_i1

Dedicator of cytokinesis protein 1 TRINITY_ DN199097 c1 g1 i1

Golgi— iated plant patt is—related protein 1 TRINITY_DN195853 c0_g1_il
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Whnt signaling pathway (GO:0016055)

Control Low-Mg

Cyclin—dependent kinase 14 TRINITY_DN191433 c1_g1_il

Metalloprotease TIKI1 TRINITY_DN186203_c0_g1_i1

Cadherin EGF LAG seven—pass G-type receptor 1 TRINITY_DN203537_c0_g1_il
Catenin delta-2 TRINITY_DN201695_c3_g1_i2

Low—density lipoprotein receptor-related protein 4 TRINITY_DN203487_c2 g1 i1
Low~density lipoprotein receptor-related protein 4 TRINITY_DN185028 c0_g1_i3
Low~—density lipoprotein receptor-related protein 5 TRINITY_DN176088_c0_g1_i1
Glypican—4 TRINITY_ DN191246_c0_g1_i1

Low-density lipoprotein receptor-related protein 6 TRINITY_DN204237 c0_g2 i1
Frizzled-8 TRINITY_DN196803_¢c3 g1_i1

Homeobox protein SIX3 TRINITY_DN169849 _c0_g2 il

Collagen alpha=1(I) chain TRINITY_DN186104_c0_g1_il

Bone morphogenetic protein 2 TRINITY_DN200035_¢c0_g2_i1

Colorectal mutant cancer protein TRINITY_DN194318 c0_g1_i4

Protein Wnt-2 TRINITY_DN196547 c2 g1 _i1

Protein Wnt—5a TRINITY_DN193382 c1 g1 i2

Protein Wnt—-8a TRINITY_DN197089_c1_g1_i2

Transcription factor SOX-9 TRINITY_DN174036_c0_g1_i1

Tyrosine—protein kinase transmembrane receptor ROR1 TRINITY_ DN189918_c2 g1 i1
Neurogenic locus notch homolog protein 1 TRINITY_DN203645_c2 g1_i6

Zinc finger protein 703 TRINITY_DN159755_c0_g1_i1

Protein APCDD1 TRINITY_DN196786_c3 g1.i3

Protein APCDD1 TRINITY_DN196786_c3_g1_i8

Frizzled-6 TRINITY_DN188368_c0 g1 i1

Disabled homolog 2-interacting protein TRINITY_DN195683 c1_g1_i1

Sclerostin domain—containing protein 1 TRINITY_DN188299 c0_g1_il

Paired box protein Pax-3-A TRINITY_DN161451_c0_g1 it

Paired box protein Pax-3-A TRINITY_DN179400 _c0 g1 i1

Segment polarity protein dishevelled homolog DVL-3 TRINITY_DN197782_c0_g1_i3
Inactive tyrosine—protein kinase 7 TRINITY_DN201381_c1_g1_i1

Gremlin—1 TRINITY_DN180313_c0_g1_i1

Protein Wnt—-8b TRINITY_ DN197150_c2 g1_i1

Collagen triple helix repeat—containing protein 1 TRINITY_DN183041_c1_g1_i1
Collagen triple helix repeat—containing protein 1 TRINITY_DN177458_c0_g1_i1
Collagen triple helix repeat—containing protein 1 TRINITY_DN203459_c0_g1_il
Frizzled—4 TRINITY_DN203703_c0_g1_i1

Secreted frizzled-related protein 3 TRINITY_DN189077_c3 g1_i1

Protein Daple TRINITY_DN204116_c0_g1_i1

Frizzled—10 TRINITY_DN197792_c0_g1_i1

Dickkopf-related protein 3 TRINITY_DN188946_c2_g1_i2

Dist led iated activator of morph is 1 TRINITY_DN198908_c0_g1_i1
Lipid phosphate phosphohydrolase 3 TRINITY_DN196879_c0_g1 it

Figure S10. Heat map displaying gene expression levels of detected DEGs between control and low-
magnesium conditions. Colors indicate Z-score transformed FPKM value of genes annotated with GO
terms: ameboidal type cell migration (GO:0001667) and Wnt signaling pathway (GO: 0016055); yellow
and blue highlights indicate higher and lower expression values, respectively.



