Supplementary File S2. The gene model for RcRbohC. The coding region is marked with
uppercase letters, above which is its deduced amino acids. The transcribed untranslated regions,
including 5’ UTR, intron and 3’ UTR sequences, are marked with lowercase letters. The start and

stop codons are marked with bold letters.

1 ttttttctttetttacttcaatctgecacagttcaccttttaatectecgtettettgtte
61 tgagaatcataatctcgagtggtcagattcattattccatcttcaagattcaagectttte
1 M Q KMGURED
121 tgttttaacttccaagaattttgaatcaaaacccagATGCAAAAGATGGGTAGAGAAGAT
9N S HHQHHHSDSETLTIESGDU QR RYV
181 AATAGCCATCACCAGCACCATCATTCTGATTCGGAGCTGATAGAAGGTGATCAAAGGGTA
29P Y S G6GPLSGPLNI KR RTTRI KS AR
241 CCTTATAGTGGTCCTCTAAGTGGACCTCTAAACAAGAGGACGACAAGAAAGAGTGCCAGG
49F N T PD S TS S QDEQYLEVTTLD
301 TTCAACATTCCTGACTCTACTTCATCCCAAGATGAACAATACTTGGAAGTAACCCTTGAT
69V R DD SV AVHSYVY KT ANSGAEETD
361 GTTCGAGATGATTCTGTTGCTGTACACAGTGTCAAAACAGCAAATGGTGCTGAAGAAGAT
8P ELTLULAKSGLEIZ KIZ KSNSNTIUVR R
421 CCAGAATTAACACTGCTTGCTAAAGGACTAGAAAAGAAATCTAACTCTAACATTGTCAGG

ION A S NRFURQVSQETI KU RTLASTEFS
481 AACGCCTCTAATAGGTTTAGACAGGTTTCTCAGGAAATTAAGCGGTTAGCTTCGTTTTCG
129K R P PP GRLDIRTIEKZ SAAAHATLK
541 AAAAGACCTCCTCCTGGTCGTCTTGACAGGACTAAATCTGCAGCTGCTCATGCTTTGAAA
496 L K F I S K TDGGAGWAAVEKTR
601 GGACTCAAGTTTATTAGCAAGACCGATGGAGGAGCTGGATGGGCTGCTGTGGAGAAACGA
9F DD I T ASTDGLVLPURSIRTFEFTZCTETC
661 TTCGATGACATTACTGCTTCTACTGATGGATTGCTTCCTCGTTCAAGATTCTGCGAATGC
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191
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841

216

901

236

961

1021

244

1081

251

1141

1201

1261

260

1321

272

1381

292

1441

1501

298

1561

317

1621

ATAGgtagttcccecgtgcaagatcaacttececttgtatgagttatttaattttttggtta
M K E S K
ggactaactgatgctatctgtttgtgaacttgtgaaaataacagGTATGAAGGAGTCAAA
DFAGETLT FNALARI KT RIHTITTETRTDS
AGATTTTGCAGGGGAGCTGTTTAATGCACTTGCTAGGAAGAGGCACATAGAAAGGGATTC
I G K DELIKETFWE~QTISNAQGTFDS
AATCGGTAAAGACGAGCTCAAGGAATTCTGGGAACAGATTTCTAACCAGGGCTTTGATTC
RLQTT FUFDM
CAGGCTTCAGACTTTCTTTGACATgtaatgttatattagaaagtgtgaatcatttattat
tatgatttttatttttgtgtgtaacaacaaaaaaacgtgtattctgatttgcattaccaa
VD KDATDSG
gcgtttaagatgtaacgtaaatgatgaaaattaattgcagGGTTGATAAAGATGCAGATG
R I T EEE V K E
GAAGAATTACAGAAGAGGAAGTAAAGGAGgtatagactttatttaatattaaatcaaaca
aatgtatatgatgcacatgatatattccagaagttgactcatatctttctgtagtatcaa
taatttcaatgcatcagagcatgtgcttcatatccgaagaagttttggactaattgagac
I T.T L SASANTZKTLS
aaattttaccattccgatttgcagATTATTACCCTTAGTGCTTCTGCGAATAAACTATCA
NTQ KQAEEYAALTMETETLTDPE
AATATTCAAAAACAAGCAGAGGAATATGCAGCCTTGATCATGGAAGAGCTGGATCCAGAG
NHGY I M
AATCATGGATATATCATGgtaaataaatgagaaatgectcttegtgtgaccattetttege
ttttttttggtacaatttattgtgataggccattgattgtgtgaatattgtttccaaata
I' ENLEMTLTLTLAQGPNQSVRVG
cagATAGAGAACTTGGAAATGCTTCTATTGCAAGGACCAAACCAATCTGTAAGAGTAGGA
ESKNLSQMTLSQ KL KPSLDDN

GAGAGCAAAAACCTGAGCCAAATGCTTAGTCAAAAGCTTAAGCCTAGTTTGGATGACAAC
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2041
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2101
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487

2221

507

2281

527

2341

547

2401

567

P T RRWGRSTZ KYFLTFDNWEKTR RV
CCAATAAGGAGATGGGGTAGAAGCACCAAATACTTCCTTTTTGATAACTGGAAGAGAGTG
wvIlTALWIGVMAGTLTEFAYZ KTVYVAQ
TGGGTGATAGCTCTGTGGATTGGTGTTATGGCTGGCCTGTTTGCCTACAAATATGTGCAA
Y K RRAAYEVMGACV CTAZKG GG
TATAAACGGAGAGCTGCATATGAAGTAATGGGCGCATGCGTGTGTATTGCAAAGGGAGGT
AETLEKLNMALTTLTZLU®PVCRNTL
GCTGAGACACTCAAATTGAATATGGCTTTAATTTTACTACCAGTCTGCAGAAACACCCTC
T WL RNKTI KTLGV VVPFDDNTLN
ACTTGGCTTAGGAATAAGACCAAGTTAGGTGTTGTGGTTCCTTTTGATGACAATCTTAAT
F H K
TTCCACAAGgtattagcttagttaattgecttcacttattcacgecctttetactgaaag
V1AV G IT
aaaacagaaaggtaaataaatgggctgegttetttttccagGTGATAGCAGTGGGAATTA
I G vV GLHATITSHTLACDT FUPRTLTLS
CAATTGGAGTTGGTCTGCATGCAATTTCTCATTTGGCTTGTGACTTCCCTCGCCTTCTTA
AAS EEKWETLMEZPFTFGDAQPS SY
GTGCAAGTGAAGAGAAGTGGGAACTTATGGAGCCATTCTTTGGGGATCAACCTTCAAGTT
WHPFVKSVEGYVTGTIIMVVLMA
ACTGGCATTTTGTTAAGTCAGTGGAAGGAGTGACTGGGATCATAATGGTGGTGTTAATGG
I AFTLAAPWPFRRNIKTLNTLPSF
CAATAGCCTTTACACTGGCTGCCCCTTGGTTTAGGCGTAACAAGCTGAATTTGCCTTCCT
L XK XKLTOGFNAFWYSHHTLFTITIWV
TTCTTAAGAAGCTCACTGGTTTCAATGCCTTTTGGTACTCTCATCATCTCTTCATCATTG
Y TL L I VHGQYLYULTHTDWY KK
TCTACACTCTGCTCATTGTTCATGGTCAATACCTGTACCTGACTCATGATTGGTACAAGA

T
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605
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625

2821
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639

2941

655

3001

3061

3121

673

3181

689

3241

3301

3361

3421

3481

AAACGgtaagacacttcttaaattgaaatcaacactatttattataaatatttttgaact
T WwWMY L LAVPTITTITTYA
gatccttectetgtattggcagACATGGATGTATTTGGCTGTTCCCATTATCATTTATGCT
S ERLTURALIRSSTI KPVTTIIZKHK
AGTGAAAGATTGACAAGGGCACTAAGGTCCAGTATCAAGCCTGTTACCATTAAGAAGgtg
agcagaacacaattagatgttcatttatagtttgtctgtattacattaagaagttatgga
Vv AT Y P
aattagaaaagtggtgcctaaataatcttgtttttgatattgaagGTGGCTATTTATCCT
G NVLALHMSZ K®©PQGTFIRYZKSGAQ
GGAAATGTTCTGGCACTTCACATGTCAAAGCCTCAAGGATTCAGATATAAGAGTGGACAA
Y MF VNCAAVSPFEW
TACATGTTTGTCAATTGTGCTGCTGTGTCTCCATTTGAGTGgtaggtgaatttttagttt
agtactaaatgttgcaggtaatattaatactttgctattacttaaaaaagttaaaatttc
HPFSITSAPGDT DYTLSYV
acatgtcaacagGCACCCATTTTCCATCACTTCAGCTCCTGGAGATGACTATCTAAGCGT
HIRTULGDWTRQLI KTV F S Q
TCACATCAGAACTTTGGGCGATTGGACAAGGCAACTTAAAACAGTATTCTCACAGgcatg
tgtttttttatttggaaatgagtggatttataatgegtaatctgtttccaagattecttat
atactgcccectetgttggegactecgactactgtggetaattcaatttecctecatgttecet
vCceQPPDTSGIKSGLILURATD
tcgatttcacagGTGTGTCAACCACCAGATACGGGGAAAAGTGGACTTCTCAGAGCGGAT
G FQ GNNZCPS
GGCTTTCAAGGAAATAATTGCCCAAGgtaagttctttcaacttggggaaaatgcttacte
tattcacatgtattttcatgaaataagtaatacaataaccattttcaaaaggagtgcata
tgtaaagaggggtacattctgttgtgcatacgtgacaagcattatatcaggtcaacttgt
aaattatgcgtgaatctgggggtggttggccacagcaatctcatataaggaaaattettg

catgcgcaacttagctacttgeccttagggtctcatectcactgtcatttetttgggegg
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4021

766
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786

4141

806

4201

826

4261

846

4321

866

4381

4441
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gttagttgggtgggtgggggaggcggattaaaataccacaccagaagacaaaataagagg
attagaatctttgacagaattgtatattatttctattttaactacggtaatatatgttcg
gacacctatctatagtgcccacgcaatcattgtcattccatgecccaccatagacaggga
catctaacaaacacatgcacatggcgetttgtatggaagtggeecttgttetteceetttg
ttttgaaattctgatccattgttttggttgtataaggtaacgctagtgaatttcttgaac
F P RV L I DG
tgattacttaattgtggtattgacgatgatgaacagTTTTCCAAGAGTACTGATTGATGG
PYGAPAQDYKI KYEVVLLVGL
TCCATATGGAGCACCAGCACAAGACTACAAGAAATATGAGGTGGTTCTGCTTGTGGGTTT
G I GATPMTITIOSTVKDTVNNTRA
AGGAATTGGAGCAACCCCCATGATCAGTATAGTTAAGGACATAGTTAACAATATCAGAGC
R EDEEEZENALENSGTTLPIKTP S
CAGGGAAGATGAAGAAGAAGAGAATGCATTAGAAAACGGTACATTGCCAAAAACACCTAG
PDAQK R RENTFI KTRRAYZFYWV
TCCTGATGCACAAAAAAGAAGAGAGAACTTTAAAACAAGAAGGGCGTACTTCTATTGGGT
T R EQGS FDWFIKGVMNEVAEL
GACAAGGGAGCAAGGATCTTTTGACTGGTTTAAAGGGGTGATGAATGAGGTAGCTGAACT
DHNHVIELUHNY CTSVYETEGTD
GGACCATAACCATGTAATAGAGCTACACAACTACTGCACTAGTGTATATGAAGAAGGGGA
AARSALITMLAQSLHHAZKNGVD
TGCAAGGTCTGCTCTAATTACCATGCTTCAGTCTCTGCATCATGCCAAGAATGGTGTTGA
r vs TRV K SHZFAKUPNWRS VY
CATTGTCTCAGGCACTCGTGTTAAGTCTCACTTTGCTAAGCCCAACTGGAGAAGTGTCTA
K RTALNHPNSR RVG
CAAGCGCACCGCCCTAAATCACCCTAATTCTCGAGTTGgtaagtccccattcatttttece
ttttaacaaaacatagtattcttatcttttttcacctttctttagaaaaaagcatcttct

gcattattgtgctctttectgtcagttagtaggaaaagtggttaaaaagaacacaaagata
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879
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4921

4981

5041

5101

5161

5221

5281

agtatatatattagtggtcgctgggcagtagaggtagtgetttctctgataatatggatg
cttactggtttatctaaaaaattaatcaccattttctgectagggaaagetttctagttaa
VFY CGAPATLTKE
caattgtctcttecctgactgcagGGGTGTTTTACTGTGGGGCACCAGCGCTAACGAAAG
L R HLASUDTFSHI KTNTI KT FDTFHK
AGCTACGCCATCTAGCTTCGGATTTCTCGCATAAGACAAACACCAAATTTGATTTTCATA
E N F =
AAGAGAACTTCTAAaactttcaatcggtgattaaggaagacagaagaaagaaagaaagag
aggtcttgaattgagttccatcaacatcccactcgttactgaatattctttattggecce
cttttgttgacatttctattagecctecctttcaataatggecatagtcttattgataaatta
atcagcgagcagaagatagtgecgttggttgattgcaggggcaacccacttaagacagcecaa
atgttagtgctcgtctetgtcaatcaggacatatctacaataggatttgtaaagecattte
cttttgttcatttttctttattttttttectectgectaagaaatatcttgtatgatagaata
gtgaatgtctttcagttcttttgattgattgaaattggacggataaaatataagtattga
gtattaattaagtgtatgtataaactacaagtctttttctaaatctaattatgtagtgaa

tcatcagctaa



