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	Gene
	Locus
	Region
	Length (nt)
	Number of variants 

	PICALM
	5HSAR013622
	5’UTR
	286
	17

	
	3HSAR015450
	3’UTR
	1604
	18

	
	Total
	35

	SYNJ1
	5HSAR059427
	5’UTR
	125
	0

	
	3HSAR062660
	3’UTR
	3046
	278

	
	Total
	278

	SH3KBP1
	5HSAR053069
	5’UTR
	316
	3

	
	3HSAR056203
	3’UTR
	2452
	79

	
	Total
	82



