Supplementary Material 2: SRA Validation of DRDs functionality in other mammals presenting low
quality protein tag (LQ)

Ovis aries SRA confirmation of the absence of 1-nucleotide deletion
SRA experiments searched:

SRX2802995 - PRINA386429 - Inner Mongolia Agricultural University
SRX2802991 - PRINA386429 - Inner Mongolia Agricultural University
SRX3903525 - PRINA433439 - Gansu Agricultural University

BTA_DRDS

Frame 1 e T

FUD gi| 957807237 | ref| NC_019463.2|:104407470-104444073 Z-GGGAGACGCAGGGCAGAAGTCGGGACAGCGCACAGCCCGCCTTTGCAGCCGAACCCGATAMG cceccc G—GG—_GGGTG.GG-G\
Frame 1 -R E T @ G R S R D S A Q P A F A A E P D IS d N G T

REV gnl | SRA| SRR6960914.299240356.2 FCGGGAGACGCAGGGCAGAAGTCGGGACAGCGCACAGCCCGCCTTTGCAGCCGAACCCGATRMIGC G—GG—

Frame R E T @ G R S R D S A Q P A F A A E P D I g|R NG T S THT
FUD gnl | SRA | SRR6960913.271479013.1 ZCGGGAGACGCAGGGCAGAAGTCGGGACAGCGCACAGCCCGCCTTTGCAGCCGAACCCGA TG CHll TSN G GYGH GEAANGGEARENE GEAREG
Frame 1 R E T @ G R S R D S A Q P A F A A E P D ENENNP P S ENTG. T S BHT
F“‘Dgnl\SRA|SRR69609132714790131 :cGGGAGACGcAGGGcAGAAGTCGGGACAGCGCACAGCCCGCCTTTGCAGCCGAACCCGAT-GCIT—GG GCAATGGCACCTCGCATAG
Fram Q Q Mo S ENTEGE T s mHE
F“‘Dgnl\SRA|5RR6960913.100497092.1 CGGGAGACGCAGGGCAGAAGTCGGGACAGCGCACAGCCCGCCTTTGCAGCCGAACCCGAT-GCIT_GG GEAAEGGEACETEGEATEGG
Frame 1 Q Q MoL S ENTEGT T S BHE R
FUD gl | SRA | SRR6960913.100497092.1 ’CGGGAGACGCAGGGCAGAAGTCGGGACAGCGCACAGCCCGCCTTTGCAGCCGAACCCGAT-GCIT_GG GEAAEGGEACETEGEATEGG
Frame 1 ML S ENTEGE T S BHE R
FUD gnl | SRA | SRR6960913.205968112.1 ,cGGGAGA(GcAGGGcAGAAGTcGGGACAGCGCACAGCCCGCCTTTG(AGCCGAAC(CGAT-GCIT_GG GEAAEGGEACETEGEATEGG
Frame 1 Q D N—— RN TG T s IHT R
FUID gnl| SRA | SRR6960913.205968112.1 ,cGGGAGA(GcAGGGCAGAAGTCGGGACAGCGCACAGCCCGCCTTTGCAGCCGAAC(CGAT-GCIT-GG GEAATEGGEACETEGEATEGG
Frame 1 R Q D Q D N—— R N TG T S IZHT R

REV gnl| SRA| SRR6960914.165432931.1 (‘—G__EGGTG
Frame 1

N G T

FUD gnl | SRA| SRR6960913.47264982.2 GEAATGGEATGETEGEAGEGGG T GEGGIEG
Frame RUNTGI T SEHIR V R S
FUD gnl | SRA| SRR6960913.47264982.2 GEAATGG GEAGEGGG T GEGGTEG
Frame RNTG ! T SEHIR V R S|

FUD gnl \ SRA|SRR6960914.358412387.2

Frame

REV gnl| SRA| SRR6960914.321949775.2

C_T(.-'-T-_GAGTCIGC-GI

C_GC—S_GGGTCIG_G

Frame 1 S ENEGH T

FUD gnl | SRA | SRR6960913.203881181.1 C_G_C_GGGT(IG_G
Frame S ENEGH T 'S WHW

FUD gnl | SRA | SRR6960913.203878367.1 G_GG—C—GGGTGIGC.G
Frame 1 S ENTGT T S FHT

FUD gnl | SRA | SRR6960913.293878367.1 GEAAEGG G—C—GGGTG.GG-G\
Frame

SN -G T S CHU
U0 g SRA| SRR6960913.293881181.1 G—GC—C—GGGTC.GG-G
Frame SN -G T SGEHIR V R S|
FUD gnl| SRA| SRR6960913.211018203.1 GEAATGGEATETEGEATEGGG T GEGGIEG
Frame R N G T SCH R V R 5|

Ovis aries SRA confirmation of the absence of 2-nucleotide deletion
SRA experiments searched:

SRX2802995 - PRINA386429 - Inner Mongolia Agricultural University
SRX2802991 - PRINA386429 - Inner Mongolia Agricultural University
SRX3903525 - PRINA433439 - Gansu Agricultural University

BTA_DRDS GEEET G GAAGGEG GTGGEEGAGGTGGEG G GTTATTGGEETTETT GG GGEETTETG)
Frame 1 W K ADVS ABEEVIA G Y W P FIiG A F (
FUD gi |957807237| ref|NC_019463.2|:104407470-104444073 G GTTAGT GGEETTTTGGGGEETTETG
Frame TGH Y W P FLGIA F (
FluDgn\[SRA|5RRE§609|4.3187BQZ19.2
Frame 1
FUD gnl| SRA | SRR6960913.407009563.2
Frame 1
FUD gnl | SRA | SRR6960913.155927881.2 GTTCATCGTATCCCTCGC! GTCCGACCTCTTC!
Frame RS = S
FUD | SRA|SRR6960913.155927881.2 ACGTGTTCATCGTATCCCTCGLGGT GTCCGACCTCTTCGTGGEGCTGCT] cTEATGEE
Fomlmove S Wi A BV S CDomlm F
mngm I RAI SRR6960913.167696895.1 G—G—GIGGIC-G—GIGGIG-G- GTEATGEEETGGA
Fram F eV S PW
FD gm I RAI SRR6960913.167696895.1 c—c— G-G_cl GEEETGGA
Fram NSVS Ve S I A SVS s Chommm T VS A PW
wgm ISRA| SRR6960913.35086657.2 ATGTGTTEATEGTATCCETEGOGGT GTCEGACETETTEGTGGEGETGET lorAT cGEEET G GARGGEGG
Frame 1 N BVE F looVe S Wi A BV S CDomim PW K A
g SRA|SRR6960913.35086697.2 AT c—s—clccle-c—clsslc-s- loTAT GEEET G GARGGEGG
Frame [ PW K A
F“Dgn\[SRA|SRR6950914.|60609543.1 GECETGGAAGGEGGTGG
Frame 1 POW KA BV
FUD g SRA|SRR6960913.123414903.2 GTTCATCGTATCCCTCGOGGT GTCOGACCTCTTCGTG GEEETGGAAGGEGGTGGE
Frame T R R oS TS p o T v A POW KA BV
ognl [sw\| SRR6960913.186108799.1 AT CTTEATIE GTATIEEETE Gl G G T GATETE I GT G GEGET cET d |GTEAT GEEET G GARGGEG GTGGE
ram | PW KA BWE
FUD gnl| SRA | SRR6960913.123414903.2 GEEETGGAAGGEGGEGGE
Frame POW K A BV
FUD gnl| SRA | SRR6960914.279703307.2 GEEETGGAAGGEGGEGGE
Frame 1 POW KA BV
FWDgn\[SRA|SRR5960913.185108799.1 GEEETGGAAGGEGGTGGE
Fram POW K A BV
F"‘Dgn\[SRAlSRR69609143254373262 GEEETGGAAGGEGGEGG
Fram PW K A
Flip. gn\ [SRAl SRR6960914.235165760.1 GECETGGAAGGEGGTGGEE
Fram POOW K A BVE A
D gn\ [SRA| SRR6960914.1404827.1 GECETGGAAGGEGGTGGEE
Fram POOW K A BV A
EUD ol IGRAL 34801362001 Aol sl




Bison bison bison SRA confirmation of the absence of 1-nucleotide insertion

SRA experiment searched:

SRX1766681 - PRINA321590 - Sichuan university

BTA_DRDS

Frame 3

GG_GGG

IG—GG‘_GGG_‘GGGGG_‘GGG-GGG'-G
) Bl H W VG D GEESD P P S NBEA N G!

_GGGIGG-G-GGGGIG-G-GG
W A G

Frame

FUID gnl| SRA| SRR3530515.193281875.1

Frame

REV gnl| SRA|SRR3530515.310478261.2

Frame

REV gnl| SRA|SRR3530515.334054004.1

Frame 3

REV gnl E SRA | SRR3530515.193949038.1

Frame

FUD gnl | SRA | SRR3530515.116163244.1

Frame 3

FUD gnl | SRA|SRR3530525.10432464.1

Frame 3

REV gnl| SRA|SRR3530515.49894527.1

Frame

FUID gnl| SRA| SRR3530515.98096058.2

Frame

FUD gnl| SRA| SRR3530515.76094261.1

Frame

FUD gnl 1S SRA | SRR3530515.485116.1
rame 3

FUD gnl | SRA|SRR3530515.223544363.2

Frame 3

REV gnl| SRA|SRR3530515.308719250.1

Frame

REV gnl| SRA|SRR3530515.291763085.1

Frame

REV gnl| SRA|SRR3530515.295879045.2

Frame 3

FUID gi| 735088962 | ref [NW_011494827.1 | :c202853-198572

IG_G_GGG_GG.GGG_GGGGIGGG-G(_GG_GGG
YEEECHT W R D" K EvE G G G EEENDE P N EE A N G
IG_GG_GGG_GG.GGG_GGGGIGGG-GG_GG_GGG
VEENH' W TH' R DU K EwE G G G EEENDN P S NBHEE A N G
IG_G_GGG_GCIGGG_GGGGIGGG-G(_G(-GGG
VEEETHT W [ =ch G HGEEEENDE P N BEE A N G/
IG—GC_GGG—GCIGGG—GGGGIGGG-G(“GC—GGG
NEENTHE W EHE R HDE K BMETGE S R G IGEEENDE P P S IN'HEN A UNEGH

IG—GG—GGG_GCIGGG—GGGGIGGG-GC—GG_GGG
YEEETHT W NG "G EEETDT P N BHm A N G

IG_G(S—GGG_GG.GGG_GGGGIGGG-GG_GG_GGG
Y EEECHT W EEEGH G EGEEENEDE P N EE A N G
IG_G_GGG_GG.GGG_GGGGIGGG-G(_G_GGG
VEEN H W H' R DU K EwE G G EGEEENNDN B N EE A N G
G_GG_GGG_GG.GGG_GGGGIGGG-GG_GG_GGG

EETHT W R D7 K BwvE G P N BE A N G

_GC_GGG_GCIGGG—GGGGIGGG-G(—G(-GGG

[FHT W THT R EDT EEEGH FGimEmTDE P P N B A
—GC_GGG_GC.GGG—GGGGIGGG-G('—GC—GGG
FHT W THT R DT K BMETGT S R G MG'EEE'DT P P S N HE A N ©G1

-GG_GGG_G(’GGG_GGGGIGGG-GG_GG_GGG
W THY [ bch] G DT P "N HE A N TG

-GGG_GG.GGG_GGGGIGGG-G(_GG—GGG

K v G G EGEEENEDN P N EE A N G

IGGG_GG.GGG_GGGGIGGG-GG_GG_GGG

R DU K BwE G G G EEENDN P S NBHE A N G

GG_GG.GGG_GGGGIGGG-G(_G_GGG

K BvE G G HGEEEENDE P N BE A N G

GGIGGG-G(—GC—GGG

G NGIEENEDE P P S IN'EEN A UNIEGH

E_GGGIG

Pw-

GEETTGGGAGGAAG
P W EEENEN
GEETTGGGAGGAAGEEGGGGAGTEG
P W HNENNEN A G EEN S
@ETT GGGAGGAAGEEGGGGAGTEG
P W HEEEN A TG'EEN S
EETTGGGAGGAAGEEGGGGAGTEGG
P W HEEEN A 'G'EEN S

EETTGGGAGGAAGEEGGGGAGTEGG!
P W NENNEN A G EEN S "DU

GEETTGGGAGGAAGEEGGGGAGTECGATAGG
P W HEEEEEN A "G'EEE S NDN R
GEETTGGGAGGAAGEEGGGGAGTECGATAGG
P W NENNEN A G EEN S "D" R

GEETTGGGAGGAAGEEGGGGAGTECGATAGG
P W NN A TG EEN R
@ETTGGGAGGAAGEEGGGGAG

P W HEEEN A G EEN

GG

S DY R
GETTGGGAGGAAGEEGGGGAGTECGATAGG
P W HENNEN A G HEN R

GETTGGGAGGAAGEEGGGGAGTECGATAGG
P W EEEEEN A UG'EEE S NDN R

Phascolarctos cinereus SRA confirmation of the absence of 1 nucleotide deletion

SRA experiments searched:
ERX376153 - PRJEB5196 — BRAEMBL
ERX1942092 - PRJEB19982 - Koala genome consortium

MDO_DRDS

Frame 1

ATGCTTTTACCACCCCGCAAGAACCGGACCCTGTACCT
IV P R K N R T mimy P

F'|“>g||1185542015|ref| NW_018343995.1:c3024616-3016336

Frame 1

REV gnl | SRA | ERR1881590.154660109.2
rame

REV gnl | SRA | ERR409792.216657675.1
Frame

REVgnl| SRA|ERR409792.114735753.2
Frame 1

FUD gnl | SRA|ERR1881591.984110.1
Frame

FUD gnl | SRA | ERR409792.123861660.1
rame 1

REV gnl | SRA| ERR409792.48167436.2
Frame 1

FUID gnl | SRA| ERR1881590.137299853.2
Frame 1

FUD gnl | SRA | ERR1881590.159906038.1
Frame

FUD gnl | SRA | ERR409792.120068326.1
Frame 1

REVgnl| SRA|ERR1881591.130091474.1
Frame 1

FUD gnl | SRA | ERR1881591.131938018.2
Frame

FUD gnl | SRA | ERR409792.193121548.1
Frame

REVgnl| SRA|ERR409792.174896410.2
Frame 1

FID gnl | SRA| ERR1881590.212323970.1
rame 1

FUD gnl | SRA | ERR409792.86951404.1
Frame

FUD gnl | SRA | ERR409792.148391511.1
Frame 1

FUD gnl| SRA | ERR1881590.222142978.2

CAGTGCCCAGCGCCCCTGGAGTCCCTGCC_G_GACGG—G_AHC
ML L

CAGTGCCCAGEGECCETGGAGTCCCT G CATGETTITACEATEEEG A C C GAACECGAEET
A ENE——— ENC R T mE
cAGTGCCCAGCGcccCTGGAGTCCCTG(C-G_GACGG_G(‘— TATEE C
v P s G VP A SN R T mmm Y P

CAGTGCCCAGCGCCCCTGGAGTCCCTGCC-G—GACGG-GGT—AHC

CAGTGCCCAGCGCCCCTGGAGTCCCTGCCANGENNNIABEATENEG A C CGAAREGGATEET A NASEE C
P V P S A P G V P AN P P URN R ENEIRE T Nl P

CAGTGCCCAGCGCCCCTGGAGTCCCTGCCANGENIITASEAGEEEG A C GCGAAREGGAGEET A MAGET C|
P v P S A P G V P A ENENE—— P PTRIRENNR T HEY P
CAGTGCCCAGCGCCCCTGGAGTCCCTGCCANGCENNNIABEATEEEG A C CGAAREGGATEET A MATEE C A I G I Gl C
P V P S A P G V P AN P PRI R ENE'RI T HEN Y P [Pl ESSS———

CCCTGGAGTCCCTGCC-G_GACGG_GC_AHC
P

GGAGTCCCTGCC-G_GACGG_G_
A EN—— T HE Y

GAGTCCCTGCC-G_GACGG_GG_ TAGEE C:

P P R N R T Y
TTTACEATEEEG /. C G GAAGEGGATEET A TATEE

[ N NR

TAGEAGEEEG A C GGAATEGGATEET A TAGEE C
P ENCRT P
TAGCACECEG - GAACCGGACCET c
T Y P

-G-(-C-C-C-G-_(?TEACA-GGC_TGG
I O N QN
-G-C-C-C-(_G-_CP—A(_G
TR Q i Q mr
-G-G-C-G-G-G-_C_AG-GGC_GGGG.C
SN Q WM Q MEM P P A G A WI G
A BT CIGT GIBT C T GEA GET GEA GIET GEEEEE A GEAGG C GEET GGGGEC|
SN Q WM Q MIW P P A G A WI G
A BT CIET GET C TT GEA GET GEAGET GEEEEE A GEAGG C GEETGGGGEC)
SN Q W Q mEW P P A G A WG
A BT CIET GET C T GEAGET GEAGET GEEEEE A GEAGG C GEETGGGGEC)
SIS Q WM Q MmN P P A G A WIG
A G CIGT GIBT C T GEA GET GEA GIET GEEEEE A GEAGG C GEET GGGGEC|
SN Q W Q MM P P A G A WIG
A BT GIET GIET C TT GEA GET GEA GET GEEEEE A GEAGG C GEETGGGGEC)
SN Q WM Q MEM P P A G A WI G

_G(GC.C
P AG A C

Ochotona princeps SRA reads supporting a premature stop codon and reads supporting its absence in the

same species

SRA experiment searched:

Entire set of SRX experiments from the BioProject PRINA74593 - Broad Institute

OCU_DRD5
Frame 1
F:Dgnl | ‘SRA | SRR413470.160438678.2
wz‘ua;:u ‘SRA | SRR413470.151148479.1
szurg‘:i\ ‘SRA | SRR413470.158140766.1
FFMD,;:‘ ‘SRA | SRR413471.146934397.1
mvl;;:\\ ‘SRA |SRR392074.8331014.1
szui‘gy:\ ‘SRA | SRR413469.155914227.2
R:urg:\ ‘SRA | SRR413471.96370381.2
R:'Ui‘;:\ ‘SRA | SRR392074.36983068.2
mvl;;:\\ ‘SRA |SRR413470.127119198.1
FF“Dg:H ‘SRA | SRR413469.155005730.1
rame

REV gnl | SRA | SRR413470.15026657.1
Frame 1

FUD gi| 499106825 | ref| NW_004535440.1 | :c51674972-51668885
rame 1

G.G-GG.GGG(IC-CGIG—_
A NVIEEN T V NN S N
G.G-GG.GC.G(IC-CGIG__
A v T U CNCEmE S NSt S
IG-GGIGCIGGIC-CGIG_G—GIG_CAG—C-GIG_GG_CAG dead
R T ANVEEEN T V NN S N’ £ MBS S Y H R NN T A F P R

FID gl | SRA| SRR393554.10843097.1 CAC GEGGTGGAGAL T AACATCAGEAAT  AGETCCT . ETACC AT AGACACGGEETTECL  ({ TAGKTGGEGGE GEET , « GTCCATGTGATE

ame 1 El== CEVEH v
FUIb gnl | SRA| SRR392078.38965592.1 GIEAG G GEGGTGGAGAT C GG AATATOA GEAAT G| 'GGEGGE C GEET A C GMEEAT GTGATE
Frame 1 T A GVemES T v CNowim S CNO A A AV EVEH VeI
REV gnl | SRA| SRR392076.12076210.2 G-GGIGC.GG.G-CG.G—C—G 'GGEGGE C GEET A C GMEEAT GTGATE
Frame 1 A CvomEs T N A A AV EVEH VeI
2 gol | SRA| SRR392070.39656603.2 G-GGIGCIGClC-CGIG_C— GGEGGEC GEET A C GTECATGTGATE

ame 1 ACwomES T v ONois S N A A AV EVEH VeI
FID gol | SRA| SRR413470,168545190.1 G-GGIGCIGClC-CGIG_C— GGEGGEC GEET A C GTECATGTGATE
Frame 1 A CvemES T VN s s N AA A Y BV HoeVedn
FID gol | SRA| SRR413469.85319105.1 1A G GO CGAGAT C i AAmATEA GBARS GGEGGEC GEET A C GTEEATGTGATED

ame 1 T CA BVemES TV CNowis S oNo € AA A EVEHooVedn
S nliR0 1 $R0A12470 1005007 1 IOTGRICEICCGRT GEETLC




