Supplemental Table S3 The nucleotide sequence of clusters of mMiRNA binding sites in

orthologous candidate genes of triple-negative subtype.

Gene Nucleotide sequences of cluster Species
CBL ggcggcggcggcggecggcecggcggeggcggcggecgggayg Hsa
gcccggauagccggceggeggeggcggcecggcecggecgggag Ptr
gcccggauagccggeggeggcggeggeggecggecgggag Ggo
gcccggauagccggceggeggeggcggceggcecgggaggag Pan
CBL** gagauggagucucgcugugucgcccaggcuggaqg Hsa
gagacggagucucgcugugucgcccaggcuggag Ggo
gagacagagucucgcugugucgcccaggcuggag Ptr
gagacagagucucgcugugucgcccaggcuggag Ppa
gagaaggagucuugcugugucaccuaggcuggag Pan
MMP2 gcggeggeggecggeggecggegggggcuggggcgcgggy Hsa
gcggcggcggcggcggcggcgggggcuggggagegggyg Pab
gcggcggcggcggcggcggcecgggggcuggggegeggag Ggo
gcggcggcggcggcggcggcgggggcuggggcecgeggge Ptr
gcggcggcggcggcggcggcagcgggggcgcecgggggcec Mml
gcggcggecggeggcggcecggeggcggcggegggggcgceyg Pan
RAB5A ggcggcggaggaggagaaaggaaagaggaa Hsa
ggcggcggaggaggagaaaggaaagaggaa Ptr
ugcggcggaggaggggaaaggaaagaggaa Mm1
ggcggcggaggaggagaaaggaaagaggaa Pab
ucuggaggaggaggagaaaggaaggcggaa Mmu
RABSA gccaccaccaccgccauagauacacuc Hsa
gccaccaccaccgccauagauacacuc Ptr
gccaccaccaccgccauagauacacuc Pab
gccaccaccaccgccauagacacacac Mm1
ATM** cgggcugggcgcagcggcucacgccuguaaucccagce Hsa
ugggcugggcgcagcagcucacgccuguaaucccage Pab
cgggcugggcgcagcggcucacgccuguaaucccage Ptr
cgggcuggauacagcagcucacgccuguaaucccgge Pan
cgggcugggcgcagcggcucacgccuguaaucccage Ppa
ATM** uaaugagacagagucuugcucugucacccaggcuggagugcaguggce Hsa
uaaugagacagagucuugcucugucacccaggcuggagugcagugge Ptr
aguagagacagaguuucaccguguuagccaggauggucucgaucgcu Ppa
aguagagacagaguuucaccguguuagccaggauggucucgaucgeu Pan
aguagagacugaguuucaccguguuagccaggauggucuccaucgcec Pab
IL11** cacugcaaccuccaccucccggguucaagcaa Hsa
cacugcaaccuccaccucccggguucaagcaa Ptr
cacugcaaccuccaccucccggguucaagcaa Ppa
RUNX1** guaugugugugugugugcgugugugugugugug Hsa
gugugugugugugugcgugugugugugugugug Ptr
guguguguguguguguguguguguaugugugug Mm1l
uuuugugugugugugugugugugugugugagag Pan
SEN** ccgccaccgceccccgeccugecccuuccaguccce Ptr
ccgccaccgccccgeccugecccccuccagucccee Hsa
cCcgccaccgccccgecccugecccccuccaguccce Ggo
ccgccaccgccccgecccugecccccuccaguccce Ppa
SEN** gcuggagaugggugugugugugugugugugugugugugugugugugcgcgcyg Hsa
gcuggagaugggugugugugugugugugugugugugugugugugugugacag Ptr
gcuggagaugggugugugugugugugugugugugagugugugcgcgcgcgeyg Ppa
STMN1** gaggcagagucucacucugucgcccaggcuggagggcagugg Hsa
gaggcagagucucacucugucgcccaggcuggagggcagugyg Ppa

Note. In Tables S3, S4 and S5 shown: Genes without * - miRNA binding sites are in the 5’'UTR, genes with * -

miRNA binding sites are in the CDS, ** - miRNA binding sites are in the 3'UTR.




