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	ID
	Description
	GeneRatio
	BgRatio
	FDR
	Count

	hsa04611
	Platelet activation
	6/61
	124/7925
	0.031306
	6

	hsa05150
	Staphylococcus aureus infection
	5/61
	96/7925
	0.031306
	5

	hsa04145
	Phagosome
	6/61
	152/7925
	0.031306
	6

	hsa04670
	Leukocyte transendothelial migration
	5/61
	112/7925
	0.036546
	5


[bookmark: _GoBack]KEGG: Kyoto Encyclopedia of Genes and Genomes. TME: Tumor Microenvironment. DEGs: Differentially Expressed Genes.




