Table S3 Information of different region in aligned seven plastome sequences.
	Region
	Number of sites
	Number of variable sites
	Number of informative sites
	Nucleotide diversity

	Large single copy region
	91025
	4689 (5.15%)
	1087 (1.19%)
	0.0155

	Small single copy region
	18460
	998 (5.41%)
	211 (1.14%)
	0.0187

	Inverted repeat region
	26497
	320 (1.21%)
	56 (0.21%)
	0.0036

	Plastome Alignment length
	162479
	6327 (3.84%)
	1410 (0.86%)
	0.0128
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