[bookmark: _GoBack]Supplementary Figure 1: The sequencing results for the editing target.
CK　　　TCTTCGCTGTCTTTGGTGCCGCACCTGCTCA
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T1             TCTTCGCTGTCTTTGTGCCGCACCTGCTCA (3 protoplasts)
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T2            TCTTCGCTGTCTTTGCCGCACCTGCTCA (2 protoplasts)
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T3 TCTTCGCTGTCTTGCTCATTAAGCCCTC (2 protoplasts)
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T4　 TCTTCGCTGTCTTTGGTCCGCACCTGCTCA(4 protoplasts)
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T5　　TCTTCGCTGTCTTTGGGCACCTGCTCA(3 protoplasts)
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File Edit View Enzymes Features Primers Actions Tools Window Help

Selected: 243 .. 270 = 28 bases

TGGAGAAGCAGGCGATGGAGBOCTTAATGAGCAAGACAGCBAAGACA
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1 92008040425-5-4 M13F-47.ab1 (1165 bases)

File Edit View Enzymes Features Primers Actions Tools Window Help

Selected: 224 .. 250 = 27 bases

ATGAACACGGTGTCTTCG
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