Table S3. Primers used for the amplification of bacterial (16S rRNA) and fungal (ITS) sequences.
	Primer set
	Target
	Name
	Overhang sequence

	1
	Bacterial,    16S rRNA (Caporaso et al., 2011)
	515 ill (forward)
	5’ - TCGTCGGCAGCGTCAGATGTGTATAAGAGACAG- 3’

	 
	
	806 ill (reverse)
	5’ - GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAG - 3’

	2
	
	515 ill/1 (forward)
	5’ - TTCGTCGGCAGCGTCAGATGTGTATAAGAGACAG - 3’

	 
	
	806 ill/1 (reverse)
	5’ - TGTCTCGTGGGCTCGGAGATGTGTATAAGAGACAG - 3’

	3
	
	515 ill/2 (forward)
	5’ - ACTCGTCGGCAGCGTCAGATGTGTATAAGAGACAG - 3’

	 
	
	806 ill/2 (reverse)
	5’ - ACGTCTCGTGGGCTCGGAGATGTGTATAAGAGACAG - 3’

	4
	
	515 ill/3 (forward)
	5’ - CTATCGTCGGCAGCGTCAGATGTGTATAAGAGACAG - 3’

	 
	
	806 ill/3 (reverse)
	5’ - CTAGTCTCGTGGGCTCGGAGATGTGTATAAGAGACAG - 3’

	5
	Fungal, ITS (Kendall & Rygiewic, 2005)
	ITS F illu forward)
	5’- TCGTCGGCAGCGTCAGATGTGTATAAGAGACAG - 3’

	 
	
	58A2R-illu (reverse)
	5’ - GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAG - 3’

	6
	
	ITS F illu/1 (forward)
	5’ - TTCGTCGGCAGCGTCAGATGTGTATAAGAGACAG - 3’

	 
	
	58A2R-illu/1 (reverse)
	5’ - TGTCTCGTGGGCTCGGAGATGTGTATAAGAGACAG - 3’

	7
	
	ITS F illu/2 (forward)
	5’ - AGTCGTCGGCAGCGTCAGATGTGTATAAGAGACAG - 3’

	 
	
	58A2R-illu/2 (reverse)
	5’ - AGGTCTCGTGGGCTCGGAGATGTGTATAAGAGACAG - 3’

	8
	
	ITS F illu/3 (forward)
	5’ - GTATCGTCGGCAGCGTCAGATGTGTATAAGAGACAG - 3’

	 
	
	58A2R-illu/3 (reverse)
	5’ – GTAGTCTCGTGGGCTCGGAGATGTGTATAAGAGACAG - 3’
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