
Le p_BmorSCP2 (type-1) I P I Y N V N N N C S T G Q V D V V E L H D C F A A N P S G G L I A K G H P L Q L G GGMG
Hym_Ame lSCP2 (type -1) C P I Y N V N N N C S T G D V D V I E L H D C F S I N P S G G L I S K G H P L Q I G GG L G
Dip_Dme lSCP2 (type-1)-1 I P V Y N V N N N C S T G D V Q V V E L H D C F S A N P S G G L I S K G H P L Q L G GG L G
Dip_Dme lSCP2 (type-1)-2 I P V Y N V N N N C S T G D V Q V V E L H D C F S A N P S G G L I S K G H P L Q L G GG L G
Dip_AgamSCP 2 (type -1) I P I Y N V N N N C S T G D V D V V E L H D C F S A N P S G G L I S K G H P L Q I G GG L G
Col_Agla SCP2 (type -1) I P I F N V N N N C S T G D V Q V V E L H D C F S A N P S G G L I S K G H P L Q I G GG L G
Col_NvesSCP2 (type -1) I P I I N V N N N C S T G D V Q V V E L H D C F S A N P S G G L I S K G H P L Q I G GG L G
Col_Tca sSCP2 (type-1) I P I F N V N N N C S T G D V Q V V E L H D C F S A N P S G G L I S K G H P L Q I G GG L G
Dip_CquiSCP2 (type -1) I P V Y N V N N N C S T G D V D V V E L H D C F S A N P S G G L I S K G H P L Q I G GG L G
He m_ApisSCP2 (type-1)-1 I P I Y N V N N N C S T G D V N V V E L H D C F S A N P S G G L I S K G H P L Q I G GG L G
He m_ApisSCP2 (type-1)-2 - - - - - - - - - - - - - D V N V V E L H D C F S A N P S G G L I S K G H P - - - - - - - -
He m_Clec SCP2 (type-1) I P I Y N V N N N C S T G D V D V V E L H D C F S A N P S G G L I S K G H P L Q I G GG L G
He m_HhalSCP2 (type -1) I P I Y N V N N N C S T G D I D V V E L H D C F S A N P S G G L I S K G H P L Q I G GG L G
Hym_BimpSCP2 (type -1)-2 C P I Y N V N N N C A T G D V D V I E L H D C F S T N P S G G L I S K G H P L Q I G GG L G
Hym_BimpSCP2 (type -1)-1 C P I Y N V N N N C A T G D V D V I E L H D C F S T N P S G G L I S K G H P L Q I G GG L G
Hym_Da llSCP2 (type-1) C P V Y N V N N N C A T G D V D V V E L H D C F S A N P S G G L I S K G H P L Q I G G S L G
Le p_Dple SCP2 (type -1) I P I Y N V N N N C S T G Q V D V V E L H D C F A T N P S G G L I A K G H P L Q L G GGMG
Le p_HmelSCP2 (type-1) I P I Y N V N N N C S T G Q V D V V E L H D C F A A N P S G G L I A K G H P L Q L G GGMG
Le p_Mse xSCP2 (type-1) I P I Y N V N N N C S T G Q V D V V E L H D C F A A N P S G G L I A K G H P L Q L G GGMG
Le p_PxutSCP2 (type -1)-1 L P V H N I N N H G A T G E V D V V E L H D C F S S N P S G G L L A K G N P L Q L G GG - A
Le p_PxutSCP2 (type -1)-2 I P I Y N V N N N C S T G Q I D V V E L H D C F A A N P S G G L I A K G H P L Q L G GGMG
Le p_PxutSCP2 (type -1)-3 - P I Y N V N N N C S T G E V D V V E L H D C F A S N P S G G L I A K G H P L Q L G GGMG
Le p_PxylSCP2 (type-1) I P I Y N V N N N C S T G Q I D V V E L H D C F A A N P S G G L I A K G H P L Q L G GGMG
Pht_PhumS CP2 (type -1) I P I F N V N N N C S T G D V H V V E L H D C F S A N P S G G L I S K G H P L Q I G GG L G
HsapSCP2 (type -1) I P I I N V N N N C A T G D I D V I E L H D C F S T N P S G G L I S K G H P L Q L G GG L G
MtubSCP2 (type -1) I P I V N V N N N C S T G D F G V I E L H D C F S A N P S G G L I S K G H P L Q I G GG - A
MtubSCP2 (type -2) T P A T R H E A A C A S G D L D G I E V H D C F P S N P S G G L I - - G H P A - E A GG - G
Le p_BmorT1-1 K P V L G I N R L C G S G D V D L I E I N E A F V A N V N G G A T A L G H P A C I G GG QG
Le p_BmorT1-2 K P A L G V N R L C G S G D I D L V E I N E A F A A N V N G G A I AMG H P A C I G GG QG
Le p_BmorT1-3 R P A L G V S K A C G T G D V D L F E I N E V F A S N V N G G A L A F G N P S C - G GG QG
Hym_Ame lT1 K P S F S L N R L C G S G D I E L I E I N E A F G S N V D G G S I A L G H P A C I G GG QG
Dip_Dme lT1 K P A L G I N R L C G S G D I D L I E I N E A F A A N V N G G A I A L G H P A C I G GG QG
Dip_AgamT1-2 R P A L G V N R L C G S G D I D L F E I N E A F G V N L N G G A I A L G H P A C I G GG QG
Dip_AgamT1-1 R P A L G V N R L C G S G D - A LWT L T D S Y - - - - - - - - - - - - - P - - - - - - - -
Col_Agla T1-1 Y I L I L I - - F I T N G - - - - - - - - - - - - - - - - G G - - - - G - - L R - - - - - -
Col_Agla T1-2 - - - - - - - - - - - - - D I D L I E I N E A F G A N V D G G A I A L G H P A C I G GG QG
Col_NvesT1 K P A L Q V N R L C G S G DMD L I E I N E A F G A N V N G G A I A L G H P A C I G GG QG
Col_Tca sT1 R P A F L V N R L C G S G D I D L I E I N E A F A A N V D G G A I A L G H P A C I G GG QG
Dip_CquiT1 K P A L G V N R L C G S G D I D L Y E I N E A F G V N L N G G A I A L G H P A C I G GG QG
He m_ApisT1 R H A L G V N R L C G S G D I D L V E I N E A F G A N V N G G A I A I G H P A C I G GG QG
He m_Clec T1 R P A L G I N R L C G S G D I D L V E I N E A F G A N V N G G A I A L G H P A C I G GG QG
He m_HhalT1 K P A L G V N R L C G S G D I D I I E I N E A F G A N P D G G A I A L G H P A C I G GG QG
Hym_BimpT1-1 K P A F S V N R L C G S G D V E L V E I N E A F G A N V D G G A I A L G H P A C I G GG QG
Hym_BimpT1-2 K P A F S V N R L C G S G D V E L V E I N E A F G A N V D G G A I A L G H P A C I G GG QG
Hym_Da llT1 K P A L G V N R L C G S G D I D L V E I N E A F G A N V N G G A I A L G H P A C I G GG QG
Iso_Zne vT1 R P A V A V N R L C G S G D I D L V E I N E A F G A N V N G G A I A L G H P A C I G GG QG
Le p_Dple T1-1 R P A L A V N R L C G S G D I D L V E I N E A F V A N V N G G A T A L G H P A C I G GG QG
Le p_Dple T1-2 K P A L G V N R L C G S G D I D L V E I N E A F A A N V N G G A I A I G H P A C I G GG L G
Le p_HmelT1 K P A L G V N R L C G S G D I D L V E I N E A F A A S SWG G S L S L G T P L A I A GG T G
Le p_Mse xT1-3 K P V V S T N L L S G S A D I D L V E I H E T N A A N L S G G A I A I G H P I C V A GG QG
Le p_Mse xT1-1 K P V L G I N R L C G S G D I D L I E I N E A F V A N V N G G A T A L G H P - - - - - - - -
Le p_Mse xT1-2 K P A L G I N R L C G S G D I D L I E I N E A F A A N V N G G A I AMG H P A C I G GG QG
Le p_PxutT1-1 R P V L G I N R L C G S G D I D L V E I N E A F V A N V N G G A T A L G H P A C I G GG QG
Le p_PxutT1-2 R P A L G V S K A C G A G D V E I F E I N E T T A I N V S G G A L A L G H P S C - G GG QG
Le p_PxylT1-1 K P V L G V N R L C G S G D V D L I E V R - V Y - - - - - G G Q L S V - H P V C D G GG L G
Le p_PxylT1-2 T P A L G V N R L C G S G D V D L V E I N E A F A A N V S G G A I AMG H P A C I G GG QG
Le p_PxylT1-3 R P A L V V NMA C G A G D V D L I E I N E T F A A N V N G G A L A V G H P S C - G GG QG
Le p_PxylT1-4 R P A L A V N L A C G A G G V D L I E I N E T F A A N V N G G A L A V G H P S C - G GG QG
Le p_PxylT1-5 R P A L G V N L A C G A G G V D L I E I N E T F A A N V N G G A L A V G H P S C - G GG QG
Le p_PxylT1-6 R P A L A V N L A C G A G S V D L I E I N E T F A A N V N G G A L A V G H P - - - - - - - -
Le p_PxylT1-7 - - - - - - - - - - - - - D V D L V E I N E A F A A N V N G G A I AMG H P A C I G GG QG
Le p_PxylT1-8 - - - - - - - - - C V - - D V D L V E I N E A F A A N V N G G A I AMG H P A C I G GG QG
Le p_PxylT1-9 K P V L G V N R L C G S G D V D L I E I N E A F C A N V N G G A T A L G H P A C I G GGMG
Le p_PxylT1-10 H P R - - - - - - - - E S D V D L I E I N E A F C A N V N G G A T A L G H P - - - - - - - -
Pht_PhumT1 - - - - - - - - - - - - - D I D L V E I N E A F S A N V N G G A V A L G H P A C I G GG QG
HsapT1 T P A L T I N R L C G S G DMD L V E V N E A F A P N V N G G A I A L G H P A C I G GG QG
Le p_BmorT2 T I C T T V N K V C A S G D V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Hym_Ame lT2 T I C T T V N K V C A S G D I A LWE I N E A F S V N I H G G A V S L G H P I C NG GG - G
Col_Agla T2-2 T I C T T I N K V C A S G E V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Col_Agla T2-1 T I C T T I N K V C A S G E V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Dip_Dme lT2 V C C T T V N K V C S S G D V AMWE V N E A F S L N V H G G A V S I G H P I C NG GG - G
Dip_AgamT2 T I C T T V N K V C S S G D V AMWE I N E A F S L N V H G G A V S L G H P I C NG GG - G
Col_NvesT2-1 T I C T T I N K V C A S G D V AMWE I N E A F S V N I H G G A V S L G H P I C NG GG - G
Col_NvesT2-2 T I C T T I N K V C A S G D V AMWE I N E A F S V N I H G G A V S L G H P I C NG GG - G
Col_Tca sT2 T I C T T I N K V C A S G D V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Dip_CquiT2 T I C T T V N K V C S S G D V AMWE I N E A F S V N V H G G A V S I G H P I C NG GG - G
He m_ApisT2 T I C T T I N K V C A S G D I A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
He m_Clec T2 V I C T T V N K V C S S G D V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
He m_HhalT2 V I C T T V N K V C A S G D V S LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Hym_Da llT2-2 T I C T T I N K V C A S G D V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Hym_Da llT2-1 T I C T T I N K V C A S G D V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Hym_Da llT2-3 T I C T T I N K V C A S G D V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Iso_Zne vT2 T I C A T I N K V C A S G D I S LWE V N E A F S V N V H G G A V S L G H P I C NG GG - G
Hym_BimpT2-2 T I C T T V N K V C A S G D I A LWE I N E A F S V N I H G G A V S L G H P I C NG GG - G
Hym_BimpT2-1 T I C T T V N K V C A S G D I A LWE I N E A F S V N I H G G A V S L G H P I C NG GG - G
Le p_Dple T2 T I C T T V N K V C S S G D I A LWE I N E A F S V N V H G G G V S L G H P I C NG GG - G
Le p_HmelT2 T I C T T I N K V C A S G D V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Le p_Mse xT2 T I C T T V N K V C A S G D V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Le p_PxutT2-1 T I C T T V N K V C A S G D V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Le p_PxutT2-2 T I C T T V N K V C A S G D V A LWE I N E A F S V N V H G G A V S L G H P I C NG GG - G
Le p_PxylT2 T I C T T I N K V C S S G E V A LWE L N E A F S V N V H G G A V S I G H P I C NG GG - G
Pht_PhumT2-2 T V C T T I N K V C S S G Q I A QWE I N E A F S V N K H G G A V S L G H P I C NG GG - G
Pht_PhumT2-1 V I A S S I N K L C G S G D I H LWE I H E T F S L N I H G G G V SMG H P - - - - - - - G
HsapT2 T P C T T I N K V C A S G D I AMWE V N E A F S L N I N G G A V S L G H P I C NG GG - G
MtubT2 V P A L T I N KMC L S G Q L D V V E I N E A F A A N V N G G A I A V G H P L C - G GG QG
Hym_Ame lCT T P A Y L I NM L C G S G E V D L Y E L N E A F A A N I N G G A I A L G H P L C I G GGMG
Dip_AgamCT V P A Y N I NM L C G S G E V D L F E L N E A F A A N V G G G A I A L G H P L C V G GGMG
Dip_Dme lCT V P A Y G I NM L C G S G E V D L Y E L N E A F A A N V N G G A I A L G H P L C I G GGMG
Col_NvesCT V P A T T L NM L C G S G D V E L Y E I N E A F A S N V N G G A I A L G H P L C I G GGMG
Col_Tca sCT V P A Y T I NM L C G S G D V D L Y E L N E A F A V N I T G G A I A L G H P L C I G GGMG
Dip_CquiCT-1 A P A Y L I N L L C G S G E V D L F E L N E A F A A N V G G G A I A L G H P L C V G GGMG
Dip_CquiCT-2 - P A - D V D E V I L - G E V D L F E L N E A F A A N V G G G A I A L G H P L C V G GGMG
He m_ApisCT-6 V P A H G I N L L C G S G S V D I F E L N E A Y A A N I N G G A I S L G H P L C I G GGMG
He m_ApisCT-2 V P A H V I NM L C G S G S V D I F E L N E A F A A N I Y G G A I A L G H P L C V G GGMG
He m_ApisCT-5 V P A H G I N L L C G S G S V D I F E L N E A Y A A N I N G G A I S L G H P L C I G GGMG
He m_ApisCT-4 V P A H G I N L L C G S G S V D I F E L N E A Y A A N V N G G A I S L G H P L C I G GGMG
He m_ApisCT-3 V P A H V I NM L C G S G S V D I F E L N E A F A A N I N G G A I A L G H P L C V G GGMG
He m_ApisCT-7 - - - - - - - - - - - - - D I D L V EM T E A F S A N I Y G G A I A L G H P A C I G GG L G
He m_ApisCT-1 - - - - - - - - - C T P L E A D T L D L N E A V - - - - - - - - - S F - - - - - - - - - - -
He m_Clec CT-1 V P A F T V N Q L C G S G D V D L F E L N E A F A A N V S G G A I A L G H P L C I G GGMG
He m_Clec CT-2 T P AM T I N E V C G S G D F D V I EM T E A F A S N L Y G G A I A L G H P A C I G GG L G
He m_HhalCT V P A Y T I N L L C G S G D V D L F E L N E A F S A N I N G G A I S L G H P L C I G GGMG
Hym_BimpCT V P A Y L I NM L C G S G E V D L Y E L N E A F A A N I N G G A I A L G H P L C I G GGMG
Hym_Da llCT-2 V P A Y V I NM I C G S G E V D L Y E L N E A F A S N V N G G A I A L G H P L C I G GGMG
Hym_Da llCT-1 T P A F T V S K V C G S G D I D L I E A N E A F A A N V N G G A I A L G H P L C I G GG QG
Iso_Zne vCT V P A Y L V NM L C G S G D V D L F E F N E A F A A N I C G G A I A L G H P L C V G GGMG
Le p_PxylCT V S A I T I N D V C G S G D V D L I E V N E A F A A N V N G G A I A L G H P L C I G GG QG
Pht_PhumCT V P A F N V SM L C G S G E V D L F E L N E A F A A N V N G G A I A L G H P L C I G GGM E
HsapCT V P AWS C QM I C G S G D V D I F E I N E A F A A N I E G G A I A L G H P L C I G GGMG
Le p_PxutAB-1 I P V S T V N R Q C A S G D V S Y F E I N E A F S P N V Y G G S I A L G H P L C V G G - F G
Le p_PxutAB-2 I P V S T V N R Q C A S G D V S Y F E I N E A F S P N V Y G G S I A L G H P L C V G G - F G
HsapAB V P L S T V N R Q C S S G D V D I F E I N E A F A S N P L G G A V A L G H P MC I G G - MG
Le p_BmorTFE T P A H T V TMA C I S S D I D TWE I H E A F A G N KWG G S L S I G H P A C A A GG QG
Hym_Ame lTFE I P A H T V TMA C I S S D I G VWE I H E A F A G N AWG G S L S I G H P A C A A GG QG
Dip_Dme lTFE T P A H T V TMA C I S S D I D SWE I H E A F A G N NWG G S L S I G H P A C A A GG QG
Dip_AgamTFE-2 V G A V T V N R L C G S S D I D L F E L N E A F A A N L N G G A I A L G H P A C V G GG QG
Dip_AgamTFE-1 T P A H T V TMA C I S S D I D TWE I H E A F A G N NWG G S L S I G H P A C A A GG QG
Col_NvesTFE I P A H T V T L A C I S S D I D VWE F H E A F A G N NWG G S L S I G H P A C A A GG QG
Col_Tca sTFE T P A H T V TMA C I S S D I A VWE F H E A F A G N NWG G S L S I G H P A C A A GG QG
Dip_CquiTFE T P A H T V TMA C I S S D I D SWE I H E A F A G N NWG G S L S I G H P A C A A GG QG
He m_ApisTFE V P A H T V TMA C I S S D I D VWE V H E A F A G N KWG G S L S I G H P A C A A GG QG
He m_Clec TFE-2 T P A H T V TMA C I S S D I D AWE F H E A F A G N NWG G S L S I G H P A C A A GG QG
He m_Clec TFE-1 T P A H T V TMA C I S S D I D AWE F H E A F A G N NWG G S L S I G H P A C A A GG QG
He m_HhalTFE T P A H T V TMA C I S S D I D VWE F H E A F A G N NWG G S L S I G H P A C A A GG QG
Hym_BimpTFE T P A H T V TMA C I S S D V G VWE I H E A F A G N AWG G S L S I G H P A C A A GG QG
Hym_Da llTFE T P A H T V TMA C I S S D I G VWE V H E A F A A N AWG G S L S I G H P A C A A GG QG
Iso_Zne vTFE T P A H T V TMA C I S S D I D VWE V H E A F A G N NWG G S L S I G H P A C A A GG QG
Le p_Dple TFE T P A H T V TMA C I S S D I D TWE I H E A F A G N KWG G S L S I G H P A C A A GG QG
Le p_HmelTFE T P A H T V TMA C I S S D I D SWE I H E A F A G N KWG G S L S I G H P A C A A GG QG
Le p_Mse xTFE T P A H T V TMA C I S S D I D TWE I H E A F A G N KWG G S L S I G H P A C A A GG QG
Le p_PxutTFE T P A H T V TMA C I S S D I D TWE I H E A F A G N AWG G S L S I G H P A C A A GG QG
Le p_PxylTFE-2 T P A H T V TMA C I S A D I D TWE I H E A F A G N NWG G S L S I G H P A C A A GG QG
Le p_PxylTFE-1 T P A H T V TMA C I S A D I D TWE I H E A F A G N NWG G S L S I G H P A C A A GG QG
Pht_PhumTFE I P A H T V T Q A C I S S D I D VWE V H E A F A G N SWG G S L S I G H P A C A A GG QG
HsapTFE T P A H T V TMA C I S A D I D A F E F H E A F S G N NWG G S L S L G H P A C A A GG QG
MtubTFE T P A F D L Q Q A C G T G D F D F Y E I H E A F A S N V N G S S L A A G H P I C A A GG QG
He m_Clec TFEL (type -1) V P G Q T V N R Y C S S G D I D L V E L N E A F A S N V N G G A I A L G H P MC I G GG A G
MtubTFEL (type -2) L P G T T V N R Y C S S S D I D L V E I N E A F A V N I S G G A I A L G H P MC V G GG QG
MtubTFEL (type -1)-1 S G G V Q L N R F C A S G D I D L F E L N E A F A S N V N G G A I AMG H P L C I G GGMG
MtubTFEL (type -1)-3 V P G V T V D R Q C G S S D I D T V E I N E A F A P N P N G G A I A L G H P MC E G GG T A
MtubTFEL (type -1)-2 V G A T T V D C Q C G S G D I D I V E I N E A F A S N V N G G A I A L G H P MC A G G A L G
MtubTLP M P Q S L V N R A C L - - D I E Y V D L Y S C F S A T V T G G - L T F G G P A - NG GG V G

73  
77  
76  
76  
76  
73  
73  
189 
76  
76  
7   
76  
77  
77  
77  
77  
73  
73  
73  
73  
73  
5   
73  
76  
85  
92  
84  
85  
87  
85  
85  
85  
85  
127 
73  
4   
85  
85  
85  
84  
85  
85  
90  
85  
85  
85  
25  
87  
407 
21  
125 
87  
85  
85  
38  
341 
84  
84  
84  
84  
17  
9   
85  
43  
6   
83  
66  
66  
100 
89  
100 
87  
102 
102 
101 
99  
103 
103 
101 
102 
102 
102 
99  
102 
102 
112 
110 
66  
111 
88  
111 
102 
19  
117 
75  
81  
78  
79  
80  
80  
82  
77  
77  
80  
80  
98  
80  
23  
61  
80  
79  
81  
81  
81  
28  
81  
79  
81  
83  
87  
87  
114 
141 
117 
119 
27  
81  
122 
124 
117 
119 
117 
117 
120 
117 
122 
128 
123 
123 
123 
123 
123 
47  
109 
129 
90  
83  
81  
83  
80  
84  
91  

287
290
290
290
289
286
286
402
289
289
102
289
290
290
290
290
287
287
287
286
287
218
287
288
298
303
300
313
317
315
315
315
315
190
242
22 
315
315
315
314
315
316
320
315
315
315
253
317
637
282
353
317
313
314
266
571
307
308
308
307
192
76 
313
144
207
313
295
292
330
319
329
317
332
332
331
329
333
333
331
332
332
332
329
332
332
342
340
296
341
318
341
330
247
346
306
313
307
308
305
306
311
303
307
310
310
329
310
186
184
309
299
310
311
311
258
311
290
311
314
301
301
338
385
361
363
246
325
366
368
361
363
382
361
364
361
366
372
367
367
367
367
367
291
353
372
334
309
321
320
303
308
312

334
337
337
337
336
333
333
449
336
336
149
336
337
337
337
337
334
334
334
333
334
265
334
335
345
350
347
342
346
344
344
344
344
204
246
51 
344
344
344
343
344
345
349
344
344
344
282
346
713
311
382
346
342
343
288
600
336
337
337
336
221
105
342
173
236
342
324
321
359
348
358
346
361
361
360
358
362
362
360
361
361
361
358
361
361
371
369
325
370
347
370
359
276
375
335
342
336
337
334
335
340
332
336
339
339
357
339
215
196
338
328
339
340
340
287
340
319
340
343
330
330
367
431
407
409
278
371
412
414
407
409
428
407
410
407
412
418
413
413
413
413
413
337
399
418
380
338
350
349
332
337
345

377
380
380
380
379
376
376
492
379
379
171
379
380
380
380
380
377
377
377
376
377
308
377
378
388
393
386
381
385
383
384
383
383
205
263
90 
383
383
383
382
383
384
389
384
383
383
321
385
972
336
411
385
381
383
329
639
375
384
376
365
260
144
381
202
275
381
361
358
396
385
395
383
398
398
397
395
399
399
397
398
398
398
395
398
398
408
406
362
407
384
407
396
289
412
374
381
375
376
373
374
379
371
375
378
378
396
378
254
206
377
367
378
379
379
326
379
358
379
382
371
371
408
470
446
448
423
410
451
453
446
448
467
446
449
446
451
457
452
452
452
452
452
376
438
457
426
378
389
388
371
376
384

* * *
NEAF GHP CxGGGxGCxS


