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FERATLDIENOOM PERATLIENOOM WEHRIENOON

FERATLDIENOOM

hepatica D915 008168
sinensis_GAA56606.1
viverrini XP 009173283.1
Jjaponicum CAX7805.1
sapiens P07737
taurus P02584
cerevisiae P07274
falciparum P86294
gondii Q58NAl
caninum FOV772

bovis Q307P5
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