[bookmark: OLE_LINK90][bookmark: OLE_LINK91][bookmark: OLE_LINK1][bookmark: OLE_LINK2][bookmark: OLE_LINK88][bookmark: OLE_LINK89]Arabidopsis thaliana: NAP, AJ222713.1 (Guo and Gan 2006); ATAF1, NP_171677.1 (Lu, et al. 2007); ATAF2, NP_680161.1 (Delessert, et al. 2005); CUC1, BAB20598.1 (Takada, et al. 2001); CUC2, BAA19529.1 (Aida, et al. 1997); AtNAC1, AF198054 (Xie, et al. 2000); AtNAC2, AAO41710.1 (He, et al. 2005); AtNAC3, BAB20599.1 (Takada, et al. 2001); ANAC019, NP_175697.1, ANAC055, AAM61076.1, ANAC072, NP_567773 (Tran, et al. 2004); VND1, At2g18060; VND2, At4g36160; VND3, At5g66300; VND4, At1g12260; VND5, At1g62700; VND6, At5g62380; VND7, At1g71930; NST1, At2g46770; NST2, At3g61910; NST3, At1g32770 (Mitsuda et al., 2007); ANAC029/AtNAP, AT1G69490 (Shinozaki et al., 2014); ANAC092/ORE1, AT5G39610 (Carviel et al., 2009); ANAC016, AT1G34180 (Kim et al., 2013); ANAC102, AT5G63790 (Christianson et al., 2009); ANAC072/RD26, AT4G27410 (Fujita et al., 2004); NTL8, AT2G27300; NTL9, AT4G35580 (Kim et al., 2008; Seo et al., 2008; Seo, 2014; Yao et al., 2017 Yoon et al., 2008); FEZ, AT1G26870 (Willemsen et al., 2008); BRN1, AT1G33280; BRN2, AT1G03457; SMB, AT1G79580 (Bennett et al., 2010); ORE1, AT5G39610 (Qiu et al., 2015); ORS1, AT3G29035 (Wu et al., 2012). Oryza sativa: SNAC1, DQ394702.1 (Hu, et al. 2006); OsNAC3, BAA89797.1 (Kikuchi, et al. 2000); OsNAC4, AB028183 (Kikuchi, et al. 2000);OsNAC5, AK063399 (Takasaki, et al. 2010); OsNAC6, BAA89800.1 (Nakashima, et al. 2007); OsNAC19, AY596808 (Lin, et al. 2007); ONAC058, Os03g21060 (Zheng et al., 2009); ONAC122, Os11g03300; ONAC131, Os12g03040 (Sun et al., 2013); OsNAC10, AK069257 (Jeong et al., 2010). Solanum lycopersicum: SlNAM, NP_001234254.1 (Blein, et al. 2008); SlNAM1, EU670749.1 (Yang, et al. 2011); SlNAC1, EU670750.1 (Yang, et al. 2011); SlNAC2, SGN-U313171 (Uppalapati, et al. 2008); SlNAC3, SGN-U568609 (Han, et al. 2012); SlNAC4, KC453999 (Zhu et al., 2014). Solanum tuberosum: StNAC, CAC42087.1 (Collinge and Boller 2001). Triticum aestivum: TaNAC2, AY625683.1 (Mao, et al. 2012); TaNAC2a, HM027577.1 (Tang, et al. 2012) ；TaNAC4, GQ985329 (Xia, et al. 2010); TaNAC29, AML60267 (Huang, et al. 2015); TaNAC67, AHB32901 (Mao, et al. 2014); TaNAC69, DQ022842 (Xue, et al. 2011). Hordeum vulgare: HvNAC005, AK251058 (Christiansen et al., 2016); HvNAC6, AM500854 (Jensen et al., 2007). Brassica napus: BnNAC1-1 (AY245879.1), BnNAC5-1 (AY245881.1), BnNAC5-8 (AY245883.1), BnNAC5-11 (AY245884.1) (Hegedus, et al. 2003). Zea mays: ZmSNAC1, NP_001123932.1 (Lu, et al. 2012)。甘蔗 (Sugarcane): SsNAC23, AY742218.1 (Nogueira, et al. 2005). Petunia hybrida: NAM, X92205.2 (Souer, et al. 1996). Citrus sinensis: CitNAC, ABM67699.1 (Liu, et al. 2009); CsNAC, ABQ96643 (Fan et al., 2008). Cicer arietinum: CaNAC5, ACS94038 (Peng et al., 2009)。梅 (Prunus mume)：PmNAC, BAE48667 (Mita et al., 2006). Gossypium hirsutum: GhNAC2, ACI15342; GhNAC3, ACI15344 (Meng et al., 2009). Bruguiera gymnorhiza: BgNAC1, BAG15877 (Yamanaka et al., 2009). Chrysanthemum morifolium: DgNAC1, HQ317452 (Liu et al., 2011). Mikania micrantha: MmATAF1, ABZ89746 (Li et al., 2012). Avicennia marina: AmNAC1, ABS80935 (Ganesan et al., 2008). Artemisia annua: AaNAC1, KX082975 (Lv et al., 2016). Ipomoea batatas: IbNAC1,GQ280387 (Chen et al., 2016). Picea sitchensis: PaNAC03, ABK26029 (Dalman et al., 2017). Arachis hypogaea: AhNAC2, ACI42833 (Liu et al., 2011). Glycine max: GmNAC11, ACC66315; GmNAC20, ACC66314 (Hao et al., 2011). Vitis amurensis: VaNAC26, GSVIVT01019952001 (Fang et al., 2016).  Cucumis melo: ETHQV6.3, MELO3C016540 (Ríos et al., 2017).
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