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	Sample
	Total sRNA
	Mapped sRNA
	"+" Mapped sRNA
	"−" Mapped sRNA

	Control 01
	22,740,485 (100.00%)
	17,492,270 (76.92%)
	8,334,604 (36.65%)
	9,157,666 (40.27%)

	Control 02
	22,252,712 (100.00%)
	17,464,428 (78.48%)
	9,173,199 (41.22%)
	8,291,229 (37.26%)

	CPV 01
	21,476,489 (100.00%)
	15,118,021 (70.39%)
	5,023,904 (23.39%)
	10,094,117 (47.00%)

	CPV 02
	25,046,386 (100.00%)
	19,220,070 (76.74%)
	6,811,975 (27.20%)
	12,408,095 (49.54%)



"+" Mapped sRNA: Quantity and percentage of mapped sRNAs in the same direction as the genome
"-" Mapped sRNA: Quantity and percentage of mapped sRNAs in the opposite direction as the genome












