Supplementary Table 8 List of significant differently expressed miRNAs, prediction of number of target genes, and number of related gene ontology (GO) functional analysis identified in the current study.

	
	
	Gene Ontology (GO)

	miRNA
	No of target (n)
	Biological Process (BP)
	Molecular Function (MF)
	Cellular component (CC)

	miR-361
	965
	77
	18
	1

	miR-322
	972
	88
	13
	33

	miR-365
	437
	20
	0
	0

	miR-1247
	229
	33
	5
	0

	miR-222
	357
	0
	0
	2

	Novel-137
	678
	53
	7
	6

	Novel-141
	282
	0
	1
	0

	Novel-102
	236
	8
	0
	0










