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	Partition scheme
	Model

	P1
	ATP6 1st + ND1 1st + ND2 1st + ND3 1st + ND4 1st + ND4L 1st + ND5 1st + ND6 1st 
	GTR + I + G

	P2
	ATP6 2nd + CYTB 2nd + ND1 2nd + ND2 2nd + ND3 2nd + ND4 2nd + ND4L 2nd + ND5 2nd + ND6 2nd
	GTR + I + G

	P3
	ATP6 3rd + COX1 3rd + COX2 3rd + COX3 3rd + CYTB 3rd + ND1 3rd + ND2 3rd + ND3 3rd + ND4 3rd + ND4L 3rd + ND5 3rd + ND6 3rd
	HKY + I + G 

	P4
	ATP8 1st + ATP8 2nd + ATP8 3rd + rrnL + rrnS + trnA + trnR + trnN + trnD + trnC + trnQ + trnE + trnG + trnH + trnI + trnL1 + trnL2 + trnK + trnM + trnF + trnP + trnS1 + trnS2 + trnT + trnW + trnY + trnV
	GTR + I + G

	P5
	COX1 1st + COX2 1st + COX3 1st + CYTB 1st
	GTR + I + G

	P6
	COX1 2nd + COX2 2nd + COX3 2nd
	GTR + I + G


 

