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Table S5

Gene Dataset Normal

（

cases

）

Tumor

（

cases

）

Fold change  t-test p-value

NFIA TCGA Colorectal Normal(colon(19) rectum(3)) Rectosigmoid Adenocarcioma(3) -3.563 -10.902 7.32E-11

Cecum Adenocarcinoma(22) -3.529 -7.534 2.01E-09

Kaiser Colon Normal(colon(5)) Rectal Mucinous Adenocarcinoma(4) 2.757 7.78 5.72E-05

Cecum Adenocarcinoma(17) 2.919 7.897 1.09E-06

NFIB Skrzypczak Colorectal 2 Normal(colon(10)) Colon Adenoma 2.204 8.72 7.01E-07

TCGA Colorectal Normal(colon(19) rectum(3)) Cecum Adenocarcinoma(22) -2.395 -7.308 6.17E-09
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		Table S5		Datasets of the NFI family in colorectal cancer (ONCOMINE database)

		Gene		Dataset		Normal（cases）		Tumor（cases）		Fold change 		t-test		p-value

		NFIA		TCGA Colorectal		Normal(colon(19) rectum(3))		Rectosigmoid Adenocarcioma(3)		-3.563		-10.902		7.32E-11

								Cecum Adenocarcinoma(22)		-3.529		-7.534		2.01E-09

				Kaiser Colon		Normal(colon(5))		Rectal Mucinous Adenocarcinoma(4)		2.757		7.78		5.72E-05

								Cecum Adenocarcinoma(17)		2.919		7.897		1.09E-06

		NFIB		Skrzypczak Colorectal 2		Normal(colon(10))		Colon Adenoma		2.204		8.72		7.01E-07

				TCGA Colorectal		Normal(colon(19) rectum(3))		Cecum Adenocarcinoma(22)		-2.395		-7.308		6.17E-09






