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Figure. S3. Circular map of Glaesserella parasuis strain HPS-1. From inside to outside,
the first circle represents the genome size of HPS-1; the second circle represents the GC
skew; the third circle represents the GC content; the fourth circle and the seventh circle
represent the COG of each CDS; the fifth and sixth circles represent the position of CDS,

tRNA, and rRNA on the genome. CDS; COG; GC; rRNA, ribosomal RNA; tRNA,

transfer RNA.



