
Bacteria; Acidobacteria; Blastocatellia

Bacteria; Gemmatimonadetes; Longimicrobia; Longimicrobiales; Longimicrobiaceae

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium; Rhizobium esperanzae

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Curvibacter

Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas

Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas; Xanthomonas floridensis
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Bacteria; Bacteroidetes; Cytophagia; Cytophagales; Cytophagaceae

Bacteria; Bacteroidetes; Sphingobacteriia; Sphingobacteriales; Sphingobacteriaceae; Sphingobacterium; Sphingobacterium multivorum

Bacteria; Firmicutes; Clostridia; Clostridiales; Symbiobacteriaceae

Bacteria; Gemmatimonadetes; Longimicrobia; Longimicrobiales; Longimicrobiaceae

Bacteria; Proteobacteria; Alphaproteobacteria; Phreatobacter

Bacteria; Proteobacteria; Alphaproteobacteria; Phreatobacter; Phreatobacter stygius

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium; Rhizobium arenae

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium; Rhizobium esperanzae

Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium; Novosphingobium guangzhouense

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Alcaligenaceae; Azohydromonas

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Burkholderiaceae; Burkholderia; Burkholderia cepacia complex

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas; Pelomonas puraquae

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Mitsuaria

Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Labilitrichaceae; Labilithrix

Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella

Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas

Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Xanthomonas; Xanthomonas floridensis

Bacteria; Proteobacteria; Oligoflexia; Bdellovibrionales; Bdellovibrionaceae
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Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Cohnella

Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Paenibacillus

Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Paenibacillus; Paenibacillus glycanilyticus

Bacteria; Gemmatimonadetes; Longimicrobia; Longimicrobiales; Longimicrobiaceae

Bacteria; Proteobacteria; Alphaproteobacteria; Phreatobacter

Bacteria; Proteobacteria; Alphaproteobacteria; Phreatobacter; Phreatobacter stygius

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium; Rhizobium esperanzae

Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium; Novosphingobium guangzhouense

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas; Pelomonas puraquae

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Mitsuaria

Bacteria; Proteobacteria; Betaproteobacteria; Nitrosomonadales; Methylophilaceae; Methylophilus; Methylophilus methylotrophus

Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Labilitrichaceae; Labilithrix

Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella

Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas

Bacteria; Proteobacteria; Oligoflexia; Bdellovibrionales; Bdellovibrionaceae
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Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Cohnella

Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Paenibacillus

Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Paenibacillus; Paenibacillus glycanilyticus

Bacteria; Gemmatimonadetes; Longimicrobia; Longimicrobiales; Longimicrobiaceae

Bacteria; Proteobacteria; Alphaproteobacteria; Phreatobacter

Bacteria; Proteobacteria; Alphaproteobacteria; Phreatobacter; Phreatobacter stygius

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium; Rhizobium esperanzae

Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium; Novosphingobium guangzhouense

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas; Pelomonas puraquae

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Mitsuaria

Bacteria; Proteobacteria; Betaproteobacteria; Nitrosomonadales; Methylophilaceae; Methylophilus; Methylophilus methylotrophus

Bacteria; Proteobacteria; Deltaproteobacteria; Myxococcales; Sorangiineae; Labilitrichaceae; Labilithrix

Bacteria; Proteobacteria; Gammaproteobacteria; Legionellales; Legionellaceae; Legionella

Bacteria; Proteobacteria; Gammaproteobacteria; Xanthomonadales; Xanthomonadaceae; Pseudoxanthomonas

Bacteria; Proteobacteria; Oligoflexia; Bdellovibrionales; Bdellovibrionaceae
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Bacteria; Acidobacteria; Blastocatellia
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Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Mitsuaria

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterales; Enterobacteriaceae; Enterobacter
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Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Mitsuaria
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Bacteria; Bacteroidetes; Sphingobacteriia; Sphingobacteriales; Sphingobacteriaceae; Mucilaginibacter

Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Cohnella

Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Paenibacillus; Paenibacillus glycanilyticus

Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Aquidulcibacter

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium; Rhizobium esperanzae

Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium; Novosphingobium guangzhouense

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas; Pelomonas puraquae

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Mitsuaria

Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae
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Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Mitsuaria
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Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Mitsuaria
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Bacteria; Acidobacteria; Blastocatellia
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Bacteria; Bacteroidetes; Sphingobacteriia; Sphingobacteriales; Sphingobacteriaceae; Mucilaginibacter

Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Cohnella

Bacteria; Firmicutes; Bacilli; Bacillales; Paenibacillaceae; Paenibacillus; Paenibacillus glycanilyticus

Bacteria; Proteobacteria; Alphaproteobacteria; Caulobacterales; Caulobacteraceae; Aquidulcibacter

Bacteria; Proteobacteria; Alphaproteobacteria; Rhizobiales; Rhizobiaceae; Rhizobium/Agrobacterium group; Rhizobium; Rhizobium esperanzae

Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; Sphingomonadaceae; Novosphingobium; Novosphingobium guangzhouense

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Acidovorax

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Comamonadaceae; Pelomonas; Pelomonas puraquae

Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; Mitsuaria

Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae
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Novosphingobium guangzhouense

Rhizobium esperanzae

Aquidulcibacter

Paenibacillus glycanilyticus

Cohnella

Mitsuaria

Mucilaginibacter10 2 -8 -4 0 4 -6 -4 -2 0
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