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CBK1_YEAST
NRP1_YEAST
NU100_YEAST
RBS1_YEAST
MOT3_YEAST
LSM4_YEAST
NEW1_YEAST
SFP1_YEAST
RLM1_YEAST
GLN3_YEAST
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0.818182
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0.8
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0.272727
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1
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0.532258
0.819672
0.813559
0.730159
0.818182
0.346154
0.76
0.59322
0.507937
0.75
0.633333
0.637931
0.545455
0.518519
0.263158
0.545455
0.323077
0.474576
0.409091
0.215686
0.123077
0.101695



Table S1: Fraction of orthologs in Saccharomycetes that have high levels of prion-like composition


* Column (1): Fraction of orthologs that have -log(fLPS P-value) ≥10.0  
  Column (2): Fraction of orthologs that have PLAAC PRD score ≥15.0
