Supplemental File 1- Transit Peptide Residue Analysis
Contains amino acid frequency counts for a variety of datasets, and graphs generated from these results. 
Tab 1—GFP. 
· Amino acid frequency for protein dataset of plastid-targeted proteins validated by GFP. Examines plastid-targeted proteome (mature protein) versus transit peptide residues.  
Tab 2—MS 
· Amino acid frequency for protein dataset of plastid-targeted proteins validated by mass spectrometry. Examines plastid-targeted proteome (mature protein) versus transit peptide residues.  
· Compares to TAIR10 overall amino acid frequency as point of comparison
Tab 3—MS + GFP
· Amino acid frequency for protein dataset of plastid-targeted proteins validated both GFP and  mass spectrometry. Examines plastid-targeted proteome (mature protein) versus transit peptide residues.  
Tab 4 – Overall Predicted
· Amino acid frequency for protein dataset of predicted plastid-targeted proteins for all species. Examines plastid-targeted proteome (mature protein) versus transit peptide residues.  
Tab 5—AvgContent-Predictedd
· Examines residue composition for Amborella, Monocot, and Eudicot sequences. 
· Both whole proteome and only transit peptides are presented. 
Tab 6—Whole Proteomes
· Examines residue composition for Amborella, Monocot, and Eudicot sequences at whole proteome level. Formatted image for publication
Tab 7 –Ambtr-Predicted
· Examines residue composition for Amborella trichopoda predicted transit peptide and whole proteome sequences. 
Tab 8 – Antam-Predicted
· Examines residue composition for Anthurium amnicola predicted transit peptide and whole proteome sequences. 
Tab 9—Artha-Predicted
· Examines residue composition for Arabidopsis thaliana predicted transit peptide and whole proteome sequences. 
Tab 10 –Bradi-Predicted
· Examines residue composition for Brachypodium distachyon predicted transit peptide and whole proteome sequences. 
Tab 11—Frave-Predicted
· Examines residue composition for Fragaria vesca predicted transit peptide and whole proteome sequences. 
Tab 12—Glyma-Predicted
· Examines residue composition for Glycine max predicted transit peptide and whole proteome sequences. 
Tab 13—Maldo-Predicted
· Examines residue composition for Malus x domestica predicted transit peptide and whole proteome sequences. 
Tab 14—Orysa-predicted
· Examines residue composition for Oryza sativa predicted transit peptide and whole proteome sequences. 
Tab 15—Panvi-Predicted
· Examines residue composition for Panicum virgatum predicted transit peptide and whole proteome sequences. 
Tab 16—Poptr-Predicted
· Examines residue composition for Populus trichocarpa predicted transit peptide and whole proteome sequences. 
Tab 17—Prupe-Predicted
· Examines residue composition for Prunus persica predicted transit peptide and whole proteome sequences. 
Tab 18—Setit-Predicted
· Examines residue composition for Setaria italica predicted transit peptide and whole proteome sequences. 
Tab 19—Sorbi-Predicted
· Examines residue composition for Sorbus bicolor predicted transit peptide and whole proteome sequences. 
Tab 20—Solly-Predicted
· Examines residue composition for Solanum lycopersicum predicted transit peptide and whole proteome sequences. 
Tab 21—Vitvi-Predicted
· Examines residue composition for Vitis vinifera predicted transit peptide and whole proteome sequences. 


