Aldosterone synthesis and secretion -
Glucagon signaling pathway -

Oxytocin signaling pathway -
Melanogenesis -

Dopaminergic synapse -

Cholinergic synapse -

Glutamatergic synapse -

Long-term potentiation -

Whnt signaling pathway -

Adrenergic signaling in cardiomyocytes -
Protein processing in endoplasmic reticulum -
Ubiquitin mediated proteolysis -

Oocyte meiosis -

Cell cycle -

cAMP signaling pathway -

cGMP-PKG signaling pathway -

MAPK signaling pathway-fly -

MAPK signaling pathway -

RNA transport -

Valine, leucine and isoleucine degradation -
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